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Laramie E. Duncan, PhD              
 
Laramied@Stanford.edu                       Citations:  29,347 
web:  www.laramieduncan.com           h-index:  41 

https://profiles.stanford.edu/laramie-duncan 
https://scholar.google.com/citations?user=MSX8qSoAAAAJ&hl=en 
 

 
Positions                         
 

9/2018–8/2024 Stanford University, Department of Psychiatry and Behavioral Sciences  
Major Laboratories and Clinical Neurosciences Incubator Division 

   Assistant Professor, University Tenure Line  
9/2024–8/2027  Reappointment 
9/2023–8/2024  Extension: new parent  
9/2022–8/2023 Extension: COVID  
9/2018–8/2022 Initial appointment 

 
2017 – 2018  Stanford University, Department of Psychiatry and Behavioral Sciences  

Major Laboratories and Clinical Neurosciences Incubator    
Instructor 

2015 – 2016 Harvard Medical School, Department of Medicine  
  Instructor 

     
Education                           
 

2016 – 2017  Stanford University, Department of Psychiatry and Behavioral Sciences 
   Clinical and Research Postdoctoral Fellow 
2013 – 2014  Harvard Medical School / ATGU at Massachusetts General Hospital 
    Postdoctoral fellow in Statistical Genetics 
2011 – 2013 Harvard School of Public Health / PNGU at Massachusetts General Hospital 
    Postdoctoral fellow in Psychiatric Genetics and Translational Research  
2010 – 2011 McLean Hospital / Harvard Medical School Clinical psychology internship 
2004 – 2011 University of Colorado at Boulder, Department of Psychology & Neuroscience  
    Doctor of Philosophy, in Clinical Psychology  
    Doctor of Philosophy in Neuroscience (joint PhD)  
2007 – 2010 Institute for Behavioral Genetics Interdisciplinary Certificate Trainee 
1998 – 2003  University of Georgia, Athens, double major 
    Bachelor of Sciences in Honors Interdisciplinary Studies and Psychology 
 
 

Scientific Leadership & Service in National and International Groups   
 

VA Advanced Fellowship in Data Science National Director                  2020 - 
World Congress of Psychiatric Genetics Program Committee, 3-year term                  2022 - 
Society of Biological Psychiatry    Program Committee, 2-year term                  2021 - 2023 
 

http://www.laramieduncan.com/
https://profiles.stanford.edu/laramie-duncan
https://scholar.google.com/citations?user=MSX8qSoAAAAJ&hl=en


	 2	

Psychiatric Genomics Consortium (PGC) - The PGC is the world’s largest consortium focused on 
genetics of psychiatric disease, and it has 800+ international members.  My work in the PGC includes, 
but is not limited to, these named roles: 

- Leader & Founder of Cross Population Group                    2018 - 
- Data Access Committee Member, PTSD representative; 3-year term                2015 - 2018 
- Lead Analyst for PGC-PTSD group, first author of flagship paper                2013 - 2017 
- Lead Analyst for PGC-Anorexia group, first author of flagship paper                2013 - 2017 

 
 
Honors & Awards 
 

2022 Bio-X Mentorship Award Stanford University 
2021 Bio-X Star Mentor Award Stanford University 
2021 Rising Star Oral Presentation Session Society of Biological Psychiatry  
2020 Chairman’s Award: Advancing Science Stanford Psychiatry and Behavioral Sciences  
2019 Excellence in Teaching Award Stanford Psychiatry Residency 
2017 Reviewer’s Choice Award at American Society for Human Genetics, Orlando 
2016 iSummit Travel Awardee at for Interoception Summit Laureate Institute 
2012 WCPG Oral Presentation Award Finalist at World Congress of Psychiatric Genetics  
2012  ISPG Travel Award at World Congress of Psychiatric Genetics 2012 
2011 Fulker Award 2010 Best paper in Behavioral Genetics for 2010 (co-author with Matthew 

Keller and Sarah Medland) 
2010   Marquis Who’s Who in America 
2007   National Institute of Child Health and Human Development Traineeship    
  Institute for Behavioral Genetics, University of Colorado at Boulder 
2004  University Scholarship.  University of Colorado at Boulder  
2003 Presidential Scholar  University of Georgia 
2003 Phi Kappa Phi 
1998 Foundation Fellowship  University of Georgia, full scholarship + global travel yearly 
1998  Robert C. Byrd Honors Scholarship  University of Georgia 
1998  Governor’s Scholarship  University of Georgia 
1998  Scholar Athlete Award  Rotary Club 
1998  National Merit Scholarship  University of Georgia 
 
 
Grant support (current) 
 
Uytengsu-Hamilton 22q11 Neuropsychiatry Award  (Duncan)           Mar 2024 – Feb 2026 
Stanford Maternal and Child Health Research Institute 
Discovering cell type specificity of 22q11.2DS genes 
The goal of this project is to determine the specific human brain cell types that preferentially express 
genes in the 22q11.2 deletion region associated with schizophrenia. 
Role: PI 
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Biology of Trauma Initiative    (Duncan)          July 2024 – June 2025 
Broad Institute Gift  
Mapping specific human brain cell types to PTSD biology 
The goal of this research is to determine the human brain cell types that preferentially use 
genes associated with PTSD. 
Role: PI 
 
R01 MH123486      (Duncan)                   Aug 2020 – May 2025 
NIMH 
Sex hormones and post-traumatic stress disorder, PTSD 
The goal of this research is to quantify sex hormone effects on risk of PTSD, using a large population 
sample from the UK. 
Role: PI 
 
Jaswa Innovator Award     (Duncan)                     Sep 2022 – Aug 2024 
Stanford Psychiatry and Behavioral Sciences 
Exposing the molecular pathology of schizophrenia: A data-driven, genomics-informed investigation of 
human brain tissue  
The goal of this project is to use genome-wide data to identify schizophrenia linked cell types and novel 
treatment targets, in postmortem tissue. 
Role: PI 
 
R21 MH125358-01     (Gelaye)               Jul 2022 – Jun 2024 
NIMH 
Maternal hair cortisol concentrations, prenatal psychopathology, offspring behavioral phenotypes 
The goal of this research is to investigate relationships among hair cortisol, maternal stress, prenatal 
psychopathology, and offspring behavioral phenotypes in a well-phenotyped longitudinal cohort in 
Lima, Peru. 
Role: PI (subcontract)   
 
R21 MH125358-01     (Duncan)              Jul 2021 – Jun 2024 
NIMH         
Sex Chromosome GWAS of Post-Traumatic Stress Disorder, PTSD 
The goal of this research is to investigate sex chromosome effects on post-traumatic stress disorder 
(PTSD) in a large and diverse sample. 
Role: PI   
 
U01 MH181655-01                               (Snyder, Urban, Hallmayer)           Apr 2018 – Mar 2024 
NIMH 
Integrated, cell type specific functional genomics analyses of regulatory sequence elements and their 
dynamic interaction networks in neuropsychiatric brain tissues (PsychENCODE)  
Create epigenomic maps of regulatory genomic elements and their interactions in neuropsychiatric 
disorders, using scRNA-Seq, scATAC-Seq, sorted HiChIP, phased whole genome sequencing, nuclear 
proteomics, advanced approaches for data analysis.  
Role: Key Personnel  
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Grant support (completed) 
 

R01 Supplement to R01 MH123486     (Duncan)         Jun 2022 – May 2023 
NIMH 
Sex hormones and post-traumatic stress disorder, PTSD 
Role: PI 
 
Research Grant for Junior Faculty for Covid Disruptions  (Duncan)            Sep 2021 – Aug 2022 
Stanford 
Role: PI 
 
Dependent care Grant for Junior Faculty for Covid Disruptions (Duncan)         Sep 2021 – Aug 2022 
Stanford 
Role: PI 
 
WHSDM Seed Grant           (Duncan)             Oct 2018 – Sep 2019 
Med/SPRC Biological/Medical Research on Sex Differences 
Testing Hypotheses about Sex Differences in PTSD using Large-scale Genetic Data 
The goal of this seed grant is to develop an R01 application via the generation of preliminary data and 
strengthening of collaborations. The R01 will be designed to disentangle environmental and biological 
causes for sex differences in PTSD. 
Role: PI 
 
R01MH106595-02              (Duncan -> Levinson)    Aug 2016 – Jun 2019 
NIMH 
Psychiatric Genomics Consortium for PTSD  
The purpose of this application is to facilitate meta-analyses of genome-wide association study (GWAS) 
data for symptoms and diagnosis of PTSD. 
Role: Co-PI* 
*Note: This grant was awarded with Dr. Duncan as MPI, but PI-ship was transferred to Dr. Levinson 
due to institutional restrictions. Dr. Duncan had full scientific and financial control for the duration of 
the award. 
 
K01 AA025692        (Sheerin)                     May 2018 – Apr 2023 
NIAAA 
Overlap in Genetic and Learning Based Mechanisms for Alcohol Use Disorder and PTSD  
The overall goal of this application is to provide the candidate with the training necessary to pursue a 
multimodal program of research to explore the shared underpinnings of AUD and PTSD.  
Role: Consultant, paid 
 
Spectrum Population Health Sciences Pilot grant   (Duncan)             May 2017 – Apr 2018 
Spectrum Pilot Grant Program through NIH 
Quantifying Genetic Risk in Diverse Populations 
The goal of this project is to assess the predictive performance of individual level genetic risk scores 
(polygenic risk scores) across diverse populations. 
Role: PI 
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Contract to Stanford for PTSD Genomics Work          (Duncan -> Levinson)  Jan 2016 – Dec 2016 
Cohen Veterans Bioscience 
Danish and Military PTSD Analyses - CVB 2016 Project  
The goal of this project is to further the analytical work of the Psychiatric Genomics Consortium 
Posttraumatic Stress Disorder (PGC-PTSD) Group, via the addition of a Danish cohort. 
Role: PI* 
*Note: This grant was awarded with Dr. Duncan as PI, but PI-ship was transferred to Dr. Levinson due 
to institutional restrictions. Dr. Duncan had full scientific and financial control for the duration of the 
award. 
 
U01 MH094432         (Daly)                 May 2015 – Mar 2017 
NIMH 
2/4-Psychiatric GWAS Consortium: Genomic Follow-Up Next-Gen Sequencing & Genotyping 
The overall goal of this application is to generate trustworthy, high-confidence "maps" of the genetic 
architecture of centrally important psychiatric diseases.  
Role: Postdoc  
 
Jonathan Edwards Brooking Mental Health Fellowship (Duncan)                     Jul 2011 – Jun 2012 
McLean Hospital / Harvard Medical School 
Genetic Analysis of the McLean Schizophrenia and Bipolar Disorder, Genotype-Phenotype Study 
The goal of this study was to conduct pathway analysis of schizophrenia and bipolar disorder. 
Role: PI 
 
Specialized Clinical Training   
 

• Cognitive Behavioral Therapy for Psychosis (CBT-P) Workshop Stanford (2016) 
• Acceptance and Commitment Therapy (ACT) Workshop (2008) 
• Socially Anxious Clients: Changing Lives through Cognitive Behavioral Group Therapy (2006) 
• Neuropharmacology for the Clinical Psychologist (2007) 
• Culturally Sensitive CBT (2007) 
• ACT More Directly (2007) 
 
Publications (65) 
Peer-Reviewed Original Data Articles  
 
In Review: 
   

1. Shen	H,	Stafford	C,	Meijsen	J,	Reiter	J,	Lawn	R,	Smith	A,	Vemuri	M,	Duncan	LE.	Testosterone	
levels	predict	future	PTSD	symptoms	among	middle	and	older	age	UK	residents.	(in	revision,	
Translational	Psychiatry) 
 

2. Werwath	KE,	Lawn	RB,	Salem	MT,	Li	T,	Mitchell	BL,	Shen	H,	Gordon	SD,	Kung	B,	Stafford	C,		
Vemuri	M,	Ratanatharathorn	A,	Meijsen	J,	Shadyab	AH,	Kooperberg	C,	Koenen	KC,	Crandal	CJ,	
Martin	NJ,	&	Duncan	LE	(2024).	Trans-Ancestry	GWAS	of	Hot	Flashes	Reveals	Potent	
Treatment	Target	and	Overlap	with	Psychiatric	Disorders.	medRxiv,	2024–09.	(and	under	
review)	
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3. Cooper	BN,	Cusack	SE,	Brown	LM,	Domingue	BW,	Duncan	LE	(2023).	Sex	differences	in	post-
traumatic	stress	symptom	expression:	an	analysis	of	measurement	invariance.	PsyArXiv.	
(under	review) 

 
Published and Accepted/Accepted in principle: 
   

4. Duncan LE, Li T, Salem M, Li Will, Mortazavi L, Senturk H, Shargh N, Vesuna S, Shen H, Yoon J, 
Wang G, Ballon J, Tan L, Pruett BS, Knutson B, Deisseroth K. Giardino WJ. (2025) Mapping the 
Cellular Etiology of Schizophrenia and Diverse Brain Phenotypes Nature Neuroscience, 28, 248-
258. 

 
5. Zhou B, Arthur JG, Guo H, Kim T, Huang Y, Pattni R, Kundu S, Luo JXJ, Lee H, Wang T, Purman 

C, Monte EM, Weimer A,  Qu P, Shi M, Jiang L, Yang X, Fullard JF, Bendl J, Girdhar K, Chen X, 
PsychENCODE Consortium, Duncan L, Ji HP, zu Dohna H, Palajev D, Song G, Zhu X, Roussos P, 
Kundaje AB, Hallmayer JF, Snyder MP, Wong WH, Urban AE. Detection and analysis of complex 
structural variation in human genomes across populations and in brains of donors with psychiatric 
disorders. (available online Sep. 2024) Cell 

 
6. Nievergelt CM, Maihofer AX, Atkinson EG, Chen CY, Choi KW, Coleman JR, Daskalakis NP, 

Duncan LE… 239 total authors, Koenen KC. Genome-wide association analyses identify 95 risk 
loci and provide insights into the neurobiology of post-traumatic stress disorder. Nature Genetics 
56(5), 792-808. 

 
7. Cusack SE, Maihofer AX, Bustamante D, The Psychiatric Genomics Consortium Posttraumatic 

Stress Disorder Working Group, Amstadter AB,  Duncan LE (2024) Genetic influences on 
testosterone and PTSD Journal of Psychiatric Research 174, 8–11. 

 
8. Juvinao-Quintero, DL, Künzel, RG, Larrabure-Torrealva, G, Duncan, L, Kirschbaum, C, Sanchez, 

SE. & Gelaye, B (2024). Characterization of Hair Cortisol Concentration Pre-conception and During 
Pregnancy. Psychoneuroendocrinology, 107089. https://doi.org/10.1016/j.psyneuen.2024.107089. 

 
9. Duncan LE, Shen H, Schulmann A, Li T, Kolachana B, Mandal A, Feng N, Auluck P, Marenco S 

(2023). Polygenic scores for psychiatric disorders in a diverse postmortem brain tissue cohort. 
Neuropsychopharmacology 48(5), 764–772.	
 

10. Tan L, Shi J, Moghadami S, Wright CP, Parasar B, Seo Y, Vallejo K, Cobos I, Duncan LE, Chen R, 
Deisseroth K (2023). (2023) Cerebellar Granule Cells Develop Non-neuronal 3D Genome 
Architecture over the Lifespan.  Science 381(6662), 1112-1119. 

 
11. Guo MG, Reynolds DL, Ang CE, Liu Y, Zhao Y, Donohue LK, Siprashvili Z, Yang X, Yoo Y, 

Mondal S, Hong A, Kain J, Meservey L, Fabo T, Elfaki I, Kellman LN, Abell NS, Pershad Y, Bayat 
V, Paam Etminani P, Holodniy M, Geschwind DH, Montgomery SB, Duncan LE, Urban AE, 
Altman RB, Wernig M, Khavari KA. (2023) Integrative analyses highlight functional regulatory 
variants associated with neuropsychiatric diseases. Nature Genetics 55, 1876-1891. 

 
12. Maihofer AX, Choi KW, Coleman JRI, Daskalakis NP, Denckla CA, Ketema E, Morey RA, 

Polimanti R, Ratanatharathorn A, Torres K, Wingo AP, Zai CC, Aiello AE, Almli LM, Amstadter 
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AB, Andersen SB, Andreassen OA, Arbisi PA, Ashley-Koch AE, Austin SB, Avdibegović E, 
Borglum AD, Babić D, Bækvad-Hansen M, Baker DG, Beckham JC, Bierut LJ, Bisson JI, Boks MP, 
Bolger EA, Bradley B, Brashear M, Breen G, Bryant RA, Bustamante AC, Bybjerg-Grauholm J, 
Calabrese JR, Caldas-de-Almeida JM, Chen C-Y, Dale AM, Dalvie S, Deckert J, Delahanty DL, 
Dennis MF, Disner SG, Domschke K, Duncan LE, Džubur Kulenović A, Erbes CR, Evans A, Farrer 
LA, Feeny NC, Flory JD, Forbes D, Franz CE, Galea S, Garrett ME, Gautam A, Gelaye B, Gelernter 
J, Geuze E, Gillespie CF, Goçi A, Gordon SD, Guffanti G, Hammamieh R, Hauser MA, Heath AC, 
Hemmings SMJ, Hougaard DM, Jakovljević M, Jett M, Johnson EO, Jones I, Jovanovic T, Qin X-J, 
Karstoft K-I, Kaufman ML, Kessler RC, Khan A, Kimbrel NA, King AP, Koen N, Kranzler HR, 
Kremen WS, Lawford BR, Lebois LAM, Lewis C, Liberzon I, Linnstaedt SD, Logue MW, Lori A, 
Lugonja B, Luykx JJ, Lyons MJ, Maples-Keller JL, Marmar C, Martin NG, Maurer D, 
Mavissakalian MR, McFarlane A, McGlinchey RE, McLaughlin KA, McLean SA, Mehta D, Mellor 
R, Michopoulos V, Milberg W, Miller MW, Morris CP, Mors O, Mortensen PB, Nelson EC, 
Nordentoft M, Norman SB, O’Donnell M, Orcutt HK, Panizzon MS, Peters ES, Peterson AL, 
Peverill M, Pietrzak RH, Polusny MA, Rice JP, Risbrough VB, Roberts AL, Rothbaum AO, 
Rothbaum BO, Roy-Byrne P, Ruggiero KJ, Rung A, Rutten BPF, Saccone NL, Sanchez SE, 
Schijven D, Seedat S, Seligowski AV, Seng JS, Sheerin CM, Silove D, Smith AK, Smoller JW, 
Sponheim SR, Stein DJ, Stevens JS, Teicher MH, Thompson WK, Trapido E, Uddin M, Ursano RJ, 
van den Heuvel LL, Van Hooff M, Vermetten E, Vinkers CH, Voisey J, Wang Y, Wang Z, Werge T, 
Williams MA, Williamson DE, Winternitz S, Wolf C, Wolf EJ, Yehuda R, Young KA, Young RM, 
Zhao H, Zoellner LA, Haas M, Lasseter H, Provost AC, Salem RM, Sebat J, Shaffer RA, Wu T, 
Ripke S, Daly MJ, Ressler KJ, Koenen KC, Stein MB, Nievergelt CM (2022). Enhancing Discovery 
of Genetic Variants for Posttraumatic Stress Disorder Through Integration of Quantitative 
Phenotypes and Trauma Exposure Information. Biological Psychiatry 91(7), 626–636. 
 

13. Meijsen JJ, Shen H, Vemuri M, Rasgon NL, Koenen KC, Duncan LE (2021). Shared genetic 
influences on depression and menopause symptoms. Psychological Medicine 53(6), 1–11. 
 

14. Zhu X, Zhou B, Pattni R, Gleason K, Tan C, Kalinowski A, Sloan S, Fiston-Lavier A-S, Mariani J, 
Petrov D, Barres BA, Duncan LE, Abyzov A, Vogel H,  Zhu X, Zhou B, Urban A, Walsh C, Ganz 
J, Woodworth M, Li P, Rodin R, Hill R, Bizzotto S, Zhou Z, Lee A, D’Gama A, Galor A, Bohrson 
C, Kwon D, Gulhan D, Lim E, Cortes I, Luquette J, Sherman M, Coulter M, Lodato M, Park P, 
Monroy R, Kim S, Dou Y, Chess A, Jones A, Rosenbluh C, Akbarian S, Langmead B, Thorpe J, 
Pevsner J, Scharpf R, Cho S, Vaccarino F, Fasching L, Tomasi S, Sestan N, Pochareddy S, Jaffe A, 
Paquola A, Weinberger D, Erwin J, Shin J, Straub R, Narurkar R, Addington A, Panchision D, 
Meinecke D, Senthil G, Bingaman L, Dutka T, Lehner T, Abyzov A, Bae T, Saucedo-Cuevas L, 
Conniff T, Flasch DA, Frisbie TJ, Kidd JM, Lam MM, Moldovan JB, Moran JV, Kwan KY, Mills 
RE, Emery S, Zhou W, Wang Y, Daily K, Peters M, Gage F, Wang M, Reed P, Linker S, Sarkar A, 
Serres A, Juan D, Povolotskaya I, Lobon I, Solis M, Garcia R, Marques-Bonet T, Mathern G, 
Courchesne E, Gu J, Gleeson J, Ball L, George R, Pramparo T, Ratan A, McConnell MJ, Moran JV, 
Vaccarino FM, Tamminga CA, Levinson DF, Urban AE (2021). Machine learning reveals bilateral 
distribution of somatic L1 insertions in human neurons and glia. Nature Neuroscience 24, 186–196. 
 

15. Martin J, Khramtsova EA, Goleva SB, Blokland GAM, Traglia M, Walters RK, Hübel C, Coleman 
JRI, Breen G, Børglum AD, Demontis D, Grove J, Werge T, Bralten J, Bulik CM, Lee PH, Mathews 
CA, Peterson RE, Winham SJ, Wray N, Edenberg HJ, Guo W, Yao Y, Neale BM, Faraone SV, 



	 8	

Petryshen TL, Weiss LA, Duncan LE, Goldstein JM, Smoller JW, Stranger BE, Davis LK, Sex 
Differences Cross-Disorder Analysis Group of the Psychiatric Genomics Consortium (2021). 
Examining Sex-Differentiated Genetic Effects Across Neuropsychiatric and Behavioral Traits. 
Biological Psychiatry 89(12), 1127–1137. 
 

16. Shen H, Gelaye B, Huang H, Rondon MB, Sanchez S, Duncan LE (2020). Polygenic prediction and 
GWAS of depression, PTSD, and suicidal ideation/self-harm in a Peruvian cohort. 
Neuropsychopharmacology 45, 1595–1602. 
 

17. Sheerin CM, Bountress KE, Meyers JL, Saenz de Viteri SS, Shen H, Maihofer AX, Duncan LE*, 
Amstadter AB* (2020). Shared molecular genetic risk of alcohol dependence and posttraumatic 
stress disorder (PTSD). Psychological Addiction Behavior 34(5), 613–619.*co-senior authorship 
 

18. Huckins LM, Chatzinakos C, Breen MS, Hartmann J, Klengel T, da Silva Almeida AC, Dobbyn A, 
Girdhar K, Hoffman GE, Klengel C, Logue MW, Lori A, Maihofer AX, Morrison FG, Nguyen HT, 
Park Y, Ruderfer D, Sloofman LG, van Rooij SJH, Baker DG, Chen C-Y, Cox N, Duncan LE, 
Geyer MA, Glatt SJ, Im HK, Risbrough VB, Smoller JW, Stein DJ, Yehuda R, Liberzon I, Koenen 
KC, Jovanovic T, Kellis M, Miller MW, Bacanu S-A, Nievergelt CM, Buxbaum JD, Sklar P, Ressler 
KJ, Stahl EA, Daskalakis NP (2020). Analysis of Genetically Regulated Gene Expression Identifies 
a Prefrontal PTSD Gene, SNRNP35, Specific to Military Cohorts. Cell Reports 31(9), 107716. 
 

19. Munn‐Chernoff MA, Johnson EC, Chou Y, Coleman JRI, Thornton LM, Walters RK, Yilmaz Z, 
Baker JH, Hübel C, Gordon S, Medland SE, Watson HJ, Gaspar HA, Bryois J, Hinney A, Leppä 
VM, Mattheisen M, Ripke S, Yao S, Giusti‐Rodríguez P, Hanscombe KB, Adan RAH, Alfredsson L, 
Ando T, Andreassen OA, Berrettini WH, Boehm I, Boni C, Boraska Perica V, Buehren K, Burghardt 
R, Cassina M, Cichon S, Clementi M, Cone RD, Courtet P, Crow S, Crowley JJ, Danner UN, Davis 
OSP, Zwaan M, Dedoussis G, Degortes D, DeSocio JE, Dick DM, Dikeos D, Dina C, Dmitrzak‐
Weglarz M, Docampo E, Duncan LE, Egberts K, Ehrlich S, Escaramís G, Esko T, Estivill X, 
Farmer A, Favaro A, Fernández‐Aranda F, Fichter MM, Fischer K, Föcker M, Foretova L, Forstner 
AJ, Forzan M, Franklin CS, Gallinger S, Giegling I, Giuranna J, Gonidakis F, Gorwood P, Gratacos 
Mayora M, Guillaume S, Guo Y, Hakonarson H, Hatzikotoulas K, Hauser J, Hebebrand J, Helder 
SG, Herms S, Herpertz‐Dahlmann B, Herzog W, Huckins LM, Hudson JI, Imgart H, Inoko H, 
Janout V, Jiménez‐Murcia S, Julià A, Kalsi G, Kaminská D, Karhunen L, Karwautz A, Kas MJH, 
Kennedy JL, Keski‐Rahkonen A, Kiezebrink K, Kim Y, Klump KL, Knudsen GPS, La Via MC, Le 
Hellard S, Levitan RD, Li D, Lilenfeld L, Lin BD, Lissowska J, Luykx J, Magistretti PJ, Maj M, 
Mannik K, Marsal S, Marshall CR, Mattingsdal M, McDevitt S, McGuffin P, Metspalu A, 
Meulenbelt I, Micali N, Mitchell K, Monteleone AM, Monteleone P, Nacmias B, Navratilova M, 
Ntalla I, O’Toole JK, Ophoff RA, Padyukov L, Palotie A, Pantel J, Papezova H, Pinto D, Rabionet 
R, Raevuori A, Ramoz N, Reichborn‐Kjennerud T, Ricca V, Ripatti S, Ritschel F, Roberts M, 
Rotondo A, Rujescu D, Rybakowski F, Santonastaso P, Scherag A, Scherer SW, Schmidt U, Schork 
NJ, Schosser A, Seitz J, Slachtova L, Slagboom PE, Slof‐Op’t Landt MCT, Slopien A, Sorbi S, 
Świątkowska B, Szatkiewicz JP, Tachmazidou I, Tenconi E, Tortorella A, Tozzi F, Treasure J, 
Tsitsika A, Tyszkiewicz‐Nwafor M, Tziouvas K, Elburg AA, Furth EF, Wagner G, Walton E, Widen 
E, Zeggini E, Zerwas S, Zipfel S, Bergen AW, Boden JM, Brandt H, Crawford S, Halmi KA, 
Horwood LJ, Johnson C, Kaplan AS, Kaye WH, Mitchell J, Olsen CM, Pearson JF, Pedersen NL, 
Strober M, Werge T, Whiteman DC, Woodside DB, Grove J, Henders AK, Larsen JT, Parker R, 
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Petersen LV, Jordan J, Kennedy MA, Birgegård A, Lichtenstein P, Norring C, Landén M, Mortensen 
PB, Polimanti R, McClintick JN, Adkins AE, Aliev F, Bacanu S, Batzler A, Bertelsen S, Biernacka 
JM, Bigdeli TB, Chen L, Clarke T, Degenhardt F, Docherty AR, Edwards AC, Foo JC, Fox L, Frank 
J, Hack LM, Hartmann AM, Hartz SM, Heilmann‐Heimbach S, Hodgkinson C, Hoffmann P, 
Hottenga J, Konte B, Lahti J, Lahti‐Pulkkinen M, Lai D, Ligthart L, Loukola A, Maher BS, Mbarek 
H, McIntosh AM, McQueen MB, Meyers JL, Milaneschi Y, Palviainen T, Peterson RE, Ryu E, 
Saccone NL, Salvatore JE, Sanchez‐Roige S, Schwandt M, Sherva R, Streit F, Strohmaier J, Thomas 
N, Wang J, Webb BT, Wedow R, Wetherill L, Wills AG, Zhou H, Boardman JD, Chen D, Choi D, 
Copeland WE, Culverhouse RC, Dahmen N, Degenhardt L, Domingue BW, Frye MA, Gäebel W, 
Hayward C, Ising M, Keyes M, Kiefer F, Koller G, Kramer J, Kuperman S, Lucae S, Lynskey MT, 
Maier W, Mann K, Männistö S, Müller‐Myhsok B, Murray AD, Nurnberger JI, Preuss U, Räikkönen 
K, Reynolds MD, Ridinger M, Scherbaum N, Schuckit MA, Soyka M, Treutlein J, Witt SH, Wodarz 
N, Zill P, Adkins DE, Boomsma DI, Bierut LJ, Brown SA, Bucholz KK, Costello EJ, Wit H, 
Diazgranados N, Eriksson JG, Farrer LA, Foroud TM, Gillespie NA, Goate AM, Goldman D, 
Grucza RA, Hancock DB, Harris KM, Hesselbrock V, Hewitt JK, Hopfer CJ, Iacono WG, Johnson 
EO, Karpyak VM, Kendler KS, Kranzler HR, Krauter K, Lind PA, McGue M, MacKillop J, Madden 
PAF, Maes HH, Magnusson PKE, Nelson EC, Nöthen MM, Palmer AA, Penninx BWJH, Porjesz B, 
Rice JP, Rietschel M, Riley BP, Rose RJ, Shen P, Silberg J, Stallings MC, Tarter RE, Vanyukov 
MM, Vrieze S, Wall TL, Whitfield JB, Zhao H, Neale BM, Wade TD, Heath AC, Montgomery GW, 
Martin NG, Sullivan PF, Kaprio J, Breen G, Gelernter J, Edenberg HJ, Bulik CM, Agrawal A 
(2021). Shared genetic risk between eating disorder‐ and substance‐use‐related phenotypes: 
Evidence from genome‐wide association studies. Addiction Biology 26, e12880. 
 

20. Domingue BW, Duncan LE, Harrati A, Belsky DW (2021). Short-Term Mental Health Sequelae of 
Bereavement Predict Long-Term Physical Health Decline in Older Adults: U.S. Health and 
Retirement Study Analysis. Journal of Gerontology Series B 76(6), 1231–1240. 
 

21. Dalvie S, Maihofer AX, Coleman JRI, Bradley B, Breen G, Brick LA, Chen C-Y, Choi KW, 
Duncan LE, Guffanti G, Haas M, Harnal S, Liberzon I, Nugent NR, Provost AC, Ressler KJ, Torres 
K, Amstadter AB, Bryn Austin S, Baker DG, Bolger EA, Bryant RA, Calabrese JR, Delahanty DL, 
Farrer LA, Feeny NC, Flory JD, Forbes D, Galea S, Gautam A, Gelernter J, Hammamieh R, Jett M, 
Junglen AG, Kaufman ML, Kessler RC, Khan A, Kranzler HR, Lebois LAM, Marmar C, 
Mavissakalian MR, McFarlane A, Donnell MO, Orcutt HK, Pietrzak RH, Risbrough VB, Roberts 
AL, Rothbaum AO, Roy-Byrne P, Ruggiero K, Seligowski AV, Sheerin CM, Silove D, Smoller JW, 
Stein MB, Teicher MH, Ursano RJ, Van Hooff M, Winternitz S, Wolff JD, Yehuda R, Zhao H, 
Zoellner LA, Stein DJ, Koenen KC, Nievergelt CM (2020). Genomic influences on self-reported 
childhood maltreatment. Translational Psychiatry 10, 38. 
 

22. Lind MJ, Brick LA, Gehrman PR, Duncan LE, Gelaye B, Maihofer AX, Nievergelt CM, Nugent 
NR, Stein MB, Amstadter AB,  Aiello AE, Almli LM, Amstadter AB, Andersen SB, Andreassen 
OA, Arbisi PA, Ashley-Koch AE, Atkinson EG, Austin SB, Avdibegovic E, Babić D, Bækvad-
Hansen M, Baker DG, Beckham JC, Bierut LJ, Bisson JI, Boks MP, Bolger EA, Børglum AD, 
Bradley B, Brashear M, Breen G, Bryant RA, Bustamante AC, Bybjerg-Grauholm J, Calabrese JR, 
Caldas-de-Almeida JM, Chen C-Y, Coleman JRI, Dale AM, Dalvie S, Daly MJ, Daskalakis NP, 
Deckert J, Delahanty DL, Dennis MF, Disner SG, Domschke K, Duncan LE, Dzubur-Kulenovic A, 
Erbes CR, Evans A, Farrer LA, Feeny NC, Flory JD, Forbes D, Franz CE, Galea S, Garrett ME, 



	 10	

Gelaye B, Gelernter J, Geuze E, Gillespie C, Uka AG, Gordon SD, Guffanti G, Haas M, 
Hammamieh R, Hauser MA, Heath AC, Hemmings SMJ, Hougaard DM, Jakovljevic M, Jett M, 
Johnson EO, Jones I, Jovanovic T, Junglen AG, Karstoft K-I, Kaufman ML, Kessler RC, Khan A, 
Kimbrel NA, King AP, Koen N, Koenen KC, Kranzler HR, Kremen WS, Lawford BR, Lebois 
LAM, Lewis CE, Liberzon I, Linnstaedt SD, Logue MW, Lori A, Lugonja B, Luykx JJ, Lyons MJ, 
Maihofer AX, Maples-Keller J, Marmar C, Martin NG, Maurer D, Mavissakalian MR, McFarlane A, 
McGlinchey RE, McLaughlin KA, McLean SA, McLeay S, Mehta D, Milberg WP, Miller MW, 
Morey RA, Morris CP, Mors O, Mortensen PB, Nelson EC, Nievergelt CM, Nordentoft M, Norman 
SB, O’Donnell M, Orcutt HK, Panizzon MS, Peters ES, Peterson AL, Peverill M, Pietrzak RH, 
Polusny MA, Qin X-J, Ratanatharathorn A, Ressler KJ, Rice JP, Risbrough VB, Roberts AL, 
Rothbaum AO, Rothbaum BO, Roy-Byrne P, Ruggiero K, Rung A, Rutten BPF, Saccone NL, 
Sanchez SE, Schijven D, Seedat S, Seligowski AV, Seng JS, Sheerin CM, Silove D, Smith AK, 
Smoller JW, Sponheim SR, Stein DJ, Stein MB, Stevens JS, Teicher MH, Thompson WK, Torres K, 
Trapido E, Uddin M, Ursano RJ, van den Heuvel LL, van Hooff M, Vermetten E, Vinkers CH, 
Voisey J, Wang Y, Wang Z, Werge T, Williams MA, Williamson DE, Winternitz S, Wolf C, Wolf 
EJ, Wolff JD, Yehuda R, Young KA, McD Young R, Zhao H, Zoellner LA (2020). Molecular 
genetic overlap between posttraumatic stress disorder and sleep phenotypes. Sleep 43(4), zsz257. 
 

23. Peterson RE, Kuchenbaecker K, Walters RK, Chen C-Y, Popejoy AB, Periyasamy S, Lam M, 
Iyegbe C, Strawbridge RJ, Brick L, Carey CE, Martin AR, Meyers JL, Su J, Chen J, Edwards AC, 
Kalungi A, Koen N, Majara L, Schwarz E, Smoller JW, Stahl EA, Sullivan PF, Vassos E, Mowry B, 
Prieto ML, Cuellar-Barboza A, Bigdeli TB, Edenberg HJ, Huang H, Duncan LE (2019). Genome-
wide Association Studies in Ancestrally Diverse Populations: Opportunities, Methods, Pitfalls, and 
Recommendations. Cell 179(3), 589–603. 
 

24. Duncan LE, Shen H, Gelaye B, Meijsen J, Ressler K, Feldman M, Peterson R, Domingue B (2019). 
Analysis of polygenic risk score usage and performance in diverse human populations.  Nature 
Communications 10, 3328. 
 

25. Duncan LE, Ostacher M, Ballon J (2019). How genome-wide association studies (GWAS) made 
traditional candidate gene studies obsolete. Neuropsychopharmacology 44, 1518–1523. 
 

26. Lee PH, Anttila V, Won H, Feng Y-CA, Rosenthal J, Zhu Z, Tucker-Drob EM, Nivard MG, 
Grotzinger AD, Posthuma D, Wang MM-J, Yu D, Stahl EA, Walters RK, Anney RJL, Duncan LE, 
Ge T, Adolfsson R, Banaschewski T, Belangero S, Cook EH, Coppola G, Derks EM, Hoekstra PJ, 
Kaprio J, Keski-Rahkonen A, Kirov G, Kranzler HR, Luykx JJ, Rohde LA, Zai CC, Agerbo E, 
Arranz MJ, Asherson P, Bækvad-Hansen M, Baldursson G, Bellgrove M, Belliveau RA, Buitelaar J, 
Burton CL, Bybjerg-Grauholm J, Casas M, Cerrato F, Chambert K, Churchhouse C, Cormand B, 
Crosbie J, Dalsgaard S, Demontis D, Doyle AE, Dumont A, Elia J, Grove J, Gudmundsson OO, 
Haavik J, Hakonarson H, Hansen CS, Hartman CA, Hawi Z, Hervás A, Hougaard DM, Howrigan 
DP, Huang H, Kuntsi J, Langley K, Lesch K-P, Leung PWL, Loo SK, Martin J, Martin AR, 
McGough JJ, Medland SE, Moran JL, Mors O, Mortensen PB, Oades RD, Palmer DS, Pedersen CB, 
Pedersen MG, Peters T, Poterba T, Poulsen JB, Ramos-Quiroga JA, Reif A, Ribasés M, 
Rothenberger A, Rovira P, Sánchez-Mora C, Satterstrom FK, Schachar R, Artigas MS, Steinberg S, 
Stefansson H, Turley P, Walters GB, Werge T, Zayats T, Arking DE, Bettella F, Buxbaum JD, 
Christensen JH, Collins RL, Coon H, De Rubeis S, Delorme R, Grice DE, Hansen TF, Holmans PA, 



	 11	

Hope S, Hultman CM, Klei L, Ladd-Acosta C, Magnusson P, Nærland T, Nyegaard M, Pinto D, 
Qvist P, Rehnström K, Reichenberg A, Reichert J, Roeder K, Rouleau GA, Saemundsen E, Sanders 
SJ, Sandin S, St Pourcain B, Stefansson K, Sutcliffe JS, Talkowski ME, Weiss LA, Willsey AJ, 
Agartz I, Akil H, Albani D, Alda M, Als TD, Anjorin A, Backlund L, Bass N, Bauer M, Baune BT, 
Bellivier F, Bergen SE, Berrettini WH, Biernacka JM, Blackwood DHR, Bøen E, Budde M, Bunney 
W, Burmeister M, Byerley W, Byrne EM, Cichon S, Clarke T-K, Coleman JRI, Craddock N, Curtis 
D, Czerski PM, Dale AM, Dalkner N, Dannlowski U, Degenhardt F, Di Florio A, Elvsåshagen T, 
Etain B, Fischer SB, Forstner AJ, Forty L, Frank J, Frye M, Fullerton JM, Gade K, Gaspar HA, 
Gershon ES, Gill M, Goes FS, Gordon SD, Gordon-Smith K, Green MJ, Greenwood TA, Grigoroiu-
Serbanescu M, Guzman-Parra J, Hauser J, Hautzinger M, Heilbronner U, Herms S, Hoffmann P, 
Holland D, Jamain S, Jones I, Jones LA, Kandaswamy R, Kelsoe JR, Kennedy JL, Joachim OK, 
Kittel-Schneider S, Kogevinas M, Koller AC, Lavebratt C, Lewis CM, Li QS, Lissowska J, Loohuis 
LMO, Lucae S, Maaser A, Malt UF, Martin NG, Martinsson L, McElroy SL, McMahon FJ, 
McQuillin A, Melle I, Metspalu A, Millischer V, Mitchell PB, Montgomery GW, Morken G, Morris 
DW, Müller-Myhsok B, Mullins N, Myers RM, Nievergelt CM, Nordentoft M, Adolfsson AN, 
Nöthen MM, Ophoff RA, Owen MJ, Paciga SA, Pato CN, Pato MT, Perlis RH, Perry A, Potash JB, 
Reinbold CS, Rietschel M, Rivera M, Roberson M, Schalling M, Schofield PR, Schulze TG, Scott 
LJ, Serretti A, Sigurdsson E, Smeland OB, Stordal E, Streit F, Strohmaier J, Thorgeirsson TE, 
Treutlein J, Turecki G, Vaaler AE, Vieta E, Vincent JB, Wang Y, Witt SH, Zandi P, Adan RAH, 
Alfredsson L, Ando T, Aschauer H, Baker JH, Bencko V, Bergen AW, Birgegård A, Perica VB, 
Brandt H, Burghardt R, Carlberg L, Cassina M, Clementi M, Courtet P, Crawford S, Crow S, 
Crowley JJ, Danner UN, Davis OSP, Degortes D, DeSocio JE, Dick DM, Dina C, Docampo E, 
Egberts K, Ehrlich S, Espeseth T, Fernández-Aranda F, Fichter MM, Foretova L, Forzan M, 
Gambaro G, Giegling I, Gonidakis F, Gorwood P, Mayora MG, Guo Y, Halmi KA, Hatzikotoulas K, 
Hebebrand J, Helder SG, Herpertz-Dahlmann B, Herzog W, Hinney A, Imgart H, Jiménez-Murcia S, 
Johnson C, Jordan J, Julià A, Kaminská D, Karhunen L, Karwautz A, Kas MJH, Kaye WH, Kennedy 
MA, Kim Y-R, Klareskog L, Klump KL, Knudsen GPS, Landén M, Le Hellard S, Levitan RD, Li D, 
Lichtenstein P, Maj M, Marsal S, McDevitt S, Mitchell J, Monteleone P, Monteleone AM, Munn-
Chernoff MA, Nacmias B, Navratilova M, O’Toole JK, Padyukov L, Pantel J, Papezova H, Rabionet 
R, Raevuori A, Ramoz N, Reichborn-Kjennerud T, Ricca V, Roberts M, Rujescu D, Rybakowski F, 
Scherag A, Schmidt U, Seitz J, Slachtova L, Slof-Op‘t Landt MCT, Slopien A, Sorbi S, Southam L, 
Strober M, Tortorella A, Tozzi F, Treasure J, Tziouvas K, van Elburg AA, Wade TD, Wagner G, 
Walton E, Watson HJ, Wichmann H-E, Woodside DB, Zeggini E, Zerwas S, Zipfel S, Adams MJ, 
Andlauer TFM, Berger K, Binder EB, Boomsma DI, Castelao E, Colodro-Conde L, Direk N, 
Docherty AR, Domenici E, Domschke K, Dunn EC, Foo JC, de Geus EJC, Grabe HJ, Hamilton SP, 
Horn C, Hottenga J-J, Howard D, Ising M, Kloiber S, Levinson DF, Lewis G, Magnusson PKE, 
Mbarek H, Middeldorp CM, Mostafavi S, Nyholt DR, Penninx BWJH, Peterson RE, Pistis G, 
Porteous DJ, Preisig M, Quiroz JA, Schaefer C, Schulte EC, Shi J, Smith DJ, Thomson PA, Tiemeier 
H, Uher R, van der Auwera S, Weissman MM, Alexander M, Begemann M, Bramon E, Buccola 
NG, Cairns MJ, Campion D, Carr VJ, Cloninger CR, Cohen D, Collier DA, Corvin A, DeLisi LE, 
Donohoe G, Dudbridge F, Duan J, Freedman R, Gejman PV, Golimbet V, Godard S, Ehrenreich H, 
Hartmann AM, Henskens FA, Ikeda M, Iwata N, Jablensky AV, Joa I, Jönsson EG, Kelly BJ, Knight 
J, Konte B, Laurent-Levinson C, Lee J, Lencz T, Lerer B, Loughland CM, Malhotra AK, Mallet J, 
McDonald C, Mitjans M, Mowry BJ, Murphy KC, Murray RM, O’Neill FA, Oh S-Y, Palotie A, 
Pantelis C, Pulver AE, Petryshen TL, Quested DJ, Riley B, Sanders AR, Schall U, Schwab SG, Scott 
RJ, Sham PC, Silverman JM, Sim K, Steixner AA, Tooney PA, van Os J, Vawter MP, Walsh D, 



	 12	

Weiser M, Wildenauer DB, Williams NM, Wormley BK, Zhang F, Androutsos C, Arnold PD, Barr 
CL, Barta C, Bey K, Bienvenu OJ, Black DW, Brown LW, Budman C, Cath D, Cheon K-A, Ciullo 
V, Coffey BJ, Cusi D, Davis LK, Denys D, Depienne C, Dietrich A, Eapen V, Falkai P, Fernandez 
TV, Garcia-Delgar B, Geller DA, Gilbert DL, Grados MA, Greenberg E, Grünblatt E, Hagstrøm J, 
Hanna GL, Hartmann A, Hedderly T, Heiman GA, Heyman I, Hong HJ, Huang A, Huyser C, 
Ibanez-Gomez L, Khramtsova EA, Kim YK, Kim Y-S, King RA, Koh Y-J, Konstantinidis A, Kook 
S, Kuperman S, Leventhal BL, Lochner C, Ludolph AG, Madruga-Garrido M, Malaty I, Maras A, 
McCracken JT, Meijer IA, Mir P, Morer A, Müller-Vahl KR, Münchau A, Murphy TL, Naarden A, 
Nagy P, Nestadt G, Nestadt PS, Nicolini H, Nurmi EL, Okun MS, Paschou P,  Fabrizio Piras, 
Federica, Pittenger, C, Plessen KJ, Richter MA, Rizzo R, Robertson M, Roessner V, Ruhrmann S, 
Samuels JF, Sandor P, Schlögelhofer M, Shin E-Y, Singer H, Song D-H, Song J, Spalletta G, Stein 
DJ, Stewart SE, Storch EA, Stranger B, Stuhrmann M, Tarnok Z, Tischfield JA, Tübing J, Visscher 
F, Vulink N, Wagner M, Walitza S, Wanderer S, Woods M, Worbe Y, Zai G, Zinner SH, Sullivan 
PF, Franke B, Daly MJ, Bulik CM, Lewis CM, McIntosh AM, O’Donovan MC, Zheutlin A, 
Andreassen OA, Børglum AD, Breen G, Edenberg HJ, Fanous AH, Faraone SV, Gelernter J, 
Mathews CA, Mattheisen M, Mitchell KS, Neale MC, Nurnberger JI, Ripke S, Santangelo SL, 
Scharf JM, Stein MB, Thornton LM, Walters JTR, Wray NR, Geschwind DH, Neale BM, Kendler 
KS, Smoller JW (2019). Genomic Relationships, Novel Loci, and Pleiotropic Mechanisms across 
Eight Psychiatric Disorders. Cell 179(7), 1469-1482.e11. 
 

27. Nievergelt CM, Maihofer AX, Klengel T, Atkinson EG, Chen C-Y, Choi KW, Coleman JRI, Dalvie 
S, Duncan LE, Gelernter J, Levey DF, Logue MW, Polimanti R, Provost AC, Ratanatharathorn A, 
Stein MB, Torres K, Aiello AE, Almli LM, Amstadter AB, Andersen SB, Andreassen OA, Arbisi 
PA, Ashley-Koch AE, Austin SB, Avdibegovic E, Babić D, Bækvad-Hansen M, Baker DG, 
Beckham JC, Bierut LJ, Bisson JI, Boks MP, Bolger EA, Børglum AD, Bradley B, Brashear M, 
Breen G, Bryant RA, Bustamante AC, Bybjerg-Grauholm J, Calabrese JR, Caldas- de- Almeida JM, 
Dale AM, Daly MJ, Daskalakis NP, Deckert J, Delahanty DL, Dennis MF, Disner SG, Domschke K, 
Dzubur-Kulenovic A, Erbes CR, Evans A, Farrer LA, Feeny NC, Flory JD, Forbes D, Franz CE, 
Galea S, Garrett ME, Gelaye B, Geuze E, Gillespie C, Uka AG, Gordon SD, Guffanti G, 
Hammamieh R, Harnal S, Hauser MA, Heath AC, Hemmings SMJ, Hougaard DM, Jakovljevic M, 
Jett M, Johnson EO, Jones I, Jovanovic T, Qin X-J, Junglen AG, Karstoft K-I, Kaufman ML, Kessler 
RC, Khan A, Kimbrel NA, King AP, Koen N, Kranzler HR, Kremen WS, Lawford BR, Lebois 
LAM, Lewis CE, Linnstaedt SD, Lori A, Lugonja B, Luykx JJ, Lyons MJ, Maples-Keller J, Marmar 
C, Martin AR, Martin NG, Maurer D, Mavissakalian MR, McFarlane A, McGlinchey RE, 
McLaughlin KA, McLean SA, McLeay S, Mehta D, Milberg WP, Miller MW, Morey RA, Morris 
CP, Mors O, Mortensen PB, Neale BM, Nelson EC, Nordentoft M, Norman SB, O’Donnell M, 
Orcutt HK, Panizzon MS, Peters ES, Peterson AL, Peverill M, Pietrzak RH, Polusny MA, Rice JP, 
Ripke S, Risbrough VB, Roberts AL, Rothbaum AO, Rothbaum BO, Roy-Byrne P, Ruggiero K, 
Rung A, Rutten BPF, Saccone NL, Sanchez SE, Schijven D, Seedat S, Seligowski AV, Seng JS, 
Sheerin CM, Silove D, Smith AK, Smoller JW, Sponheim SR, Stein DJ, Stevens JS, Sumner JA, 
Teicher MH, Thompson WK, Trapido E, Uddin M, Ursano RJ, van den Heuvel LL, Van Hooff M, 
Vermetten E, Vinkers CH, Voisey J, Wang Y, Wang Z, Werge T, Williams MA, Williamson DE, 
Winternitz S, Wolf C, Wolf EJ, Wolff JD, Yehuda R, Young RMcD, Young KA, Zhao H, Zoellner 
LA, Liberzon I, Ressler KJ, Haas M, Koenen KC (2019). International meta-analysis of PTSD 
genome-wide association studies identifies sex- and ancestry-specific genetic risk loci. Nature 



	 13	

Communications 10, 4558. 
 

28. Watson HJ, Yilmaz Z, Thornton LM, Hübel C, Coleman JRI, Gaspar HA, Bryois J, Hinney A, 
Leppä VM, Mattheisen M, Medland SE, Ripke S, Yao S, Giusti-Rodríguez P, Hanscombe KB, 
Purves KL, Adan RAH, Alfredsson L, Ando T, Andreassen OA, Baker JH, Berrettini WH, Boehm I, 
Boni C, Perica VB, Buehren K, Burghardt R, Cassina M, Cichon S, Clementi M, Cone RD, Courtet 
P, Crow S, Crowley JJ, Danner UN, Davis OSP, de Zwaan M, Dedoussis G, Degortes D, DeSocio 
JE, Dick DM, Dikeos D, Dina C, Dmitrzak-Weglarz M, Docampo E, Duncan LE, Egberts K, 
Ehrlich S, Escaramís G, Esko T, Estivill X, Farmer A, Favaro A, Fernández-Aranda F, Fichter MM, 
Fischer K, Föcker M, Foretova L, Forstner AJ, Forzan M, Franklin CS, Gallinger S, Giegling I, 
Giuranna J, Gonidakis F, Gorwood P, Mayora MG, Guillaume S, Guo Y, Hakonarson H, 
Hatzikotoulas K, Hauser J, Hebebrand J, Helder SG, Herms S, Herpertz-Dahlmann B, Herzog W, 
Huckins LM, Hudson JI, Imgart H, Inoko H, Janout V, Jiménez-Murcia S, Julià A, Kalsi G, 
Kaminská D, Kaprio J, Karhunen L, Karwautz A, Kas MJH, Kennedy JL, Keski-Rahkonen A, 
Kiezebrink K, Kim Y-R, Klareskog L, Klump KL, Knudsen GPS, La Via MC, Le Hellard S, Levitan 
RD, Li D, Lilenfeld L, Lin BD, Lissowska J, Luykx J, Magistretti PJ, Maj M, Mannik K, Marsal S, 
Marshall CR, Mattingsdal M, McDevitt S, McGuffin P, Metspalu A, Meulenbelt I, Micali N, 
Mitchell K, Monteleone AM, Monteleone P, Munn-Chernoff MA, Nacmias B, Navratilova M, Ntalla 
I, O’Toole JK, Ophoff RA, Padyukov L, Palotie A, Pantel J, Papezova H, Pinto D, Rabionet R, 
Raevuori A, Ramoz N, Reichborn-Kjennerud T, Ricca V, Ripatti S, Ritschel F, Roberts M, Rotondo 
A, Rujescu D, Rybakowski F, Santonastaso P, Scherag A, Scherer SW, Schmidt U, Schork NJ, 
Schosser A, Seitz J, Slachtova L, Slagboom PE, Slof-Op ‘t Landt MCT, Slopien A, Sorbi S, 
Świątkowska B, Szatkiewicz JP, Tachmazidou I, Tenconi E, Tortorella A, Tozzi F, Treasure J, 
Tsitsika A, Tyszkiewicz-Nwafor M, Tziouvas K, van Elburg AA, van Furth EF, Wagner G, Walton 
E, Widen E, Zeggini E, Zerwas S, Zipfel S, Bergen AW, Boden JM, Brandt H, Crawford S, Halmi 
KA, Horwood LJ, Johnson C, Kaplan AS, Kaye WH, Mitchell JE, Olsen CM, Pearson JF, Pedersen 
NL, Strober M, Werge T, Whiteman DC, Woodside DB, Stuber GD, Gordon S, Grove J, Henders 
AK, Juréus A, Kirk KM, Larsen JT, Parker R, Petersen L, Jordan J, Kennedy M, Montgomery GW, 
Wade TD, Birgegård A, Lichtenstein P, Norring C, Landén M, Martin NG, Mortensen PB, Sullivan 
PF, Breen G, Bulik CM (2019). Genome-wide association study identifies eight risk loci and 
implicates metabo-psychiatric origins for anorexia nervosa. Nature Genetics 51, 1207–1214. 
 

29. Duncan LE, Ratanatharathorn A, Aiello AE, Almli LM, Amstadter AB, Ashley-Koch AE, Baker 
DG, Beckham JC, Bierut LJ, Bisson J, Bradley B, Chen C-Y, Dalvie S, Farrer LA, Galea S, Garrett 
ME, Gelernter JE, Guffanti G, Hauser MA, Johnson EO, Kessler RC, Kimbrel NA, King A, Koen N, 
Kranzler HR, Logue MW, Maihofer AX, Martin AR, Miller MW, Morey RA, Nugent NR, Rice JP, 
Ripke S, Roberts AL, Saccone NL, Smoller JW, Stein DJ, Stein MB, Sumner JA, Uddin M, Ursano 
RJ, Wildman DE, Yehuda R, Zhao H, Daly MJ, Liberzon I, Ressler KJ, Nievergelt CM, Koenen KC 
(2018). Largest GWAS of PTSD (N=20 070) yields genetic overlap with schizophrenia and sex 
differences in heritability. Molecular Psychiatry 23, 666–673. 
 

30. Duncan LE, Shen H, Ballon JS, Hardy KV, Noordsy DL, Levinson DF (2018). Genetic Correlation 
Profile of Schizophrenia Mirrors Epidemiological Results and Suggests Link Between Polygenic and 
Rare Variant (22q11.2) Cases of Schizophrenia. Schizophrenia Bulletin 44(6), 1350–1361. 
 



	 14	

31. Duncan LE, Cooper BN, Shen H (2018). Robust Findings From 25 Years of PTSD Genetics 
Research. Current Psychiatry Reports 20, 115. 
 

32. Kimerling R, Allen MC, Duncan LE (2018). Chromosomes to Social Contexts: Sex and Gender 
Differences in PTSD. Current Psychiatry Reports 20, 114. 
 

33. Anttila V, Bulik-Sullivan B, Finucane HK, Walters RK, Bras J, Duncan LE, Escott-Price V, 
Falcone GJ, Gormley P, Malik R, Patsopoulos NA, Ripke S, Wei Z, Yu D, Lee PH, Turley P, 
Grenier-Boley B, Chouraki V, Kamatani Y, Berr C, Letenneur L, Hannequin D, Amouyel P, Boland 
A, Deleuze J-F, Duron E, Vardarajan BN, Reitz C, Goate AM, Huentelman MJ, Kamboh MI, Larson 
EB, Rogaeva E, St George-Hyslop P, Hakonarson H, Kukull WA, Farrer LA, Barnes LL, Beach TG, 
Demirci FY, Head E, Hulette CM, Jicha GA, Kauwe JSK, Kaye JA, Leverenz JB, Levey AI, 
Lieberman AP, Pankratz VS, Poon WW, Quinn JF, Saykin AJ, Schneider LS, Smith AG, Sonnen 
JA, Stern RA, Van Deerlin VM, Van Eldik LJ, Harold D, Russo G, Rubinsztein DC, Bayer A, 
Tsolaki M, Proitsi P, Fox NC, Hampel H, Owen MJ, Mead S, Passmore P, Morgan K, Nöthen MM, 
Schott JM, Rossor M, Lupton MK, Hoffmann P, Kornhuber J, Lawlor B, McQuillin A, Al-Chalabi 
A, Bis JC, Ruiz A, Boada M, Seshadri S, Beiser A, Rice K, van der Lee SJ, De Jager PL, Geschwind 
DH, Riemenschneider M, Riedel-Heller S, Rotter JI, Ransmayr G, Hyman BT, Cruchaga C, Alegret 
M, Winsvold B, Palta P, Farh K-H, Cuenca-Leon E, Furlotte N, Kurth T, Ligthart L, Terwindt GM, 
Freilinger T, Ran C, Gordon SD, Borck G, Adams HHH, Lehtimäki T, Wedenoja J, Buring JE, 
Schürks M, Hrafnsdottir M, Hottenga J-J, Penninx B, Artto V, Kaunisto M, Vepsäläinen S, Martin 
NG, Montgomery GW, Kurki MI, Hämäläinen E, Huang H, Huang J, Sandor C, Webber C, Muller-
Myhsok B, Schreiber S, Salomaa V, Loehrer E, Göbel H, Macaya A, Pozo-Rosich P, Hansen T, 
Werge T, Kaprio J, Metspalu A, Kubisch C, Ferrari MD, Belin AC, van den Maagdenberg AMJM, 
Zwart J-A, Boomsma D, Eriksson N, Olesen J, Chasman DI, Nyholt DR, Anney R, Avbersek A, 
Baum L, Berkovic S, Bradfield J, Buono RJ, Catarino CB, Cossette P, De Jonghe P, Depondt C, 
Dlugos D, Ferraro TN, French J, Hjalgrim H, Jamnadas-Khoda J, Kälviäinen R, Kunz WS, Lerche 
H, Leu C, Lindhout D, Lo W, Lowenstein D, McCormack M, Møller RS, Molloy A, Ng P-W, Oliver 
K, Privitera M, Radtke R, Ruppert A-K, Sander T, Schachter S, Schankin C, Scheffer I, Schoch S, 
Sisodiya SM, Smith P, Sperling M, Striano P, Surges R, Thomas GN, Visscher F, Whelan CD, Zara 
F, Heinzen EL, Marson A, Becker F, Stroink H, Zimprich F, Gasser T, Gibbs R, Heutink P, Martinez 
M, Morris HR, Sharma M, Ryten M, Mok KY, Pulit S, Bevan S, Holliday E, Attia J, Battey T, 
Boncoraglio G, Thijs V, Chen W-M, Mitchell B, Rothwell P, Sharma P, Sudlow C, Vicente A, 
Markus H, Kourkoulis C, Pera J, Raffeld M, Silliman S, Boraska Perica V, Thornton LM, Huckins 
LM, William Rayner N, Lewis CM, Gratacos M, Rybakowski F, Keski-Rahkonen A, Raevuori A, 
Hudson JI, Reichborn-Kjennerud T, Monteleone P, Karwautz A, Mannik K, Baker JH, O’Toole JK, 
Trace SE, Davis OSP, Helder SG, Ehrlich S, Herpertz-Dahlmann B, Danner UN, van Elburg AA, 
Clementi M, Forzan M, Docampo E, Lissowska J, Hauser J, Tortorella A, Maj M, Gonidakis F, 
Tziouvas K, Papezova H, Yilmaz Z, Wagner G, Cohen-Woods S, Herms S, Julià A, Rabionet R, 
Dick DM, Ripatti S, Andreassen OA, Espeseth T, Lundervold AJ, Steen VM, Pinto D, Scherer SW, 
Aschauer H, Schosser A, Alfredsson L, Padyukov L, Halmi KA, Mitchell J, Strober M, Bergen AW, 
Kaye W, Szatkiewicz JP, Cormand B, Ramos-Quiroga JA, Sánchez-Mora C, Ribasés M, Casas M, 
Hervas A, Arranz MJ, Haavik J, Zayats T, Johansson S, Williams N, Elia J, Dempfle A, 
Rothenberger A, Kuntsi J, Oades RD, Banaschewski T, Franke B, Buitelaar JK, Arias Vasquez A, 
Doyle AE, Reif A, Lesch K-P, Freitag C, Rivero O, Palmason H, Romanos M, Langley K, Rietschel 
M, Witt SH, Dalsgaard S, Børglum AD, Waldman I, Wilmot B, Molly N, Bau CHD, Crosbie J, 



	 15	

Schachar R, Loo SK, McGough JJ, Grevet EH, Medland SE, Robinson E, Weiss LA, Bacchelli E, 
Bailey A, Bal V, Battaglia A, Betancur C, Bolton P, Cantor R, Celestino-Soper P, Dawson G, De 
Rubeis S, Duque F, Green A, Klauck SM, Leboyer M, Levitt P, Maestrini E, Mane S,  DM- Parr, J, 
Regan R, Reichenberg A, Sandin S, Vorstman J, Wassink T, Wijsman E, Cook E, Santangelo S, 
Delorme R, Rogé B, Magalhaes T, Arking D, Schulze TG, Thompson RC, Strohmaier J, Matthews 
K, Melle I, Morris D, Blackwood D, McIntosh A, Bergen SE, Schalling M, Jamain S, Maaser A, 
Fischer SB, Reinbold CS, Fullerton JM, Grigoroiu-Serbanescu M, Guzman-Parra J, Mayoral F, 
Schofield PR, Cichon S, Mühleisen TW, Degenhardt F, Schumacher J, Bauer M, Mitchell PB, 
Gershon ES, Rice J, Potash JB, Zandi PP, Craddock N, Ferrier IN, Alda M, Rouleau GA, Turecki G, 
Ophoff R, Pato C, Anjorin A, Stahl E, Leber M, Czerski PM, Edenberg HJ, Cruceanu C, Jones IR, 
Posthuma D, Andlauer TFM, Forstner AJ, Streit F, Baune BT, Air T, Sinnamon G, Wray NR, 
MacIntyre DJ, Porteous D, Homuth G, Rivera M, Grove J, Middeldorp CM, Hickie I, Pergadia M, 
Mehta D, Smit JH, Jansen R, de Geus E, Dunn E, Li QS, Nauck M, Schoevers RA, Beekman AT, 
Knowles JA, Viktorin A, Arnold P, Barr CL, Bedoya-Berrio G, Bienvenu OJ, Brentani H, Burton C, 
Camarena B, Cappi C, Cath D, Cavallini M, Cusi D, Darrow S, Denys D, Derks EM, Dietrich A, 
Fernandez T, Figee M, Freimer N, Gerber G, Grados M, Greenberg E, Hanna GL, Hartmann A, 
Hirschtritt ME, Hoekstra PJ, Huang A, Huyser C, Illmann C, Jenike M, Kuperman S, Leventhal B, 
Lochner C, Lyon GJ, Macciardi F, Madruga-Garrido M, Malaty IA, Maras A, McGrath L, Miguel 
EC, Mir P, Nestadt G, Nicolini H, Okun MS, Pakstis A, Paschou P, Piacentini J, Pittenger C, Plessen 
K, Ramensky V, Ramos EM, Reus V, Richter MA, Riddle MA, Robertson MM, Roessner V, 
Rosário M, Samuels JF, Sandor P, Stein DJ, Tsetsos F, Van Nieuwerburgh F, Weatherall S, 
Wendland JR, Wolanczyk T, Worbe Y, Zai G, Goes FS, McLaughlin N, Nestadt PS, Grabe H-J, 
Depienne C, Konkashbaev A, Lanzagorta N, Valencia-Duarte A, Bramon E, Buccola N, Cahn W, 
Cairns M, Chong SA, Cohen D, Crespo-Facorro B, Crowley J, Davidson M, DeLisi L, Dinan T, 
Donohoe G, Drapeau E, Duan J, Haan L, Hougaard D, Karachanak-Yankova S, Khrunin A, Klovins 
J, Kučinskas V, Lee Chee Keong J, Limborska S, Loughland C, Lönnqvist J, Maher B, Mattheisen 
M, McDonald C, Murphy KC, Murray R, Nenadic I, van Os J, Pantelis C, Pato M, Petryshen T, 
Quested D, Roussos P, Sanders AR, Schall U, Schwab SG, Sim K, So H-C, Stögmann E, 
Subramaniam M, Toncheva D, Waddington J, Walters J, Weiser M, Cheng W, Cloninger R, Curtis 
D, Gejman PV, Henskens F, Mattingsdal M, Oh S-Y, Scott R, Webb B, Breen G, Churchhouse C, 
Bulik CM, Daly M, Dichgans M, Faraone SV, Guerreiro R, Holmans P, Kendler KS, Koeleman B, 
Mathews CA, Price A, Scharf J, Sklar P, Williams J, Wood NW, Cotsapas C, Palotie A, Smoller JW, 
Sullivan P, Rosand J, Corvin A, Neale BM (2018). Analysis of shared heritability in common 
disorders of the brain. Science 360(6395), eaap8757. 
 

34. Thornton LM, Munn-Chernoff MA, Baker JH, Juréus A, Parker R, Henders AK, Larsen JT, Petersen 
L, Watson HJ, Yilmaz Z, Kirk KM, Gordon S, Leppä VM, Martin FC, Whiteman DC, Olsen CM, 
Werge TM, Pedersen NL, Kaye W, Bergen AW, Halmi KA, Strober M, Kaplan AS, Woodside DB, 
Mitchell J, Johnson CL, Brandt H, Crawford S, Horwood LJ, Boden JM, Pearson JF, Duncan LE, 
Grove J, Mattheisen M, Jordan J, Kennedy MA, Birgegård A, Lichtenstein P, Norring C, Wade TD, 
Montgomery GW, Martin NG, Landén M, Mortensen PB, Sullivan PF, Bulik CM (2018). The 
Anorexia Nervosa Genetics Initiative (ANGI): Overview and methods. Contemporary Clinical 
Trials 74, 61–69. 
 

35. Duncan LE, Yilmaz Z, Gaspar H, Walters R, Goldstein J, Anttila V, Bulik-Sullivan B, Ripke S, 
Thornton L, Hinney A, Daly M, Sullivan PF, Zeggini E, Breen G, Bulik CM, Duncan L,  Héléna 



	 16	

Walters, R, Adan R, Alfredsson L, Ando T, Andreassen O, Aschauer H, Baker J, Barrett J, Bencko 
V, Bergen A, Berrettini W, Birgegård A, Boni C, Perica VB, Brandt H, Burghardt R, Carlberg L, 
Cassina M, Cesta C, Cichon S, Clementi M, Cohen-Woods S, Coleman J, Cone R, Courtet P, 
Crawford S, Crow S, Crowley J, Danner U, Davis O, de Zwaan M, Dedoussis G, Degortes D, 
DeSocio J, Dick D, Dikeos D, Dina C, Ding B, Dmitrzak-Weglarz M, Docampo E, Egberts K, 
Ehrlich S, Escaramís G, Esko T, Espeseth T, Estivill X, Favaro A, Fernández-Aranda F, Fichter M, 
Finan C, Fischer K, Floyd J, Föcker M, Foretova L, Forzan M, Fox C, Franklin C, Gaborieau V, 
Gallinger S, Gambaro G, Giegling I, Gonidakis F, Gorwood P, Gratacos M, Guillaume S, Guo Y, 
Hakonarson H, Halmi K, Harrison R, Hatzikotoulas K, Hauser J, Hebebrand J, Helder S, Hendriks J, 
Herms S, Herpertz-Dahlmann B, Herzog W, Hilliard C, Huckins L, Hudson J, Huemer J, Imgart H, 
Inoko H, Jall S, Jamain S, Janout V, Jiménez-Murcia S, Johnson C, Jordan J, Julià A, Juréus A, 
Kalsi G, Kaplan A, Kaprio J, Karhunen L, Karwautz A, Kas M, Kaye W, Kennedy M, Kennedy J, 
Keski-Rahkonen A, Kiezebrink K, Kim Y-R, Klareskog L, Klump K, Knudsen GP, Koeleman B, 
Koubek D, La Via M, Landén M, Le Hellard S, Leboyer M, Levitan R, Li D, Lichtenstein P, 
Lilenfeld L, Lissowska J, Lundervold A, Magistretti P, Maj M, Mannik K, Marsal S, Kaminska D, 
Martin N, Mattingsdal M, McDevitt S, McGuffin P, Merl E, Metspalu A, Meulenbelt I, Micali N, 
Mitchell J, Mitchell K, Monteleone P, Monteleone AM, Montgomery G, Mortensen P, Munn-
Chernoff M, Müller T, Nacmias B, Navratilova M, Nilsson I, Norring C, Ntalla I, Ophoff R, 
O’Toole J, Palotie A, Pantel J, Papezova H, Parker R, Pinto D, Rabionet R, Raevuori A, Rajewski A, 
Ramoz N, Rayner NW, Reichborn-Kjennerud T, Ricca V, Ripatti S, Ritschel F, Roberts M, Rotondo 
A, Rujescu D, Rybakowski F, Santonastaso P, Scherag A, Scherer S, Schmidt U, Schork N, Schosser 
A, Scott L, Seitz J, Slachtova L, Sladek R, Slagboom PE, ’t Landt MS-O, Slopien A, Smith T, 
Soranzo N, Sorbi S, Southam L, Steen V, Strengman E, Strober M, Szatkiewicz J, Szeszenia-
Dabrowska N, Tachmazidou I, Tenconi E, Tortorella A, Tozzi F, Treasure J, Tschöp M, Tsitsika A, 
Tziouvas K, van Elburg A, van Furth E, Wade T, Wagner G, Walton E, Watson H, Wichmann H-E, 
Widen E, Woodside DB, Yanovski J, Yao S, Zerwas S, Zipfel S, Bulik CM (2017). Significant 
Locus and Metabolic Genetic Correlations Revealed in Genome-Wide Association Study of 
Anorexia Nervosa. American Journal of Psychiatry 174(9), 850–858. 
 

36. Sumner JA, Duncan LE, Wolf EJ, Amstadter AB, Baker DG, Beckham JC, Gelaye B, Hemmings S, 
Kimbrel NA, Logue MW, Michopoulos V, Mitchell KS, Nievergelt C, Rothbaum A, Seedat S, 
Shinozaki G, Vermetten E (2017). Letter to the Editor: Posttraumatic stress disorder has genetic 
overlap with cardiometabolic traits. Psychological Medicine 47(11), 2036–2039. 
 

37. Lek M, Karczewski KJ, Minikel EV, Samocha KE, Banks E, Fennell T, O’Donnell-Luria AH, Ware 
JS, Hill AJ, Cummings BB, Tukiainen T, Birnbaum DP, Kosmicki JA, Duncan LE, Estrada K, Zhao 
F, Zou J, Pierce-Hoffman E, Berghout J, Cooper DN, Deflaux N, DePristo M, Do R, Flannick J, 
Fromer M, Gauthier L, Goldstein J, Gupta N, Howrigan D, Kiezun A, Kurki MI, Moonshine AL, 
Natarajan P, Orozco L, Peloso GM, Poplin R, Rivas MA, Ruano-Rubio V, Rose SA, Ruderfer DM, 
Shakir K, Stenson PD, Stevens C, Thomas BP, Tiao G, Tusie-Luna MT, Weisburd B, Won H-H, Yu 
D, Altshuler DM, Ardissino D, Boehnke M, Danesh J, Donnelly S, Elosua R, Florez JC, Gabriel SB, 
Getz G, Glatt SJ, Hultman CM, Kathiresan S, Laakso M, McCarroll S, McCarthy MI, McGovern D, 
McPherson R, Neale BM, Palotie A, Purcell SM, Saleheen D, Scharf JM, Sklar P, Sullivan PF, 
Tuomilehto J, Tsuang MT, Watkins HC, Wilson JG, Daly MJ, MacArthur DG (2016). Analysis of 
protein-coding genetic variation in 60,706 humans. Nature 536, 285–291. 
 



	 17	

38. Sumner JA, Duncan LE, Ratanatharathorn A, Roberts AL, Koenen KC (2016). Research Letter: 
PTSD has shared polygenic contributions with bipolar disorder and schizophrenia in women. 
Psychological Medicine 46(3), 669–671. 
 

39. Dalvie S, Koen N, Duncan LE, Abbo C, Akena D, Atwoli L, Chiliza B, Donald KA, Kinyanda E, 
Lochner C, Mall S, Nakasujja N, Newton CR, Ramesar R, Sibeko G, Teferra S, Stein DJ, Koenen 
KC (2015). Large Scale Genetic Research on Neuropsychiatric Disorders in African Populations is 
Needed. EBioMedicine 2(10), 1259–1261. 
 

40. Bulik-Sullivan B, Finucane HK, Anttila V, Gusev A, Day FR, Loh P-R, Duncan LE, Perry JRB, 
Patterson N, Robinson EB, Daly MJ, Price AL, Neale BM (2015). An atlas of genetic correlations 
across human diseases and traits. Nature Genetics 47, 1236–1241. 
 

41. Grimm DG, Azencott C, Aicheler F, Gieraths U, MacArthur DG, Samocha KE, Cooper DN, Stenson 
PD, Daly MJ, Smoller JW, Duncan LE*, Borgwardt KM* (2015). The Evaluation of Tools Used to 
Predict the Impact of Missense Variants Is Hindered by Two Types of Circularity.  Human 
Mutation 36(5), 513–523. *Joint senior authorship 
 

42. The Network and Pathway Analysis Subgroup of the Psychiatric Genomics Consortium (2015). 
Psychiatric genome-wide association study analyses implicate neuronal, immune and histone 
pathways. Nature Neuroscience 18, 199–209. [Fourth author and one of only eight analysts (of 
hundreds of authors), designed figures, edited manuscript] 
 

43. Goldstein JI, Fredrik Jarskog L, Hilliard C, Alfirevic A, Duncan LE, Fourches D, Huang H, Lek M, 
Neale BM, Ripke S, Shianna K, Szatkiewicz JP, Tropsha A, van den Oord EJ, Cascorbi I, Dettling 
M, Gazit E, Goff DC, Holden AL, Kelly DL, Malhotra AK, Nielsen J, Pirmohamed M, Rujescu D, 
Werge T, Levy DL, Josiassen RC, Kennedy JL, Lieberman JA, Daly MJ, Sullivan PF (2014). 
Clozapine-induced agranulocytosis is associated with rare HLA-DQB1 and HLA-B alleles. Nature 
Communications 5, 4757. 
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Grant SGN, Haggarty SJ, Gabriel S, Scolnick EM, Lander ES, Hultman CM, Sullivan PF, McCarroll 
SA, Sklar P (2014). A polygenic burden of rare disruptive mutations in schizophrenia. Nature 506, 
185–190. 
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Manfro GG, Blaya C, Hirshfeld-Becker DR, Stein MB, Van Ameringen M, Tolin DF, Otto MW, 
Pollack MH, Simon NM, Buckner RL, Öngür D, Cohen BM (2014). The Human Ortholog of Acid-
Sensing Ion Channel Gene ASIC1a Is Associated With Panic Disorder and Amygdala Structure and 
Function. Biological Psychiatry 76(11), 902–910. 
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51. Willcutt EG, Pennington BF, Duncan LE, Smith SD, Keenan JM, Wadsworth S, DeFries JC, Olson 
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52. Keller MC, Medland SE, Duncan LE (2010). Are Extended Twin Family Designs Worth the 
Trouble? A Comparison of the Bias, Precision, and Accuracy of Parameters Estimated in Four Twin 
Family Models. Behavioral Genetics 40, 377–393. 
 

53. Duncan LE, Hutchison KE, Carey G, Craighead WE (2009). Variation in brain-derived 
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54. Keller MC, Medland SE, Duncan LE, Hatemi PK, Neale MC, Maes HHM, Eaves LJ (2009). 
Modeling Extended Twin Family Data I: Description of the Cascade Model. Twin Res. Human 
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55. Howerth EW, Mead DG, Mueller PO, Duncan LE, Murphy MD, Stallknecht DE (2006). 
Experimental Vesicular Stomatitis Virus Infection in Horses: Effect of Route of Inoculation and 
Virus Serotype. Veterinary Pathology 43(6), 943–955. 

 
Other Peer-Reviewed Articles (6 published): 
 

56. Duncan LE, Deisseroth K (2023). Are novel treatments for brain disorders hiding in plain sight? 
Neuropsychopharmacology 49, 276–281. 
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57. Sperling EA, Tecklenburg S, Duncan LE (2019). Statistical inference and reproducibility in 
geobiology. Geobiology 17(3), 261–271. 
 

58. Logue MW, Amstadter AB, Baker DG, Duncan LE, Koenen KC, Liberzon I, Miller MW, Morey 
RA, Nievergelt CM, Ressler KJ, Smith AK, Smoller JW, Stein MB, Sumner JA, Uddin M (2015). 
The Psychiatric Genomics Consortium Posttraumatic Stress Disorder Workgroup: Posttraumatic 
Stress Disorder Enters the Age of Large-Scale Genomic Collaboration. Neuropsychopharmacology 
40, 2287–2297. [Designed figures, wrote manuscript section, edited manuscript] 
 

59. Robinson EB, Howrigan D, Yang J, Ripke S, Anttila V, Duncan LE, Jostins L, Barrett JC, Medland 
SE, MacArthur DG, Breen G, O’Donovan MC, Wray NR, Devlin B, Daly MJ, Visscher PM, 
Sullivan PF, Neale BM (2014). Response to ‘Predicting the diagnosis of autism spectrum disorder 
using gene pathway analysis.’ Molecular Psychiatry 19, 860–861. 
 

60. Duncan LE (2013). Paying Attention to All Results, Positive and Negative. Journal of the 
American Academy of Child & Adolescent Psychiatry 52(5), 462–465. 
 

61. Koenen KC, Duncan LE, Liberzon I, Ressler KJ (2013). From Candidate Genes to Genome-wide 
Association: The Challenges and Promise of Posttraumatic Stress Disorder Genetic Studies.  
Biological Psychiatry 74(9), 634–636. 

 

Editorials, Letters, and Book Chapters: 
  

62. Davies W, Duncan LE (2015). Editorial overview: Behavioral genetics. Current Opinion in 
Behavioral Sciences 2, v–vii. 
 

63. Duncan LE (2014). Gene–Environment Interactions (G×E) in Behavioral Genetics, in: Rhee, S.H., 
Ronald, A. (Eds.), Behavior Genetics of Psychopathology. Springer New York, New York, NY, pp. 
253–281. 
 

64. Anderson-Schmidt H, Beltcheva O, Brandon MD, Byrne EM, Diehl EJ, Duncan LE, Gonzalez SD, 
Hannon E, Kantojärvi K, Karagiannidis I, Kos MZ, Kotyuk E, Laufer BI, Mantha K, McGregor NW, 
Meier S, Nieratschker V, Spiers H, Squassina A, Thakur GA, Tiwari Y, Viswanath B, Way MJ, 
Wong CCP, O’Shea A, DeLisi LE (2013). Selected rapporteur summaries from the XX world 
congress of psychiatric genetics, Hamburg, Germany, October 14-18, 2012. American Journal of 
Medical Genetics Part B: Neuropsychiatric Genetics 162(2), 96–121. 
 

65. Duncan LE, Keller MC (2012). Response to Pluess and Belsky Letter. American Journal of 
Psychiatry 169(2), 223–223. 

 
 
Invited Presentations and International Oral Presentations     
*Denotes invited presentations.  All other presentations were competitively awarded (via peer review) at 
international conferences at which most presentations are posters.  Posters not listed. 
 
*Harvard Radcliffe Institute                March 2025 
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Fundamental insights about the biology of psychiatric disorders              (Boston, USA) 
 
*University of Pittsburgh School of Medicine, Special Guest Lecture         November 2024 
GWAS + snRNAseq = cellular maps for schizophrenia and diverse brain phenotypes  (Pittsburgh, USA) 
 
*Stanford University Department of Psychiatry Grand Rounds           November 2024 
Schizophrenia Update: clinical, cellular, and societal                     (Stanford, USA)  
 
*Grand Rounds: Oregon Health Sciences University, Neurology Department            October 2024 
Systematic genome-wide, brain-wide analysis of psychiatric disorders                             (Portland, USA) 
 
*Broad Institute of MIT and Harvard: Broad Trauma Initiative                         September 2024 
Brain-wide, genome-wide analysis yields specific neuronal cell types for PTSD          (Boston, USA) 
 
International Society of Traumatic Stress Studies             September 2024 
Linking specific human brain cell types to PTSD using genome-wide, brain-wide data      (Boston, USA) 
 
*University of Queensland, Queensland Brain Institute, Neuroscience Seminar         May 2024 
Linking human brain cell types to psychiatric disorders                                              (Brisbane, Australia) 
 
*University of Queensland, Institute for Molecular Bioscience Seminar                            May 2024 
Inferring neuronal pathology from psychiatric GWAS + hot flash GWAS          (Brisbane, Australia)  
 
*Queensland Institute of Medical Research (QIMR), Work in Progress Meeting       April 2024 
Schizophrenia cell types and hot flash GWAS: Real progress toward mechanisms    (Brisbane, Australia) 
 
Molecular Psychiatry Association  (Future of Rapid Therapeutics Symposium)            March 2024 
Human brain-wide, genome-wide analyses link interneurons to schizophrenia           (Hawaii, USA)

                  
Molecular Psychiatry Association (Cortical Interneurons in Schizophrenia)              March 2024 
Human Genome-Wide, Brain-Wide Datasets Reveal Novel Treatment Targets           (Hawaii, USA) 
 
World Congress of Psychiatric Genetics                   October 2023 
Hot Flash GWAS Reveals Substantial Genetic Overlap w/Psychiatric Disorders         (Montreal, Canada) 
 
*Precision Psychiatry Seminar, Harvard Medical School / Mass. General Hospital                   2023 
Evidence of shared biology between hot flashes and psychiatric disorders               (virtual, Boston, MA) 
 
*Grand Rounds, Department of Psychiatry, University of Arizona                   2022 
Toward better treatments for mental health conditions: a data-driven, translational genomic approach  
                                          (Phoenix, AZ) 
*SCORE Seminar, Harvard Medical School / Brigham and Women’s Hospital                       2022 
Genetic links between hot flashes and psychiatric disorders suggest new opportunities for treatment and 
shared mechanistic pathways                          (virtual, Boston, MA) 
 
*American Society of Human Genetics (ASHG) 2022 – Invited moderator         2022 
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Genetics of substance use disorders                     (Los Angeles, CA) 
 
*Stanley Center of Broad Institute for MIT and Harvard                      2021 
Hot Flash: A GWAS with notable interpretability and psychiatric relevance            (virtual, Boston, MA) 
 
Society of Biological Psychiatry, Rising Star Session                      2021 
Shared Genetic Effects May Partially Explain Higher Depression and PTSD Prevalence Among Women 
Using Hormone Therapy (HT)                                       (virtual) 
 
National VA Data Science Fellowship                          2020 
Polygenic Risk Scores (PRS) and Mental Health                    (virtual, Palo Alto, CA) 
 
World Congress of Psychiatric Genetics (WCPG), session co-chair                   2019 
Expanding Genetics Research to Global Populations: New Results and Methods         (Anaheim, CA) 
 
World Congress of Psychiatric Genetics (WCPG), session co-chair                   2019 
Genetic Overlap and Causation: Reconceptualizing Mental and Physical Health         (Anaheim, CA) 
 
Society of Biological Psychiatry                          2018 
Genetic Pathway Analysis to Characterize the Role of Glia in Psychosis          (New York City, NY) 
 
*Psychiatric Genomics Consortium (PGC) Worldwide Lab Meeting                 2019 
Analysis across ancestry                       (virtual, Chapel Hill, NC) 
 
*State of Science Summit: Diagnosis of Trauma-Related Brain Disorders                   2018 
Molecular workgroup facilitator                           (Silver Springs, MD) 
 
*MindBrain Summit, Stanford University                        2018 
Decoding Genetic Effects in Everyday Life                         (Palo Alto, CA) 
 
*UCSF Biomedical Sciences Graduate Program                        2018 
New Findings about PTSD, Schizophrenia, and Cross Population Genetics               (San Francisco, CA) 
 
*Palo Alto VA Geriatric Psychiatry and Neuroscience Grand Rounds                  2018 
Genomic Discovery Methods and Applications to Geriatric Populations                   (Palo Alto, CA) 
  
*Departmental Seminar at University of Colorado, Dept. of Psychology & Neuroscience          2018 
New Genetic Findings for PTSD, Schizophrenia, and More.                 (Boulder, CO) 
 
*Koenen-Robinson joint lab meeting, Broad Institute of MIT and Harvard                  2017 
Polygenic Scores across Diverse Ancestry Groups                  (Boston, MA) 
 
*Williams PanLab meeting, Stanford University, CA                       2017 
New Findings in PTSD, Anorexia, and Schizophrenia Genetics                      (Palo Alto, CA) 
 
*Guest Lecture at Stanford, Genetics and Society (Drs. Domingue and Freese)                 2017 
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An Update on Gene-Environment Interactions with Candidate Genes                     (Palo Alto, CA) 
 
*Guest Lecture at Stanford, Psychiatry Research Methods in Genomics (Dr. Lazzeroni)          2017 
Guided Tour of Psychiatric Genetics Findings                         (Palo Alto, CA) 
 
Society of Biological Psychiatry                         2018 
Large Scale GWAS of PTSD by the Psychiatric Genomics Consortium                      (Atlanta, GA) 
 
*Psychiatric Genomics Consortium PTSD Meeting                      2016 
First PTSD Publication and Data Release from the International PGC-PTSD Group              (Dallas, TX) 
 
*INSPIRE Psychosis Clinical community presentation, Stanford University, CA                 2016 
Genetic Influence on Psychiatric Disorders                                                                         (Palo Alto, CA) 
 
*Etkin Lab meeting, Stanford University                                 2016 
Harnessing Large-Scale Genomic Studies to Understand Psychiatric Disorders                (Palo Alto, CA) 
 
*Washington University IPNG Meeting                         2016 
Recent Advances in Psychiatric Genetics: PTSD, Ancestry, Genetic Correlations             (St. Louis, MO) 
 
*Cohen Veterans Biosciences (CVB) Genetics Meeting                              2016 
Status report for international PGC-PTSD group: Heritability & genetic correlations           (Atlanta, GA) 
 
World Congress of Psychiatric Genetics (WCPG)                      2015 
Largest GWAS Of Anorexia Nervosa Suggests Significant Loci and Overlap with Obesity-Related 
Traits                           (Toronto, Canada) 
 
*Cohen Veterans Biosciences (CVB) Genetics Meeting                                2015 
Status report for international PGC-PTSD group: Genomics of PTSD                                  (Boston, MA) 
 
*Stanford University, Department of Psychiatry  Stanford, CA.                    2015 
Harnessing Large-Scale Genomic Studies to Understand Psychiatric Disorders                (Palo Alto, CA) 
 
World Congress of Psychiatric Genetics (WCPG)                      2014 
GWAS of Posttraumatic Stress Disorder: 1st report from PGC-PTSD                 (Copenhagen, Denmark) 
 
International Society for Traumatic Stress Studies                      2014 
Large-scale Genomic Analyses and PTSD Meet: Meta-Analytic Results from the PTSD Working Group 
of the Psychiatric Genomics Consortium                                       (Miami, FL) 
 
*Gordon Research Conference: Genes and Behavior                                    2014 
Toward a Genetically Informed Taxonomy for Human Diseases and Traits                  (Galveston, TX) 
 
*Society of Biological Psychiatry – Consortium meeting                                2014 
Status update for GWAS of 19,090 PTSD samples of diverse ancestry, delivered as lead analyst on 
behalf of the Psychiatric Genomics Consortium PTSD Group                   (New York City, NY) 
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Stanley Center for Psychiatric Genetics Meeting, Broad Institute of MIT & Harvard                2014 
Comparative results from nine annotation tools as applied to two large datasets                   (Boston, MA) 
 
*Genetic and Neural Complexity in Psychiatry (GNCP) Meeting, Chair                                     2013 
Genetic Architecture of Complex Neuropsychiatric Disorders and Traits                     (Santorini, Greece) 
 
*Brain Health Colloquium at Harvard School of Public Health                      2013 
From Gene-Environment Interactions to Genetic Sequence Data: A Tour of Psychiatric 
Genetics Findings                        (Boston, MA) 
 
*Annual Meeting of NIDA & NIMH Biostatistics and Epidemiology                                            2013  
Capitalizing on Emerging Genomic Sequencing Datasets: Leveraging Biological Data to Enable 
Functional Discoveries                                                                                               (New York City, NY) 
 
World Congress of Psychiatric Genetics (WCPG)                      2012 
Evaluation of Algorithms for In Silico Prediction of Deleterious Mutations in a Large Whole-exome 
Sequencing Study                               (Hamburg, Germany) 
 
*Center for Depression, Anxiety, and Stress Research, McLean Hospital           2011 
Gene-Environment Interactions in Psychiatry: True Results or Type I Errors?                   (Belmont, MA) 
 
*Psychiatric Genetics and Translational Research Seminar, Mass. Gen./Harvard Med.            2011 
Gene-Environment Interactions in Psychiatry: True Results or Type I Errors?                     (Boston, MA) 
 
 
Teaching Experience 
 

2021-  Personal Genomics Revolution Stanford Freshman Seminar Course      Faculty 
2020  Genetics section    Neuroscience course Stanford residents     Faculty 
2019  Genetics section    Neuroscience course Stanford residents     Faculty 
2017  Statistical Genetics   GINGER Program @ Harvard SPH      Faculty 

2016  Statistical Genetics   Cape Town, South Africa       Faculty 

2012  Research Methodology   Koc University, Istanbul Turkey        Faculty 

2007  Statistics     University of Colorado at Boulder      TA 
2006  Statistics     University of Colorado at Boulder      TA  
2005  Research Methods   University of Colorado at Boulder      TA  
2006  Psychology of Perception   University of Colorado at Boulder      TA  
2007  Psychology of Personality  University of Colorado at Boulder      TA  
 
Clinical Experience 
 

Postdoctoral Clinician                        2016 – 2017 
Stanford University INSPIRE Clinic for Treatment of Early Psychosis 
Clinical Psychology Intern                                2010 – 2011  
McLean Hospital / Harvard Medical School  
Predoctoral Clinician                           2005 – 2010  
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Raimy Psychology Clinic, University of Colorado at Boulder  
Predoctoral Clinician                  2007 – 2009 
Robert D. Sutherland Center for the Evaluation and Treatment of Bipolar Disorder 
 
Grant Reviewing  
 

NIMH grant review:   R01 and U01 applications                    
Precision Mental Health: Develop Tools to Inform Treatment Selection in Depression (UG3/UH3)  
 2024/05 ZMH1 ERB-L (05) S                   2024 
Genetic Architecture of Mental Disorders in Ancestrally Diverse Populations (U01)  
 2022/05 ZMH1 ERB-M (06) S                   2022 
Genetic Architecture of Mental Disorders in Ancestrally Diverse Populations  
 2021/05 ZMH1 ERB-G (04) R                    2021 
Wellcome Trust grant review                     2022 
Yale Women’s Health Research                     2019 
 
Editing & Reviewing 
• Editing: 
 2019   Editorial Board Neuropsychopharmacology 
 2015   Invited guest editor for a special issue of Current Opinions in Behavioral Sciences 
   Behavioral Genetics edition 
 20xx  Multiple editorial positions declined 
 
• Ad hoc reviewing (32 journals):  

Acta Neuropsychiatrica 
Alcoholism: Clinical and Experimental Research 
American Journal of Medical Genetics – Part B: Neuropsychiatric Genetics 
Behavioral Genetics 
Biological Psychiatry 
BioMed Central - Neuroscience  
Canadian Journal of Psychiatry  
Cell  
Clinical Psychology: Science and Practice 
Genes 
Genes, Brain, and Behavior 
Genetics in Medicine 
JAMA Psychiatry  
Journal of Affective Disorders 
Journal of Clinical Psychiatry 
Journal of Epidemiology 
Journal of Psychiatric Research 
Journal of the American Academy of Child and Adolescent Psychiatry (JAACAP) 
Journal of Traumatic Stress (JoTS) 
Nature 
Neurobiology of Stress 
Neuropsychopharmacology 
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Molecular Psychiatry 
Nature 
Nature Communications 
Nature Genetics 
PLOS Genetics 
PLOS ONE 
Population Studies 
Schizophrenia Bulletin 
Science Advances 
Translational Psychiatry 

 
Service at Stanford 
Psychiatry Department Awards Committee  (2 year term)            2021 - 2023 
Midi (Mentorship Initiative for Diversity and Inclusion) Program Mentor        2021 - 2022 
Faculty Search Committee Member                2020- 
Mentoring of Stanford Trainees                  2016- 


