CURRICULUM VITAE
Russ Biagio Altman, MD, PhD
BIRTHPLACE: Brooklyn, New York

ETHNICITY: White
NATIONALITY: U.S.A.

LICENSURE:

1991 California State Medical Board, License G072413

EDUCATION:

1983 A.B. Biochemistry and Molecular Biology, Harvard College;
Cambridge, Massachusetts

1989 Ph.D. Medical Information Sciences, Stanford University; Stanford,
California

1990 M.D. Stanford University; Stanford, California

POSTDOCTORAL TRAINING:

1990 - 91 Internship, Internal Medicine, Stanford University Medical School;
Stanford, California

1991 - 92 Residency, Internal Medicine, Stanford University Medical
School; Stanford, California

BOARD ELIGIBILITY:

1992 Diplomate, American Board of Internal Medicine, Certificate
#142388. Certified 1992, Recertified 2002, 2012.

2014 Diplomate, American Board of Preventive Medicine, Clinical

Informatics. Certified 2014.

NON-ACADEMIC APPOINTMENTS:

1982 Undergraduate Research Assistant, Professor William N.
Lipscomb (Nobel Laureate), Department of Chemistry, Harvard
University; Cambridge, Massachusetts

19821983 Undergraduate Research Assistant, Professor Stephen C. Harrison,
Department of Biochemistry and Molecular Biology, Harvard
University; Cambridge, Massachusetts

1984-1989 Doctoral Research, Preceptors: Professor Bruce G. Buchanan,
Stanford Departments of Computer Science and Medicine; and
Professor Oleg Jardetzky, Stanford Magnetic Resonance
Laboratory; Stanford, California

1992 Research Assistant, Post-Doctoral, Professor Oleg Jardetzky,
Stanford Magnetic Resonance Laboratory; Stanford, California
1993-1996 Assistant Director, Stanford Medical Scientist Training Program,

Stanford University; Stanford, California
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19962000

20002018
2018-2021

2004-
2014-
2015-2021
2015-2022

2018-
2019-

2020-

Associate Director, Stanford Medical Scientist Training Program,
Stanford University; Stanford, California

Director, Stanford Biomedical Informatics Training Program
Executive Committee, Stanford Biomedical Informatics Training
Program

Chair, Biomedical Computation Undergraduate Committee
Faculty Director, 100 Year Study of Artificial Intelligence (AI100)
Director, Stanford Predictives and Diagnostics Accelerator
(SPADA)

Acting Chief, Systems Medicine Division, Department of
Pediatrics

Attending, Pharmacogenomics Clinical Consult Service
Associate Director, Stanford Institute for Human-Centered Al
(HAI)

Co-Chair, UCB-Stanford Digital Health Research Collaborative

ACADEMIC APPOINTMENTS:

9/1/92-4/30/99
1/1/93-4/30/99
5/1/99-8/31/01
5/1/99 — 9/30/05
9/1/01-10/31/04

11/1/04-12/21/06

1/1/07-6/30/12

7/1/12-present

7/1/13-present

Assistant Professor of Medicine (General Internal Medicine),
Stanford University School of Medicine, Stanford, CA

Assistant Professor of Computer Science (by courtesy), Stanford
University, Stanford, CA.

Associate Professor of Medicine (Medical Informatics, General
Internal Medicine) with tenure

Associate Professor of Computer Science (by courtesy)
Associate Professor of Genetics and Medicine (Medical
Informatics, General Internal Medicine), Stanford University
School of Medicine, Stanford, CA

Professor of Genetics, Bioengineering, and Medicine (Medical
Informatics, General Internal Medicine), and Computer Science,
by courtesy, Stanford University School of Medicine, Stanford,
CA

Professor & Chair, Department of Bioengineering.

Professor, Departments of Genetics, Medicine (Biomedical
Informatics, General Internal Medicine), and (by courtesy)
Computer Science. Schools of Engineering & Medicine, Stanford
University, CA

Professor, Departments of Bioengineering, Genetics, Medicine
(Biomedical Informatics, General Internal Medicine), and (by
courtesy) Computer Science. Schools of Engineering & Medicine,
Stanford University, CA

Kenneth Fong Professor

HONORS AND AWARDS:

1979
1979

Awards for General Excellence, Regis High School; NY, NY.
Award for Excellence in Classical Greek Translation, Regis High
School; New York, NY
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1983
1983
1983
1987

1991
1992
1993
1994
1996
1997
1998
1998

1998
1998
2000
2005

2009
2009
2010
2014
2014
2014

2020
2020
2023

MEMBERSHIPS:
1987-
1991- 1993
1992- 2000
1992-
1992-
1992-
1993-
1993-
1993-
1994-
1995- 1996
1995-2010
1996-
1997-

Phi Beta Kappa, Harvard College Chapter; Boston, MA

Summa Cum Laude, Harvard College; Boston, MA

Medical Scientist Training Program, NIH Predoctoral Fellowship
Medical Information Sciences, Ph.D. oral exam passed with
distinction

Howard Hughes Institute Post-Doctoral Fellowship

Finalist, Stanford Hospital Medical Resident Teaching Award
Charles E. Culpeper Foundation Medical Scholar

Nominated, Albert Gores University Teaching Award

National Science Foundation CAREER Award

Presidential Early Career Award for Scientists and Engineers
Stanford School of Medicine Hume Faculty Scholar

Western Society for Clinical Investigation, Young Investigator
Award

Fellow, American College of Physicians

Fellow, American College of Medical Informatics

Stanford Graduate Teaching Award (first time awarded)

General Internal Medicine, Honorable Mention for Clinical
Teaching

Fellow, American Institute of Medical and Biological Engineering
Member, Institute of Medicine (IOM) of the National Academies
Fellow, International Society for Computational Biology
Stanford Medical School Mentorship Award

Fellow, American Association for the Advancement of Science
Patient Service Award, Center for Pharmacogenomics &
Individualized Therapy, University of North Carolina

Stanford Biosciences Excellence in Graduate Teaching Award
Tau Beta Pi Teaching Honor Roll

Arthur Kornberg and Paul Berg Lifetime Achievement Award in
Biomedical Sciences

American Association for Artificial Intelligence (AAAI)
Biomatrix Society

American Federation for Clinical Research (AFCR)
American Medical Informatics Association (AMIA)
American Association for the Advancement of Science (AAAS)
American College of Physicians

Protein Society

Physicians for a National Health Program

California Physician’s Alliance

Association for Computing Machinery

American Educational Research Association

RNA Society

Institute of Electrical and Electronic Engineers (IEEE)
International Society for Computational Biology (ISCB)
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1997-2001 Society for General Internal Medicine (SGIM)

2003- American Society for Clinical Pharmacology and Therapeutics
(ASCPT)

2007 American Institute for Medical and Biological Engineering

2022- National Academies of Science, Engineering, Medicine (NASEM)
Committee for the Development of Reference Manual on Scientific
Evidence, 4 Ed.

RESEARCH INTERESTS:
Bioinformatics
Biomedical Informatics
Pharmacogenomics

Physics-based simulation

Functional genomics

Structural genomics

Probabilistic representations of molecular structure
Analysis of the biomedical literature

High performance computing

COMMITTEES, BOARDS, AND CONSULTANTSHIPS:

1991
1991-1992

1991-

1992-1998
1992-2001

1993-1997

1993-1997
1993-1994

1993-1994

1994-1995

1995-1997
1995-1997

1995-1997
1995-1997
1995-1998

1995-1997

Committee for Residency Training and Clinical Service
Physicians Advisory Committee to Stanford Hospital Information
Systems

Admissions Committee, Stanford Medical Information Sciences
Training Program (now Biomedical Informatics Training Program)
Consultant, Medicus Venture Partners; Menlo Park, California
Admissions Committee, Stanford Medical Scientist Training
Program

Stanford University Department of Medicine Credentials
Committee

Steering Committee, San Diego Supercomputer Center
Organizing Committee, International Symposium on NMR (in
honor of Oleg Jardetzky)

Organizing Committee, Second International Conference on
Intelligent Systems for Molecular Biology; Stanford CA
Organizing Committee, Third International Conference on
Intelligent Systems for Molecular Biology; Cambridge, England
Executive Committee, San Diego Supercomputer Center
University Senate Committee on Computing and Academic
Information Systems

Advisory Committee to Chairman of Department of Medicine
Steering Committee, Intelligent Systems for Molecular Biology
Faculty Senate Committee on Academic Information Systems (C-
ACIS)

President’s Commission on Technology in Teaching and Learning,
Stanford University
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1996-
1996

1997

1997
1997

1997- 2005

1997-2000

1997-1998
1998-

1998-
1998-2002

1999-2000
2000-2005
2000-2002
2000-2010

2000

2000-2001
2001-
2003-
2003-2010
2005-2007
2006-
2007-2011
2007-2013
2008-2015
2008-
2008-
2008-2016
2009
2009-2011

2011
2012
2012

2013-2018

Organizing Committee, Pacific Symposium on Biocomputing
LCME Accreditation Project, Library and Computer Resources
Subcommittee & Graduate Education Subcommittee

Organizer, RNA Society Workshop on Online Resources for RNA
Science

Dean’s Task Force on Alumni, Stanford Medical School
Dean’s Task Force on the Future of PhD Education, Stanford
Medical School

Board of Directors, International Society for Computational
Biology

Chairman, Publications Committee, International Society for
Computational Biology

Program Committee, AMIA Fall Symposium, 1998

Editorial Board, Journal of American Medical Informatics
Association

Editorial Board, Bioinformatics

Thrust Leader, Molecular Sciences, NSF NPACI grant to San
Diego Supercomputer Center

Member, National Research Council panel on Internet & Health
Associate Editor, Bioinformatics

President, International Society for Computational Biology
Steering Committee member and Coordinating Committee
member, NIH Pharmacogenetics Research Network.

Review panel, Burroughs Wellcome Functional Genomics
Initiative

Advisor, Cambridge HealthTech Inc. Professional Meetings.
Editorial Board, Pharmacogenetics & Genomics

Associate Editor, Briefings in Bioinformatics

Associate Editor, Genomics

Chair, Stanford Digital Repository Faculty Advisory Committee
Editor, Journal of Biomedical Informatics

Advisor, 23andme, Inc.

Scientific Advisor, Chicago Biomedical Consortium

Editorial Board, BMC Medical Genomics

Editorial Board, Genome Medicine

Associate Editor, PLoS Computational Biology

Member, MIT Biological Engineering Visiting Committee

Ad hoc Advisor, Novartis Pharmaceuticals

Steering Committee, IEEE/ACM Transactions on Computational
Biology and Bioinformatics

Editorial Board, Clinical Pharmacology & Therapeutics
Co-Founder and Scientific Advisor, Personalis Inc.
President-elect, American Society for Clinical Pharmacology and
Therapeutics

Review panel, Burroughs Wellcome Foundation Careers at the
Scientific Interface (CASI) Program
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2013-2014

2013-2014

2012-2017
2014-
2015-2018
2016-
2016-

2016-2018
2016-2018

2016-2021
2017-

2017-

2021-
2021-
2021-
2019-

2022-

BIBLIOGRAPHY

President, American Society for Clinical Pharmacology and
Therapeutics

Chair, Science Board to the Food and Drug Administration
Commissioner

Advisory Committee to NIH Director (ACD), Francis Collins
Vanderbilt University, Biomedical Science Advisory Board
Co-Chair, Drug Forum of Institute of Medicine

International Advisory Board, UK Biobank

Founding Co-Editor-in-Chief (with M. Levitt), Annual Review of
Biomedical Data Science

Co-Chair, Institute of Medicine Drug Forum

Co-Chair, Burroughs Wellcome Foundation Careers at the
Scientific Interface (CASI) Program

Member & Advisor, Chan-Zuckerberg Biohub

Host, “The Future of Everything” SiriusXM & Stanford
University, satellite radio and iTunes freely available

Chair & Advisor, International Advisory Board, Swiss
Personalized Health Network

Advisor, NIH All of Us Precision Medicine Initiative

Advisor, Danish National Genome Center

Member, BioE JEDI Committee

Advisory Board, Center for Artificial Intelligence in Medicine
and Imaging

Committee on Reference Manual for Scientific Evidence for
Federal Judges, National Academy of Science

PEER REVIEWED JOURNAL PUBLICATIONS:

1.  Altman, R., Ladner, J., Lipscomb, W. (1982). Quartenary Structural Changes in
Aspartat Carbamoyltransferase of E. Coli at pH 8.3 and pH 5.8. Biochemical and
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Sciences, 28(4), 194-210.
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“Al in Medicine: Challenges from managed care to molecular medicine.” Annual
Conference of American Association for Artificial Intelligence, Invited Talk,
Madison, WI, July 29, 1998.

“Bioinformatics in support of molecular medicine.” Annual Conference of the
American Medical Informatics Association, Invited Talk, Orlando, FL, November
9, 1998.

“Challenges for Discovery in Molecular Biology.” Knowledge Discovery and Data
Mining Conference, 2001, San Francisco, CA, August 28, 2001.

“Challenges for Knowledge Management in Bioinformatics.” IEEE Computer
Society Bioinformatics Conference, August 16, 2002.

“Al in Biomedicine: helping scientists reason about genomes, drugs and diseases.”
American Association for Artificial Intelligence (AAAI) 2004, San Jose, CA, July
28, 2004.

“Challenges for Informatics & Medicine in the Post-Genome Era.” Medinfo 2004,
San Francisco, CA, September 10, 2004.

“Building genotype-phenotype data resources for pharmacogenomics.” Frontiers in
Bioinformatics: Unsolved Problems and Challenges, Arthur M. Sackler Colloquia
of the National Academy of Sciences, Irvine, CA, October 16, 2004.

“Challenges for knowledge management in biomedical informatics.” IEEE
Computational Systems Bioinformatics Conference, Stanford, CA, August 11,
2005.

“PharmGKB: is sharing pharmacogenomics information worthwhile?”
Pharmacogenomics Meeting at Sanger Centre/Cold Spring Harbor, Hinxton, UK.
September 15, 2005.

“Simbios: creating an infrastructure for physics-based simulation of biological
structure.” American Medical Informatics Association (AMIA) Annual Meeting,
Washington, DC, October 24, 2005.

“Annual Review of Translational Bioinformatics.” American Medical Informatics
Association (AMIA) Summit on Translational Bioinformatics, San Francisco,
CA, March 12, 2008.

“Annual Review of Translational Bioinformatics.” American Medical Informatics
Association (AMIA) Summit on Translational Bioinformatics, San Francisco,
CA, March 17, 2009.

“Annual Review of Translational Bioinformatics.” American Medical Informatics
Association (AMIA) Summit on Translational Bioinformatics, San Francisco,
CA. March 12, 2010.

“Translational Bioinformatics: Challenges for the AMIA community.” Semi-
Plenary Session, American Medical Informatics Association Fall Symposium,
Washington, DC. November 10, 2008.

“Genes & Drugs.” Columbia University Department of Biomedical Informatics
Colloquium, New York, Oct 16, 2009.

“Systems approaches for Pharmacogenomics.” Scripps Genomic Medicine
Conference, San Diego, CA, March 6, 2010 .ist!
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Vanderbilt University, Nashville, TN, April 14, 2011.

"The emerging network of data for understanding the interactions of genes and
drugs.” Dewitt Stetten Jr. 2011 Lecture, NIGMS, October 12, 2011.

“Translational Bioinformatics Year-in-Review.” American Medical Informatics
Association (AMIA) Joint Summits on Translational Science, San Francisco, CA,
March 21, 2012

“Integrating Multiple Sources of Information to Understand Drug Action: From
Molecular Structure to Clinical Population Data.” American Society for Clinical
Pharmacology & Therapeutics (ASCPT) and Food and Drug Administration
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"Understanding drug action over 17 orders of magnitude—from molecular to
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“Translational Bioinformatics Year-in-Review.” AMIA Joint Summits on
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Translational Science, San Francisco, CA, March 21, 2016

“Genetic Variations Impact on Drug Response: Current Trends and Research.”
ACMT (American College of Medical Toxicology) Annual Scientific Meeting in
San Francisco, CA, April 11, 2019.
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34. "Machine learning methods to triage rare pharmacogenetic variation.” 24th
International Conference on Research in Computational Molecular Biology
(RECOMB 2020), June 25, 2020.

35. "Text mining to understand drug action: from PubMED to Reddit." ISMB 2020 (“in
Chicago” but virtual) Text-Mining Track Keynote, July 13, 2020.
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