Victoria Nicole Parikh, MD

Email: vparikh@stanford.edu

ACADEMIC APPOINTMENTS

10/2024 — present

Associate Professor of Medicine, Stanford University School of Medicine

¢ Vice Chair for Strategy and Innovation, Department of Medicine

o Oversee a portfolio of special projects in the Department of Medicine focused on

implementing precision medicine
e Director, Stanford Center for Inherited Cardiovascular Disease 1/2023-present

o Direct a large clinical center with 8 MDs, 3 APPs, 4 nurses, 5 medical assistants and 9
genetic counselors that cares for ~4000 patients per year

o Built clinical trials infrastructure for cardiovascular gene therapy trials

o Site PI, Sarcomeric Human Cardiomyopathy Registry

o Oversee clinical operations, clinical research, outreach and fundraising efforts

¢ PI: translational cardiovascular genetics laboratory (8/2020-present)

o Two RO1s fund variant pathogenicity in inherited cardiomyopathy genes at scale and effects
of alternative RNA splicing in DCM and ACM.

o Supervise 3 scientists, 2 junior faculty, one post doctoral fellow, two medical students and
one undergraduate currently. Past: 12 direct female mentees, and 5 direct mentees whose
race, ethnicity socioeconomic background, and/or gender identity are underrepresented in
medicine.

9/2019-2024
6/2017- 9/2019

FUNDING

Assistant Professor of Medicine, Stanford School of Medicine
Clinical Instructor of Medicine, Stanford School of Medicine

Current:
04/2023-03/2028

01/2023-09/2027

01/2022-12/2026

Completed:
08/2019 — 07/2024
11/2021-11/2023
01/2019 - 12/2023
9/2018 - 8/2020

1/2019-12/2019
2/2016 - 10/2018

NHLBI R01 HL168059 (PI, 0. 3 FTE) Title: Pathogenic hotspots illuminate mechanism
and therapeutic potential in arrhythmogenic cardiomyopathy

NHLBI R01HL164675 (Co-l, 0.2 FTE) Title: Systematically mapping variant effects for
cardiovascular genes

Fondation LeDucq Transatlantic Networks of Excellence Grant (Co-l, 0.05 FTE)
Title: Cardiac Splicing as a Therapeutic Target (CASTT).

NHLBI K08HL14318503 (PI, 0.5 FTE) Title: The Role of RBM20 Sequence and
Expression in Dilated Cardiomyopathy

Sponsored Research Agreement, Biomarin, Inc. (PI) Title: Evaluation of variant
specific disease modalities in RBM20 cardiomyopathy

NHLBI R01HL14484302 (Co-l, 0.1 FTE through 04/2023), Title: Structure function
relationships from deep mutational scanning in human cardiomyopathy

Sarnoff Scholar Award (Career Development Award)

John Taylor Babbitt Foundation Career Development Grant

Ruth L. Kirschtein NRSA NIH Postdoctoral Fellowship Grant (F32)

TRAINING AND EDUCATION

8/2014 — 6/2017

Cardiovascular Medicine Fellowship, Stanford University School of Medicine

e Three years of training in cardiovascular genetics in the Stanford Center for Inherited
Cardiovascular Disease including cardiomyopathies, arrhythmias and familial
hypercholesterolemia



6/2011-7/2014

8/06-6/2011

e Established and lead Women in Cardiology mentorship program for fellows and
faculty in the division
e Chief Fellow, Cardiovascular Medicine, 2017
e Postdoctoral Fellowship: Ashley Lab, Stanford School of Medicine, Division of CV
Medicine
o Investigated molecular mechanisms of inherited cardiomyopathies
o Ruth L. Kirschtein NRSA Postdoctoral Fellowship Grant (F32) (2/2016-
9/2018)

Internal Medicine Residency, University of California San Francisco
e Clinical & Translational Science Institute Research Award
e Floyd Rector Resident Research Award in Clinical and Translational Sciences
e Hsue Lab, San Francisco General Hospital
o Investigated miRNA correlates of clinical outcomes in HIV related pulmonary
hypertension
o UCSF competitive intramural funding

MD, Stanford University School of Medicine
e 07/09-07/10 Sarnoff Fellowship Loscalzo Lab, Brigham and Women’s Hospital.
o Investigated the role of microRNA in integrating Hypoxia and BMPRII-
dependent signaling in Pulmonary Arterial Hypertension
e Medical Scholars Grant funding including work in pediatric diabetes, Down
Syndrome and congenital heart disease

9/01-6/05

BA, Stanford University
o Distinction and Honors

PUBLICATIONS and MANUSCRIPTS

Original Research:

* Equal primary or senior Author Contribution, frole (if not first or senior author)

1. Yamamoto Y, Chua K, Ferrasse A, Kirilova A, De Jong HN, Floyd BJ, Cadisch C, Wiel L, Wang Q, O'Neill
MJ, Tabet D, Staudt D, Goryznski JE, Huang Y, Wilson RH, Sharma A, Tapales A, Agrawal R, Wheeler
MT, MacRae C, Roden DM, Roth FP, Glazer AM, Ashley EA, Parikh VN. Scaled multidimensional assays
of variant effect identify sequence-function relationships in hypertrophic cardiomyopathy. bioRxiv [Preprint].
2025 May 27:2025.05.23.655878. doi: 10.1101/2025.05.23.655878.PMID: 40501845 In revision at

Circulation

2. Floyd BJ*, Njoroge J*...Parikh VN. The contribution of RBM20 truncating Variants to Human
Cardiomyopathy. Under review at JACC: HF

3. Wang Q, Tang TM, Youlton M, Weldy CS, Kenney AM, Ronen O, Hughes JW, Chin ET, Sutton SC,
Agarwal A, Li X, Behr M, Kumbier K, Moravec CS, Tang WHW, Margulies KB, Cappola TP, Butte AJ,
Arnaout R, Brown JB, Priest JR, Parikh VN, Yu B, Ashley EA. Epistasis regulates genetic control of
cardiac hypertrophy. Nat Cardiovasc Res. 2025 Jun;4(6):740-760. doi: 10.1038/s44161-025-00656-8. Epub
2025 Jun 5.PMID: 40473955 fContributed significantly to narrative conceptualization and heavily edited manuscript

4. Hespe S, Singer ES, Reuter C, Murray B, Jordan E, Chowns J, Peters S, Mayers M, Gray B, Hershberger
RE, Owens AT, Semsarian C, Waddell A, Asatryan B, Owens E, Thaxton C, Adduru ML, Anderson K,
Brown EE, Hoffman-Andrews L, Stafford F, Bagnall RD, Bronicki L, Callewaert B, Chahal CAA, James CA,
Jarinova O, Landstrom AP, McNally EM, Muifio-Mosquera L, Parikh V, Walsh R, Wayburn B, Ware JS,
Parker BL, Porrello ER, Elliott DA, McNamara JW, Ingles J. Clinical Validity of Autosomal
Dominant ALPK3 Loss-of-Function Variants as a Cause of Hypertrophic Cardiomyopathy. Circ Genom



10.

Precis Med. 2025 Jun;18(3):e004976. doi: 10.1161/CIRCGEN.124.004976. Epub 2025 Apr

21.PMID: 40255155 tOne of several international consortia formed to study rare genetic cardiovascular diseases to which |
have contributed. | organized and contributed data from our center for inherited cardiovascular disease and participated in final
manuscript editing.

Butters A, Thomson K, Harrington F, Henden N, McGuire K, Byrne AB, Bryen S, McGurk KA, Leask M,
Ackerman MJ, Atherton J, Bos JM, Caleshu C, Day SM, Dunn K, Hayes |, Juang J, McGaughran J, Nowak
N, Parikh VN, Ronan A, Semsarian C, Tardiff JC, Tiemensma M, Merriman TR, Ware JS, Skinner JR,
MacArthur DG, Siggs OM, Bagnall RD, Ingles J. A rare splice-site variant in TNNT2: the need for ancestral
diversity in genomic reference data sets. Eur Heart J. 2025 Apr 15;46(15):1446-1449. doi:

10.1093/eurheartj/ehaf001.PMID: 40038847 tOne of several international consortia formed to study rare genetic
cardiovascular diseases to which | have contributed. | organized and contributed data from our center for inherited cardiovascular
disease and participated in final manuscript editing.

Filamin C Registry Consortium; Gigli M, Stolfo D, Barbati G, Graw S, Chen SN, Merlo M, Medo K, Gregorio
C, Dal Ferro M, Paldino A, Perotto M, Peter van Tintelen J, Te Riele ASJM, Baas AF, Wilde AM, Amin AS,
Houweling AC, Elliott P, Cannie D, Michels M, Schoonvelde SAC, Prasad S, Tayal PU, Yazdani M, Morris-
Rosendahl D, Garcia-Pavia P, Cabrera-Romero E, Bauce B, Pilichou K, Fatkin D, Johnson R, Judge DP,
Foil KL, Heymans S, Verdonschot JAJ, Stroeks SLVM, Lakdawala NK, Anisha P, O'Neill M, Shoemaker
MB, Roden DM, Calkins H, James CA, Murray B, Parikh VN, Ashley EA, Reuter C, Imazio M, Canepa M,
Ameri P, Song J, Sinagra G, Taylor MRG, Mestroni L. Arrhythmic Risk Stratification of Carriers of Filamin C
Truncating Variants. JAMA Cardiol. 2025 Feb 12:245543. doi: 10.1001/jamacardio.2024.5543. Online

ahead of print.PMID: 39937464 tOne of several international consortia formed to study rare genetic cardiovascular diseases
to which | have contributed. | organized and contributed data from our center for inherited cardiovascular disease and participated
in final manuscript editing.

Butters A, Arnott C, Sweeting J, Claggett B, Cuomo AS, Abrams D, Ashley EA, Day SM, Helms AS,
Lampert R, Lin KY, Michels M, Miller EM, Olivotto |, Owens A, Parikh VN, Pereira AC, Rossano JW, Ryan
TD, Saberi S, Stendahl JC, Ware JS, Atherton J, Semsarian C, Lakdawala NK, Ho CY, Ingles J. Sex-
Specific Clinical and Genetic Factors Associated With Adverse Outcomes in Hypertrophic
CardiomyopathyCirc Genom Precis Med. 2025 Feb;18(1):e004641. doi: 10.1161/CIRCGEN.124.004641.

Epub 2025 Jan 24. tOne of several international consortia formed to study rare genetic cardiovascular diseases to which |
have contributed. | organized and contributed data from our center for inherited cardiovascular disease and participated in final
manuscript editing.

Meisner JK, Renberg A, Smith ED, Tsan YC, Elder B, Bullard A, Merritt O, Zheng SL, Lakdawala N, Owens
A, Ryan TD, Miller EM, Rossano J, Lin KY, Claggett B, Ashley E, Michels M, Lampert R, Stendahl JC,
Abrahams D, Semsarian C, Parikh VN, Wheeler M, Ingles J, Day SM, Saberi S, Russell MW, Previs M, Ho
C, Ware JS, Helms AS. Low Penetrance Sarcomere Variants Contribute to Additive Risk in Hypertrophic
Cardiomyopathy. Circulation. 2024 Dec 5. doi: 10.1161/CIRCULATIONAHA.124.069398. Online ahead of

print.PMID: 39633578 tOne of several international consortia formed to study rare genetic cardiovascular diseases to which |
have contributed. | organized and contributed data from our center for inherited cardiovascular disease and participated in final
manuscript editing.

Ahluwalia M, Liu J, Olivotto I, Parikh V, Ashley EA, Michels M, Ingles J, Lampert R, Stendahl JC, Colan
SD, Abrams D, Pereira AC, Rossano JW, Ryan TD, Owens AT, Ware JS, Saberi S, Helms AS, Day S,
Claggett B, Ho CY, Lakdawala NK. The Clinical Trajectory of NYHA Functional Class | Patients With
Obstructive Hypertrophic Cardiomyopathy. JACC Heart Fail. 2025 Feb;13(2):332-343. doi:

10.1016/j.jchf.2024.09.008. Epub 2024 Nov 6. tOne of several international consortia formed to study rare genetic
cardiovascular diseases to which | have contributed. | organized and contributed data from our center for inherited cardiovascular
disease and participated in final manuscript editing.

Maurizi N, Antiochos P, Owens A, Lakdwala N, Saberi S, Russell MW, Fumagalli C, Skalidis I, Lin KY,
Nathan AS, De Feria Alsina A, Reza N, Stendahl JC, Abrams D, Semsarian C, Clagget B, Lampert R,
Wheeler M, Parikh VN, Ashley E, Michels M, Rossano J, Ryan TD, Ingles J, Ware J, Ho CY, Helms AS,
Day SM, Olivotto I.Long-Term Outcomes After Septal Reduction Therapies in Obstructive Hypertrophic
Cardiomyopathy: Insights From the SHARE Registry. Circulation. 2024 Oct 22;150(17):1377-1390. doi:
10.1161/CIRCULATIONAHA.124.069378. Epub 2024 Oct 2.PMID: 39355918 tOne of several international



11.

12.

13.

14.

15.

16.

17.

consortia formed to study rare genetic cardiovascular diseases to which | have contributed. | organized and contributed data from
our center for inherited cardiovascular disease and participated in final manuscript editing.

Kim DS, Chu EL, Keamy-Minor EE, Paranjpe ID, Tang WL, O'Sullivan JW, Desai YB, Liu MB, Munsey E,
Hecker K, Cuenco |, Kao B, Bacolor E, Bonnett C, Linder A, Lacar K, Robles N, Lamendola C, Smith A,
Knowles JW, Perez MV, Kawana M, Sallam KI, Weldy CS, Wheeler MT, Parikh VN, Salisbury H, Ashley
EA; Stanford Center for Inherited Cardiovascular Disease.One-year real-world experience with
mavacamten and its physiologic effects on obstructive hypertrophic cardiomyopathy. Front Cardiovasc
Med. 2024 Aug 30;11:1429230. doi: 10.3389/fcvm.2024.1429230. eCollection 2024.PMID: 39314763

Gasperetti A, Carrick RT, Protonotarios A, Murray B, Laredo M, van der Schaaf |, Lekanne RH, Syrris P,
Cannie D, Tichnell C, Cappelletto C, Gigli M, Medo K, Saguner AM, Duru F, Gilotra NA, Zimmerman S,
Hylind R, Abrams DJ, Lakdawala NK, Cadrin-Tourigny J, Targetti M, Olivotto |, Graziosi M, Cox M, Biagini
E, Charron P, Casella M, Tondo C, Yazdani M, Ware JS, Prasad SK, Cald L, Smith ED, Helms AS, Hespe
S, Ingles J, Tandri H, Ader F, Peretto G, Peters S, Horton A, Yao J, Dittmann S, Schulze-Bahr E, Qureshi
M, Young K, Carruth ED, Haggerty C, Parikh VN, Taylor M, Mestroni L, Wilde A, Sinagra G, Merlo M,
Gandjbakhch E, van Tintelen JP, Te Riele ASJM, Elliott PM, Calkins H, James CA. Clinical features and
outcomes in carriers of pathogenic desmoplakin variants. Eur Heart J. 2025 Jan 21;46(4):362-376. doi:
10.1093/eurheartj/ehae571.PMID: 39288222 fOne of several international consortia formed to study rare genetic

cardiovascular diseases to which | have contributed. | organized and contributed data from our center for inherited cardiovascular
disease and participated in final manuscript editing.

Carrick RT, Gasperetti A, Protonotarios A, Murray B, Laredo M, van der Schaaf I, Dooijes D, Syrris P,
Cannie D, Tichnell C, Gilotra NA, Cappelletto C, Medo K, Saguner AM, Duru F, Hylind RJ, Abrams DJ,
Lakdawala NK, Cadrin-Tourigny J, Targetti M, Olivotto |, Graziosi M, Cox M, Biagini E, Charron P,
Compagnucci P, Casella M, Conte G, Tondo C, Yazdani M, Ware JS, Prasad SK, Calo L, Smith ED, Helms
AS, Hespe S, Ingles J, Tandri H, Ader F, Peretto G, Peters S, Horton A, Yao J, Schulze-Bahr E, Dittman S,
Carruth ED, Young K, Qureshi M, Haggerty C, Parikh VN, Taylor M, Mestroni L, Wilde A, Sinagra G, Merlo
M, Gandjbakhch E, van Tintelen JP, Te Riele ASJM, Elliott P, Calkins H, Wu KC, James CA.A novel tool
for arrhythmic risk stratification in desmoplakin gene variant carriers. Eur Heart J. 2024 Aug
21;45(32):2968-2979. doi: 10.1093/eurheartj/ehae409.PMID: 39011630 tOne of several international consortia

formed to study rare genetic cardiovascular diseases to which | have contributed. | organized and contributed data from our center
for inherited cardiovascular disease and participated in final manuscript editing.

Zhang X, Theotokis PI, Li N; SHaRe Investigators; Wright CF, Samocha KE, Whiffin N, Ware JS. Genetic
constraint at single amino acid resolution in protein domains improves missense variant prioritisation and
gene discovery. Genome Med. 2024 Jul 11;16(1):88. doi: 10.1186/s13073-024-01358-

9.PMID: 38992748 tOne of several international consortia formed to study rare genetic cardiovascular diseases to which |
have contributed. | organized and contributed data from our center for inherited cardiovascular disease and participated in final
manuscript editing.

Ma JG, O'Neill MJ, Richardson E, Thomson KL, Ingles J, Muhammad A, Solus JF, Davogustto G,
Anderson KC, Shoemaker MB, Stergachis AB, Floyd BJ, Dunn K, Parikh VN, Chubb H, Perrin MJ, Roden
DM, Vandenberg JI, Ng CA, Glazer AM. Multisite Validation of a Functional Assay to

Adjudicate SCN5A Brugada Syndrome-Associated Variants. Ma JG, O'Neill MJ, Richardson E, Thomson
KL, Ingles J, Muhammad A, Solus JF, Davogustto G, Anderson Circ Genom Precis Med. 2024
Aug;17(4):e004569. doi: 10.1161/CIRCGEN.124.004569. Epub 2024 Jul 2.PMID: 38953211 tContributed

significantly to clinical data and variant interpretation

Krysov VA', Wilson RH*, Ten NS, Huang Y, Youlton N, De Jong HN; Sutton S, Wheeler MW; Ashley EA,
Grove ME, Reuter CM, Parikh VN. Regional variation in cardiovascular genes enables a tractable genome
editing strategy.Circulation: Genomic and Precision Medicine. Circ Genom Precis Med. 2024
Apr;17(2):e004370. doi: 10.1161/CIRCGEN.123.004370

Gomes B, Singh A, O’Sullivan J, Amar D, Kostur M, Haddad F, Salerno M, Parikh VN, Meder B, Ashley A.
Genetic architecture of cardiac dynamic flow volumes. Nat Genet. 2024 Feb;56(2):245-257. doi:
10.1038/s41588-023-01587-5. TContributed significantly to narrative conceptualization and heavily edited manuscript.



18.

19.

20.

21

22.

23.

24.

25.

TaiY,YuQ, Tang Y, Sun W, Kelly N, Okawa S, Zhao J, SchwantesOAn T, Lacoux C, Torrino S, Al Aaraj Y,
El Khoury W, Negi V, Liu M, Corey C, Belmonte F, Vargas S, Schwartz B, Bhat B, Chau B, Karnes J, Satoh
T, Barndt R, Wu H, Parikh VN, Wang J, Zhang Y, McNamara D, Li G, Speyer G, Wang B, Shiva S,
Kaufman B, Kim S, Gomez D, Mari B, Cho M, Boueiz A, Pauciulo M, Southgate L, Trembath R, Sitbon O,
Humbert M, Graf S, Morrell N, Rhodes C, Wilkins M, Nouraie S, Nichols W, Desai AA, Bertero T, and Chan
SY. Allele-specific genetic and hypoxic control of the INcRNA KMT2E-AS1/KMT2E drives endothelial
reprogramming in pulmonary hypertension. Sci Transl Med. 2024 Jan 10;16(729):eadd2029. doi:

10.1126/scitranslmed.add2029 *Contributed to integration of human genomics (GWAS) data into the manuscript narrative
and edited the final manuscript.

Seo K, Yamamoto Y, Kirillova A, Kawana M, Yadav S, Huang Y, Wang Q, Lane K, Pruitt B, Perez MV,
Bernstein D, Wu JC, Wheeler MT, Parikh VN, Ashley EA. Improved cardiac performance and decreased
arrhythmia in hypertrophic cardiomyopathy with non-B-blocking R-enantiomer carvedilol. Circulation. 2023
Oct 18. doi: 10.1161/CIRCULATIONAHA.123.065017. tContributed significantly to narrative conceptualization and

heavily edited manuscript.

Kornienkod, Rodriguez-Martinez M, Fenzl K, Hinze F, Grosch M, Schraivogel D, Tunaj B, Schraft L, Smith
E, Mao C, Brown E, Owens A, Saguner A, Meder B, Parikh VN, Gotthardt M, and Steinmetz L.
Mislocalization of RBM20 in dilated cardiomyopathy is caused by loss-of-interaction with Transportin-3.

Nature Communications. 18 July 2023. tContributed clinical data from our RBM20 registry, data visualization and
manuscript drafting and editing.

. Cannie DE, Syrris P, Protonotarios A, Bakalakos A, Pruny JF, Ditaranto R, Martinez-Veira C, Larrafiaga-

Moreira JM, Medo K, Bermudez-Jiménez FJ, Ben Yaou R, Leturqg F, Mezcua AR, Marini-Bettolo C, Cabrera
E, Reuter C, Limeres Freire J, Rodriguez-Palomares JF, Mestroni L, Taylor MRG, Parikh VN, Ashley EA,
Barriales-Villa R, Jiménez-Jaimez J, Garcia-Pavia P, Charron P, Biagini E, Garcia Pinilla JM, Bourke J,
Savvatis K, Wahbi K, Elliott PM. Emery-Dreifuss Muscular Dystrophy 1 is associated with high risk of

malignant ventricular arrhythmias and end-stage heart failure. Eur Heart J. 2023 Aug 28:ehad561. tOne of
several international consortia formed to study rare genetic cardiovascular diseases to which | have contributed. | organized and
contributed data from our center for inherited cardiovascular disease and participated in final manuscript editing.

Alaiwi SA, Roston TM, Marstrand P, Claggett BL, Parikh VN, Helms AS, Ingles J, Lampert R, Lakdawala
NK, Michels M, Owens AT, Rossano JW, Saberi S, Abrams DJ, Ashley EA, Semsarian C, Stendahl JC,
Ware JS, Miller E, Ryan TD, Russell MW, Day SM, Olivotto I, Vissing CR, Ho CY. Left Ventricular Systolic
Dysfunction in Patients Diagnosed With Hypertrophic Cardiomyopathy During Childhood: Insights From the
SHaRe Registry (Sarcomeric Human Cardiomyopathy). Circulation. 2023 May 25.
Do0i:10.1161/CIRCULATIONAHA.122.062517. PMID: 37226762 tOne of several international consortia formed to

study rare genetic cardiovascular diseases to which | have contributed. | organized and contributed data from our center for
inherited cardiovascular disease and participated in final manuscript editing.

Floyd BJ*, Weile J*, Kannankeril P, Glazer AM, Reuter CM, MacRae C, Ashley, EA, Roden DM, Roth FP,
Parikh,VN for the CardioVar Consortium. Proactive variant effect mapping aids diagnosis in pediatric
cardiac arrest. Circ Genom Precis Med. 2023 Feb;16(1):e003792. doi: 10.1161/CIRCGEN.122.003792.
Epub 2023 Jan 30.

Tremblay-Gravel M*, Ichimura K*, Picard K, Kawano Y, Dries AM, Haddad F, Lakdawala NK*, Wheeler
MT*, Parikh,VN*. Intrinsic atrial myopathy precedes left ventricular dysfunction and predicts atrial
fibrillation in Lamin A/C cardiomyopathy. Circ Genom Precis Med. 2023 Feb;16(1):e003480. doi:
10.1161/CIRCGEN.121.003480. Epub 2022 Dec 22.

Hoorntje ET, Burns C, Marsili L, Corden B, Parikh VN, Te Meerman GJ, Gray B, Adiyaman A, Bagnall RD,
Barge-Schaapveld DQCM, van den Berg MP, Bootsma M, Bosman LP, Correnti G, Duflou J, Eppinga RN,
Fatkin D, Fietz M, Haan E, Jongbloed JDH, Hauer AD, Lam L, van Lint FHM, Lota A, Marcelis C, McCarthy
HJ, van Mil AM, Oldenburg RA, Pachter N, Planken RN, Reuter C, Semsarian C, van der Smagt JJ,
Thompson T, Vohra J, Volders PGA, van Waning JI, Whiffin N, van den Wijngaard A, Amin AS, Wilde
AAM, van Woerden G, Yeates L, Zentner D, Ashley EA, Wheeler MT, Ware JS, van Tintelen JP, Ingles J.
Variant Location Is a Novel Risk Factor for Individuals With Arrhythmogenic Cardiomyopathy Due to a
Desmoplakin (DSP) Truncating Variant. Circ Genom Precis Med. 2023 Feb;16(1):e003672. doi:



26.

27.

28.

29.

30.

31.

10.1161/CIRCGEN.121.003672. Epub 2022 *One of several international consortia formed to study rare genetic
cardiovascular diseases to which | have contributed. | organized and contributed data from our center for inherited cardiovascular
disease and participated in final manuscript editing.

Zhang TT, Zhao SR, Alamana C, Shen M, Parikh V, Wheeler MT, Wu JC. Generation of two induced
pluripotent stem cell lines from dilated cardiomyopathy patients carrying TTN mutations. Stem Cell Res.
2022 Dec;65:102941. doi: 10.1016/j.scr.2022.102941. Epub 2022 Oct 13. tThese cell lines were established from

my clinic patients. | contributed data on their clinical course and participated in critical review of the manuscript.

Gimeno JR, Olivotto I, Rodriguez Al, Ho CY, Fernandez A, Quiroga A, Espinosa MA, Gémez-Gonzalez C,
Robledo M, Tojal-Sierra L, Day SM, Owens A, Barriales-Villa R, Larrafiaga JM, Rodriguez-Palomares J,
Gonzalez-Del-Hoyo M, Piqueras-Flores J, Reza N, Chumakova O, Ashley EA, Parikh V, Wheeler, MT,
Jocoby, D, Pereira A, Saberi S, Helms A, Villacorta E, Gallego-Delado M, Castro D, Dominguez F, Ripoll-
Vera T, Zorio-Grima, E, Sanchez-Martinez, J, Garcia-Alevare A, Arbelo E, Mogollon V, Fuentes-Canamero,
ME, Grande E, Pena C, Monserrat L, Lakdawala NK. Impact of SARS-Cov-2 infection in patients with
hypertrophic cardiomyopathy: results of an international multicenter registry. ESC Heart Fail. 2022
Aug;9(4):2189-2198. doi: 10.1002/ehf2.13964. Epub 2022 Jun 3. tOne of several international consortia formed to

study rare genetic cardiovascular diseases to which | have contributed. | organized and contributed data from our center for
inherited cardiovascular disease and participated in final manuscript editing.

Parikh VN*, Alexander G. loannidis*, David Jimenez-Morales, John E. Gorzynski,, Hannah N. De Jong,,
Xiran Liu, Jonasel Roque, Victoria P. Cepeda-Espinoza, Kazutoyo Osoegawa, Chris Hughes,, Shirley C.
Sutton, Nathan Youlton, Ruchi Joshi, David Amar, Yosuke Tanigawa, Douglas Russo, Justin Wong, Jessie
T. Lauzon, Jacob Edelson, Daniel Mas Montserrat, Yongchan Kwon, Simone Rubinacci, Olivier Delaneau,
Lorenzo Cappello, Jaehee Kim, Massa J. Shoura,, Archana N. Raja, Nathaniel Watson, Nathan Hammond,
Elizabeth Spiteri, Kalyan C. Mallempati, Gonzalo Montero-Martin, Jeffrey Christle, Jennifer Kim, Anna
Kirillova, Kinya Seo, Yong Huang, Chunli Zhao, Sonia Moreno-Grau, Steven G. Hershman, Karen P.
Dalton, Jimmy Zhen, Jack Kamm, Karan D. Bhatt, Alina Isakova, Maurizio Morri, Thanmayi Ranganath,
Catherine A. Blish, Angela J. Rogers, Kari Nadeau, Samuel Yang, Andra Blomkalns, Ruth O’Hara, Norma
F. Neff, Christopher DeBoever, Sandor Szalma, Matthew T. Wheeler, Christian M. Gates, Kyle Farh, Gary
P. Schroth, Phil Febbo, Francis deSouza, Omar E. Cornejo, Marcelo Fernandez-Vina,, Amy Kistler, Julia A.
Palacios, Benjamin A. Pinsky, Carlos D. Bustamante*, Manuel A. Rivas*, and Euan A. Ashley*.
Deconvoluting complex correlates of COVID19 severity with local ancestry inference and viral
phylodynamics: Results of a multiomic pandemic tracking strategy. Nature Communications. 2022 Aug
30;13(1):5107. doi: 10.1038/s41467-022-32397-8 PMID: 36042219

De Jong HN, Dewey FE, Cordero P, Victorio RA, Kirillova A, Huang Y, Madhvani R, Seo K, Werdich AA,
Lan F, Orcholski M, Liu WR, Erbilgin A, Wheeler MT, Chen R, Pan S, Kim YM, Bommakanti K, Marcou CA,
Bos JM, Haddad F, Ackerman M, Vasan RS, MacRae C, Wu JC, de Jesus Perez V, Snyder M, Parikh
VN*, Ashley EA*. Wnt Signaling Interactor WTIP (Wilms Tumor Interacting Protein) Underlies Novel
Mechanism for Cardiac Hypertrophy. Circulation: Genomic and Precision Medicine. 2022
Aug;15(4):e003563. doi: 10.1161/CIRCGEN.121.003563. Epub 2022 Jun 7. PMID: 35671065

Sidhu K, Castrini Al, Parikh V, Reza N, Owens A, Tremblay-Gravel M, Wheeler MT, Mestroni L, Taylor M,
Graw S, Gigli M, Merlo M, Paldino A, Sinagra G, Judge DP, Ramos H, Mesubi O, Brown E, Turnbull S,
Kumar S, Roy D, Tedrow UB, Ngo L, Haugaa K, Lakdawala NK. The response to cardiac resynchronization
therapy in LMNA cardiomyopathy. Eur J Heart Fail. 2022 Apr;24(4):685-693. doi: 10.1002/ejhf.2463. Epub

2022 Mar 14. tOne of several international consortia formed to study rare genetic cardiovascular diseases to which | have
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