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	Statistics
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A. Positions and Honors

Employment/Experience

1977-80 
Research Officer. Institute for Biostatistics, Medical Research Council, Cape Town, South Africa 

1985-86 
South African Medical Research Council, Institute for Biostatistics.  Research Biostatistician.

1986-94 

Member of Technical Staff, Statistics and Data Analysis Research Group, AT&T Bell Laboratories, 
   New Jersey

1994 

Associate Professor (tenured), Departments of Statistics and Health Research and Policy, 




   Stanford University

1999- 
Professor, Departments of Statistics and Health Research and Policy, Stanford University
Professional Activities/Honors

1998 
Elected Fellow of the American Statistical Association

1997 
IMS Keynote Speaker, IMS Asian and Pacific regional meeting, Taiwan

1996
Myrto Lefkopoulou Distinguished Lecturer, Harvard Biostatistics Department

1996
Craig Distinguished Lecturer, University of Iowa

1996 
Elected Fellow of the Institute of Mathematical Statistics

1995 -
Associate Editor, J. Data Mining and Knowledge Discovery

1995-2001
Associate Editor, Annals of Statistics

1994
Elected member of International Statistics Institute

1994 
Chair, Statistical Computing Section, ASA

1992 
Program Chair, Statistical Computing Section, ASA

1989-1991 
Associate Editor, Technometrics

1989 
Secretary-Treasurer, Statistical Computing Section, ASA

1984 
Member of International Statistical Institute
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C.  Ongoing Research Support

O                     
Active

DMS-0505676 (Hastie)   
08/01/05– 07/31/09
 

National Science Foundation 





Flexible Statistical Modeling

Goals: The major goal of this project is to apply modern nonparametric regression approaches to a variety of problems, including regression, classification, and multivariate modeling.

Role: PI

R01 CA112270 (Van de Rijn)   
08/29/05 – 05/31/10           
 

NIH/NCI


Molecular Characterization of Leiomyosarcoma and GIST

Goals:  The objective of this project is to examine many (>100) samples from each tumor type to reach a molecular characterization of the different subsets of tumors that exist within two categories.  During the course of this project novel diagnostic and prognostic markers and novel potential therapeutic targets will be identified.

Role: Co-Investigator

5R01 NS052236-02 (Sanger)
07/15/06-02/28/11


NIH


Failure in Motor Learning in Childhood Dystonia


Role: Co-Investigator


HL083800 (Dalman)                                                     
05/01/06-04/30/11           
 

NIH                                                                                     

AAA Disease: Mechanism, Stratification and Treatment

Goals: Abdominal aortic aneurysm (AAA) is a common, morbid, and frequently lethal disease of older individuals.  In this SCCOR project we will: 1) identify and validate novel biomarkers and strategies

for imaging so as to stratify levels of disease, 2) test the ability of exercise therapy to suppress small

AAAs, and identify and refine novel therapeutic strategies.

Role: Co-investigator

1R21 CA124663-01 (Chang)
07/01/07-06/30/12
 

NIH



Simplified Diagnosis of a Prognostic Wound Response Signature in Breast Cancer

Role: Co-Investigator

5 R01 EB001988 (Johnstone)
   07/10/08-06/30/11


NIH



    




           

New Statistical Methods for Medical Signals and Images

Goals:  The major goal of this project is to develop new statistical methods for the analysis of instrumentally acquired signals and images.

Role: Co-PI 

American Heart Association (Hlatky/Go)
10/1/08-9/30/12


AHA/PRT Outcomes Research Center



Goals:  The major goals of the Outcomes Research Center, a joint endeavor of Stanford University School of Medicine and the Kaiser Permanente of Northern California Division of Research, will include two research projects:  1) Defining and delivering optimal therapy for coronary artery disease in clinical practice, and 2) Longitudinal effectiveness and safety of pharmacologic and device therapies for chronic heart failure.

Completed Research Support

R01-AR39421 (Andriacchi)   
07/01/01 - 05/31/06


National Institutes of Health


Anterior Cruciate Ligaments, Functional Biomechanics

This is a study of the functional limitations associated with ACL injury and reconstruction.

Role: Co-Investigator
5 R21 AI057188  (Relman)  PAXFO

08/01/05 – 07/31/07


National Institutes of Health                                             

Analytical Tools for Comparative Microbial Genomics

Goals: Develop methods for automatically calling gene losses in families of bacteria using data from CGH experiments.

Role: Co-Investigator

SU Comprehensive Cancer Center (H. Chang)
08/01/06-07/30/07

Stanford Cancer Center

Pilot Studies Toward A Phase 1 Trial of a Targeted Therapy for Breast Cancers Exhibiting the Poor-

Prognosis Wound Signature

Goal: To devise a clinical trial to test the wound signature as a predictor of bortezomib response in breast cancer.

Role: Co-Investigator
3723 (Ariagno)     
 08/01/05 – 07/31/08


The Gerber Foundation


The Well Nourished and Sleeping Preterm Infant Will Have Improved Brain Development and

Neurodevelopment Outcome

Goals: To study a nutritional intervention to improve the nutrition, quantity of sleep, growth and brain development plus later neuro-developmental out-comes of very low birth weight (VLBW) preterm infants.

Role: Co-Investigator



