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A. Personal Statement
My career spanning nine years as a data curator has given me a lot of experience and perspective into
the workings of scientific data and metadata, and its organization. During my time before graduate school,
I attained experience on a variety of fieldwork projects in ecology (2008-2013). During these temporary
seasonal assignments, the importance of precision and care in data collection was impressed in me.
When I went to graduate school at San Francisco State University (2013-2016), I gained experience in all
parts of a molecular biology experiment, from fieldwork to labwork to data analysis. After graduation, I
worked at a microbiome focused startup company, Second Genome, as their data curator (2016-2021).
While there, I was responsible for curation of metadata for both internal studies for R&D and for clients,
and for external studies being brought in for our internal Knowledgebase. While there, I developed an
appreciate for ontologies, and developed a custom Second Genome Ontology to handle our metadata. I
moved on to the Lattice group, located at Stanford University, where I continued to expand my skills in
data curation (2021-present). I have gained experience in handling single cell datasets and their
associated metadata, and curating them to meet precise standards. I strive to work collaboratively with
data contributors in order to ensure FAIR data standards.
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B. Positions, Scientific Appointments and Honors



Positions and Scientific Appointments
2021 - Data Wrangler, Stanford University
2016 - 2021 Data Curator, Second Genome Inc.

Honors
2016 Outstanding Graduate Assistant award, San Francisco State University
2014 ARCS (Achievement Rewards for College Scientists) Scholar, ARCS Foundation

C. Contribution to Science

1. During my master’s research, I focused on population genetics of nonmodel organisms in natural
populations. My intention was to test the neutral theory of genetic variation, by testing the relationship
between population size and genetic diversity in four desert lizard species. I used trophic level as a
proxy for long term population size, as well as field observations of abundance. I found the inverse of
what I expected, with no greater genetic diversity in larger sized populations. As I did not find evidence
of selection on the loci sequenced for this study, my results did not support neutral theory predictions.
a. Rutherford EM, Ontano A, Kantor C, Routman EJ. Genetic variation across trophic levels: A test of

the correlation between population size and genetic diversity in sympatric desert lizards. PLoS
One. 2019;14(12):e0224040. PubMed Central PMCID: PMC6894812.

2. My career after graduate school has focused on the curation of scientific data and metadata to FAIR
principles (emphasizing Findability, Accessibility, Interoperability, and Reuse). I worked at a startup
company, Second Genome Inc, focused on the development of drugs and other products based on
microbiome data. I was responsible for curating metadata for inclusion in their proprietary
Knowledgebase, used for data analysis and drug discovery. I developed a custom ontology to fit the
needs of the company. The biggest focus of the company was on human health, although I also
curated studies with animal data and worked on an agricultural product partnership. In this way, I was
able to support multiple projects in different branches of science and industry. I worked with scientists
to help analyze their data and develop better models.
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3. I have continued my work in data curation by working on the Lattice team, which focuses on the
curation of single-cell genomics datasets. My focus has been on data generated for the Chan
Zuckerberg Initiative’s Cell Science program, which aims to make the funded data publicly available
through CZ CELLxGENE and through the Human Cell Atlas Data Portal. I contribute by working with
data generating groups to get their data, and then transform it into a standardized data/metadata
format that can be accepted into these public repositories for later reuse.
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       My career after graduate school has focused on the curation of scientific data and metadata to FAIR principles (emphasizing Findability, Accessibility, Interoperability, and Reuse).  I worked at a startup company, Second Genome Inc, focused on the development of drugs and other products based on microbiome data.  I was responsible for curating metadata for inclusion in their proprietary Knowledgebase, used for data analysis and drug discovery.  I developed a custom ontology to fit the needs of the company.  The biggest focus of the company was on human health, although I also curated studies with animal data and worked on an agricultural product partnership.  In this way, I was able to support multiple projects in different branches of science and industry.  I worked with scientists to help analyze their data and develop better models.
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       I have continued my work in data curation by working on the Lattice team, which focuses on the curation of single-cell genomics datasets.  My focus has been on data generated for the Chan Zuckerberg Initiative’s Cell Science program, which aims to make the funded data publicly available through CZ CELLxGENE and through the Human Cell Atlas Data Portal.  I contribute by working with data generating groups to get their data, and then transform it into a standardized data/metadata format that can be accepted into these public repositories for later reuse.
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       My career spanning nine years as a data curator has given me a lot of experience and perspective into the workings of scientific data and metadata, and its organization.  During my time before graduate school, I attained experience on a variety of fieldwork projects in ecology (2008-2013).  During these temporary seasonal assignments, the importance of precision and care in data collection was impressed in me.  When I went to graduate school at San Francisco State University (2013-2016), I gained experience in all parts of a molecular biology experiment, from fieldwork to labwork to data analysis.  After graduation, I worked at a microbiome focused startup company, Second Genome, as their data curator (2016-2021).  While there, I was responsible for curation of metadata for both internal studies for R&D and for clients, and for external studies being brought in for our internal Knowledgebase.  While there, I developed an appreciate for ontologies, and developed a custom Second Genome Ontology to handle our metadata.  I moved on to the Lattice group, located at Stanford University, where I continued to expand my skills in data curation (2021-present).  I have gained experience in handling single cell datasets and their associated metadata, and curating them to meet precise standards.  I strive to work collaboratively with data contributors in order to ensure FAIR data standards.
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