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• Administrative Contact
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Bio

ACADEMIC APPOINTMENTS
• Professor, Structural Biology

• Member, Bio-X

• Member, Maternal & Child Health Research Institute (MCHRI)

• Member, Stanford Cancer Institute

HONORS AND AWARDS
• Pew Scholar in the Biomedical Sciences, Pew Foundation (1996-2001)

• Investigator Award, Cancer Research Institute (1999-2003)

• Research Scholar, Leukemia and Lymphoma Society (2001-2006)

• NIH Merit Award, NIAID/NIH (2001-2011)

• Fellow, American Academy of Microbiology (2008)

PROFESSIONAL EDUCATION
• Ph.D., University of Basel, Switzerland , Biophysical Chemistry (1986)

• B.S., Stanford University , Chemistry (1982)

Research & Scholarship

CURRENT RESEARCH AND SCHOLARLY INTERESTS
The Jardetzky laboratory is studying the structures and mechanisms of macromolecular complexes important in viral pathogenesis, allergic

hypersensitivities and the regulation of cellular growth and differentiation, with an interest in uncovering novel conceptual approaches to intervening in

disease processes. Ongoing research projects include studies of paramyxovirus and herpesvirus entry mechanisms, IgE-receptor structure and function

and TGF-beta ligand signaling pathways.
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Teaching

STANFORD ADVISEES
Doctoral Dissertation Reader (AC)

Min Sung Cho

Doctoral Dissertation Advisor (AC)

Anthony Buzzanco, Kif Lim

Doctoral Dissertation Co-Advisor (AC)

Andras Sagi

GRADUATE AND FELLOWSHIP PROGRAM AFFILIATIONS
• Biophysics (Phd Program)

• Immunology (Phd Program)

• Structural Biology (Phd Program)

Publications

PUBLICATIONS

• High-affinity omalizumab variants with optimized disruptive potency prevent anaphylaxis in vivo. The Journal of allergy and clinical
immunology
Brigger, D., Guntern, P., Pennington, L. F., van Brummelen, R., Jardetzky, T. S., Eggel, A.
2025

• Structural and Functional Insights Into IgE Receptor Interactions and Disruptive Inhibition. Immunological reviews
Eggel, A., Jardetzky, T. S.
2025; 331 (1): e70031

• High-affinity omalizumab variants with optimized disruptive efficacy accelerate allergic effector cell desensitization
Eggel, A., Pennington, L. F., Brigger, D., van Brummelen, R., Guntern, P., Jardetzky, T. S.
SMW supporting association.2024: 16S

• Characterization of anti-IgE molecules to inhibit IgE: receptor interactions and suppress IgE production in B-cells.
Guntern, P., Pennington, L., Nyffeler, S., Jardetzky, T., Eggel, A.
SMW supporting association.2024: 16S-17S

• Therapeutic monoclonal antibodies in allergy: Targeting IgE, cytokine, and alarmin pathways. Immunological reviews
Eggel, A., Pennington, L. F., Jardetzky, T. S.
2024

• Functional and structural basis of human parainfluenza virus type 3 neutralization with human monoclonal antibodies. Nature microbiology
Suryadevara, N., Otrelo-Cardoso, A. R., Kose, N., Hu, Y., Binshtein, E., Wolters, R. M., Greninger, A. L., Handal, L. S., Carnahan, R. H., Moscona,
A., Jardetzky, T. S., Crowe, J. E.
2024

• The Disruptive Anti-IgE Molecule KIH_E07_79 Rapidly Desensitizes Allergic Effector Cells and Suppresses IgE Production in B-cells
Guntern, P., Pennington, L., Brigger, D., Jardetzky, T., Eggel, A.
MOSBY-ELSEVIER.2024: AB63

• Potent cross-neutralization of respiratory syncytial virus and human metapneumovirus through a structurally conserved antibody
recognition mode. Cell host & microbe
Wen, X., Suryadevara, N., Kose, N., Liu, J., Zhan, X., Handal, L. S., Williamson, L. E., Trivette, A., Carnahan, R. H., Jardetzky, T. S., Crowe, J. E.
2023
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• Suppression of IgE production in primary human B-cells using a novel anti- IgE molecule
Guntern, P., Pennington, L., Nyffeler, S., Jardetzky, T., Eggel, A.
WILEY.2023: 8

• Sex-specific differences in immune response to SARS-CoV-2 vaccination vanish with age. Allergy
Brigger, D., Guntern, P., Jonsdottir, H. R., Pennington, L. F., Weber, B., Taddeo, A., Zimmer, G., Leborgne, N. G., Benarafa, C., Jardetzky, T. S.,
Eggel, A.
2023

• Identification of functionally important domains of human cytomegalovirus gO that act after trimer binding to receptors. PLoS pathogens
Chin, A., Liu, J., Jardetzky, T., Johnson, D. C., Vanarsdall, A.
2022; 18 (4): e1010452

• Directed evolution of and structural insights into antibody-mediated disruption of a stable receptor-ligand complex. Nature communications
Pennington, L. F., Gasser, P., Kleinboelting, S., Zhang, C., Skiniotis, G., Eggel, A., Jardetzky, T. S.
2021; 12 (1): 7069

• Direct comparison of antibody responses to four SARS-CoV-2 vaccines in Mongolia. Cell host & microbe
Dashdorj, N. J., Wirz, O. F., Roltgen, K., Haraguchi, E., Buzzanco, A. S., Sibai, M., Wang, H., Miller, J. A., Solis, D., Sahoo, M. K., Arunachalam, P.
S., Lee, A. S., Shah, et al
2021

• Fast acting disruptive IgE inhibitors rapidly desensitize allergic effector cells and resolve IgE-mediated anaphylaxis
Pennington, L. F., Gasser, P., Brigger, D., Guntern, P., Eggel, A., Jardetzky, T. S.
WILEY.2021: 21

• Cryo-Electron Microscopy Structure and Interactions of the Human Cytomegalovirus gHgLgO Trimer with Platelet-Derived Growth Factor
Receptor Alpha. mBio
Liu, J., Vanarsdall, A., Chen, D., Chin, A., Johnson, D., Jardetzky, T. S.
2021; 12 (5): e0262521

• Invited review: The role of allergen-specific IgE, IgG and IgA in allergic disease. Allergy
Shamji, M. H., Valenta, R., Jardetzky, T., Verhasselt, V., Durham, S. R., Wurtzen, P. A., van Neerven, R. J.
2021

• Structure-guided design of ultrapotent disruptive IgE inhibitors to rapidly terminate acute allergic reactions. The Journal of allergy and
clinical immunology
Pennington, L. F., Gasser, P., Brigger, D., Guntern, P., Eggel, A., Jardetzky, T. S.
2021

• Bottom-up de novo design of functional proteins with complex structural features. Nature chemical biology
Yang, C., Sesterhenn, F., Bonet, J., van Aalen, E. A., Scheller, L., Abriata, L. A., Cramer, J. T., Wen, X., Rosset, S., Georgeon, S., Jardetzky, T., Krey,
T., Fussenegger, et al
2021

• EphrinB2 clustering by Nipah virus G is required to activate and trap F intermediates at supported lipid bilayer-cell interfaces. Science
advances
Wong, J. J., Chen, Z. n., Chung, J. K., Groves, J. T., Jardetzky, T. S.
2021; 7 (5)

• IPSE, a urogenital parasite-derived immunomodulatory molecule, suppresses bladder pathogenesis and anti-microbial peptide gene
expression in bacterial urinary tract infection. Parasites & vectors
Mbanefo, E. C., Le, L., Pennington, L. F., Hsieh, Y. J., Odegaard, J. I., Lapira, K., Jardetzky, T. S., Falcone, F. H., Hsieh, M. H.
2020; 13 (1): 615

• Epstein-Barr Virus gH/gL and Kaposi's Sarcoma-Associated Herpesvirus gH/gL Bind to Different Sites on EphA2 To Trigger
Fusion JOURNAL OF VIROLOGY
Chen, J., Schaller, S., Jardetzky, T. S., Longnecker, R.
2020; 94 (21)

• The structural basis of herpesvirus entry. Nature reviews. Microbiology
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Connolly, S. A., Jardetzky, T. S., Longnecker, R.
2020

• Accuracy of serological testing for SARS-CoV-2 antibodies: first results of a large mixed-method evaluation study. Allergy
Brigger, D., Horn, M. P., Pennington, L. F., Powell, A. E., Siegrist, D., Weber, B., Engler, O., Piezzi, V., Damonti, L., Iseli, P., Hauser, C., Froehlich, T.
K., Villiger, et al
2020

• EBV gH/gL and KSHV gH/gL bind to different sites on EphA2 to trigger fusion. Journal of virology
Chen, J., Schaller, S., Jardetzky, T. S., Longnecker, R.
2020

• SARS-CoV-2 Antibody Responses Correlate with Resolution of RNAemia But Are Short-Lived in Patients with Mild Illness. medRxiv : the
preprint server for health sciences
Röltgen, K., Wirz, O. F., Stevens, B. A., Powell, A. E., Hogan, C. A., Najeeb, J., Hunter, M., Sahoo, M. K., Huang, C., Yamamoto, F., Manalac, J.,
Otrelo-Cardoso, A. R., Pham, et al
2020

• The role of IgE glycosylation patterns on its biological activity
Guntern, P., Gasser, P., Ruppli, R., Pennington, L., Brigger, D., Zbaren, N., Jardetzky, T., Eggel, A.
WILEY.2020: 65–66

• Defining the features and duration of antibody responses to SARS-CoV-2 infection associated with disease severity and outcome. Science
immunology
Röltgen, K. n., Powell, A. E., Wirz, O. F., Stevens, B. A., Hogan, C. A., Najeeb, J. n., Hunter, M. n., Wang, H. n., Sahoo, M. K., Huang, C. n.,
Yamamoto, F. n., Manohar, M. n., Manalac, et al
2020; 5 (54)

• The mechanistic and functional profile of the therapeutic anti-IgE antibody ligelizumab differs from omalizumab. Nature communications
Gasser, P. n., Tarchevskaya, S. S., Guntern, P. n., Brigger, D. n., Ruppli, R. n., Zbären, N. n., Kleinboelting, S. n., Heusser, C. n., Jardetzky, T. S.,
Eggel, A. n.
2020; 11 (1): 165

• De novo protein design enables the precise induction of RSV-neutralizing antibodies. Science (New York, N.Y.)
Sesterhenn, F. n., Yang, C. n., Bonet, J. n., Cramer, J. T., Wen, X. n., Wang, Y. n., Chiang, C. I., Abriata, L. A., Kucharska, I. n., Castoro, G. n.,
Vollers, S. S., Galloux, M. n., Dheilly, et al
2020; 368 (6492)

• Human B Cell Clonal Expansion and Convergent Antibody Responses to SARS-CoV-2. Cell host & microbe
Nielsen, S. C., Yang, F. n., Jackson, K. J., Hoh, R. A., Röltgen, K. n., Jean, G. H., Stevens, B. A., Lee, J. Y., Rustagi, A. n., Rogers, A. J., Powell, A.
E., Hunter, M. n., Najeeb, et al
2020

• IPSE, an abundant egg-secreted protein of the carcinogenic helminth Schistosoma haematobium, promotes proliferation of bladder cancer
cells and angiogenesis. Infectious agents and cancer
Mbanefo, E. C., Agbo, C. T., Zhao, Y., Lamanna, O. K., Thai, K. H., Karinshak, S. E., Khan, M. A., Fu, C., Odegaard, J. I., Saltikova, I. V., Smout, M.
J., Pennington, L. F., Nicolls, et al
2020; 15: 63

• IPSE, a parasite-derived, host immunomodulatory infiltrin protein, alleviates resiniferatoxin-induced bladder pain. Molecular pain
Ishida, K., Mbanefo, E. C., Le, L., Lamanna, O., Pennington, L. F., Finkel, J. C., Jardetzky, T. S., Falcone, F. H., Hsieh, M. H.
2020; 16: 1744806920970099

• Human B cell clonal expansion and convergent antibody responses to SARS-CoV-2. bioRxiv : the preprint server for biology
Nielsen, S. C., Yang, F. n., Jackson, K. J., Hoh, R. A., Röltgen, K. n., Stevens, B. n., Lee, J. Y., Rustagi, A. n., Rogers, A. J., Powell, A. E., Najeeb, J.
n., Otrelo-Cardoso, A. R., Yost, et al
2020

• Molecular, structural and mechanistic insight into ligelizumab mediated suppression of IgE dependent allergic responses
Gasser, P., Tarchevskaya, S. S., Guntern, P., Brigger, D., Zbaren, N., Kleinboelting, S., Heusser, C., Jardetzky, T. S., Eggel, A.
WILEY.2019: 115
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• IPSE, a parasite-derived host immunomodulatory protein, is a potential therapeutic for hemorrhagic cystitis AMERICAN JOURNAL OF
PHYSIOLOGY-RENAL PHYSIOLOGY
Zee, R. S., Mbanefo, E. C., Le, L. H., Pennington, L. F., Odegaard, J., Jardetzky, T. S., Alouffi, A., Akinwale, J., Falcone, F. H., Hsieh, M. H.
2019; 316 (6): F1133–F1140

• HCMV trimer- and pentamer-specific antibodies synergize for virus neutralization but do not correlate with congenital
transmission PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Vanarsdall, A. L., Chin, A. L., Liu, J., Jardetzky, T. S., Mudd, J. O., Orloff, S. L., Streblow, D., Mussi-Pinhata, M. M., Yamamoto, A. Y., Duarte, G., Britt,
W. J., Johnson, D. C.
2019; 116 (9): 3728-3733

• IPSE, a parasite-derived host immunomodulatory protein, is a potential therapeutic for hemorrhagic cystitis. American journal of physiology.
Renal physiology
Zee, R. S., Mbanefo, E. C., Le, L. H., Pennington, L. F., Odegaard, J., Jardetzky, T. S., Alouffi, A., Akinwale, J., Falcone, F. H., Hsieh, M. H.
2019

• Ephrin Receptor A4 is a New Kaposi's Sarcoma-Associated Herpesvirus Virus Entry Receptor. mBio
Chen, J., Zhang, X., Schaller, S., Jardetzky, T. S., Longnecker, R.
2019; 10 (1)

• IPSE, a urogenital parasite-derived immunomodulatory protein, ameliorates ifosfamide-induced hemorrhagic cystitis through
downregulation of proinflammatory pathways SCIENTIFIC REPORTS
Mbanefo, E. C., Le, L., Zee, R., Banskota, N., Ishida, K., Pennington, L. F., Odegaard, J. I., Jardetzky, T., Alouffi, A., Falcone, F. H., Hsieh, M. H.
2019; 9

• IPSE, a urogenital parasite-derived immunomodulatory protein, ameliorates ifosfamide-induced hemorrhagic cystitis through
downregulation of pro-inflammatory pathways. Scientific reports
Mbanefo, E. C., Le, L., Zee, R., Banskota, N., Ishida, K., Pennington, L. F., Odegaard, J. I., Jardetzky, T. S., Alouffi, A., Falcone, F. H., Hsieh, M. H.
2019; 9 (1): 1586

• HCMV trimer- and pentamer-specific antibodies synergize for virus neutralization but do not correlate with congenital
transmission. Proceedings of the National Academy of Sciences of the United States of America
Vanarsdall, A. L., Chin, A. L., Liu, J., Jardetzky, T. S., Mudd, J. O., Orloff, S. L., Streblow, D., Mussi-Pinhata, M. M., Yamamoto, A. Y., Duarte, G., Britt,
W. J., Johnson, D. C.
2019

• The soluble isoform of human Fc epsilon RI is an endogenous inhibitor of IgE-mediated mast cell responses ALLERGY
Monino-Romero, S., Erkert, L., Schmidthaler, K., Diesner, S. C., Sallis, B. F., Pennington, L., Jardetzky, T., Oettgen, H. C., Bohle, B., Fiebiger, E.,
Szepfalusi, Z.
2019; 74 (2): 236–45

• H-IPSE, A PATHOGEN-SECRETED HOST NUCLEUS-INFILTRATING PROTEIN (INFILTRIN), HAS A LIMITED RANGE OF TARGET CELLS
Lamanna, O., Mbanefo, E., Ishida, K., Pennington, L., Jardetzky, T., Falcone, F., Hsieh, M.
AMER SOC TROP MED & HYGIENE.2019: 23

• Ephrin Receptor A4 is a New Kaposi's Sarcoma-Associated Herpesvirus Virus Entry Receptor MBIO
Chen, J., Zhang, X., Schaller, S., Jardetzky, T. S., Longnecker, R.
2019; 10 (1)

• Driving Immune Responses with Synthetic Proteins - Development of De Novo Designed Immunogens to Elicit Respiratory Syncytial Virus
Neutralizing Antibodies
Sesterhenn, F., Yang, C., Bonet, J., Galloux, M., Wen, X., Cramer, J., Henrioud, P., Rosset, S., Eleouet, J., Jardetzky, T., Krey, T., Riffault, S., Correia,
et al
WILEY.2018: 49–50

• The human cytomegalovirus trimer and pentamer promote sequential steps in entry into epithelial and endothelial cells at cell surfaces
and endosomes. Journal of virology
Liu, J., Jardetzky, T. S., Chin, A. L., Johnson, D. C., Vanarsdall, A. L.
2018

• Therapeutic exploitation of IPSE, a urogenital parasite-derived host modulatory protein, for chemotherapy-induced hemorrhagic
cystitis FASEB JOURNAL
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Mbanefo, E. C., Le, L., Pennington, L. F., Odegaard, J. I., Jardetzky, T. S., Alouffi, A., Falcone, F. H., Hsieh, M. H.
2018; 32 (8): 4408–19

• An engineered IgE-Fc variant inhibits basophil degranulation ex vivo
Gasser, P., Brigger, D., Zbaren, N., Jardetzky, T., Pennington, L., Eggel, A.
WILEY.2018: 610

• Ephrin receptor A2 is a functional entry receptor for Epstein-Barr virus. Nature microbiology
Chen, J. n., Sathiyamoorthy, K. n., Zhang, X. n., Schaller, S. n., Perez White, B. E., Jardetzky, T. S., Longnecker, R. n.
2018

• THE INTERLEUKIN-4 INDUCING PRINCIPLE FROM <it>SCHISTOSOMA MANSONI</it> EGGS (IPSE) EXACERBATES UTI-INDUCED PAIN
AND SUPPRESSES ANTI-MICROBIAL PEPTIDE PRODUCTION
Mbanefo, E., Pennington, L., Lapira, K., Jardetzky, T., Falcone, F., Hsieh, M.
AMER SOC TROP MED & HYGIENE.2018: 7

• CD147 Promotes Entry of Pentamer-Expressing Human Cytomegalovirus into Epithelial and Endothelial Cells. mBio
Vanarsdall, A. L., Pritchard, S. R., Wisner, T. W., Liu, J. n., Jardetzky, T. S., Johnson, D. C.
2018; 9 (3)

• Epstein-Barr Virus Fusion with Epithelial Cells Triggered by gB Is Restricted by a gL Glycosylation Site JOURNAL OF VIROLOGY
Mohl, B. S., Chen, J., Park, S., Jardetzky, T. S., Longnecker, R.
2017; 91 (23)

• THERAPEUTIC EXPLOITATION OF IPSE, A UROGENITAL PARASITE-DERIVED HOST MODULATORY PROTEIN, FOR CHEMOTHERAPY-
INDUCED HEMORRHAGIC CYSTITIS
Mbanefo, E. C., Pennington, L., Jardetzky, T., Hsieh, M.
AMER SOC TROP MED & HYGIENE.2017: 180

• SCHISTOSOMA HAEMATOBIUM IPSE, A CANDIDATE PRO-ONCOGENIC FACTOR
Mbanefo, E., Saltykova, I., Pennington, L., Jardetzky, T., Brindley, P., Hsieh, M.
AMER SOC TROP MED & HYGIENE.2017: 180

• Inhibition of EBV-mediated membrane fusion by anti-gHgL antibodies. Proceedings of the National Academy of Sciences of the United States
of America
Sathiyamoorthy, K., Jiang, J., Möhl, B. S., Chen, J., Zhou, Z. H., Longnecker, R., Jardetzky, T. S.
2017

• The COMPLEXity in herpesvirus entry. Current opinion in virology
Sathiyamoorthy, K., Chen, J., Longnecker, R., Jardetzky, T. S.
2017; 24: 97-104

• Structural basis for antibody cross-neutralization of respiratory syncytial virus and human metapneumovirus. Nature microbiology
Wen, X., Mousa, J. J., Bates, J. T., Lamb, R. A., Crowe, J. E., Jardetzky, T. S.
2017; 2: 16272-?

• H-IPSE is a pathogen-secreted host nucleus infiltrating protein (infiltrin) expressed exclusively by the Schistosoma haematobium egg
stage. Infection and immunity
Pennington, L. F., Alouffi, A. n., Mbanefo, E. C., Ray, D. n., Heery, D. M., Jardetzky, T. S., Hsieh, M. H., Falcone, F. H.
2017

• Inhibition of EBV-mediated membrane fusion by anti-gHgL antibodies Proceedings of the National Academy of Sciences
Sathiyamoorthy, K., Jiang, J., Möhl, B. S., Chen, J., Zhou, Z. H., Longnecker, R., Jardetzky, T. S.
2017

• Monomeric ephrinB2 binding induces allosteric changes in Nipah virus G that precede its full activation. Nature communications
Wong, J. J., Young, T. A., Zhang, J. n., Liu, S. n., Leser, G. P., Komives, E. A., Lamb, R. A., Zhou, Z. H., Salafsky, J. n., Jardetzky, T. S.
2017; 8 (1): 781

• Editorial overview: Virus structure and functions. Current opinion in virology
Jardetzky, T. n., Kuhn, R. n., Lamb, R. n.
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2017; 24: ix

• SCHISTOSOMA HAEMATOBIUM IPSE INDUCES CELLULAR PROLIFERATION, CELL CYCLE ALTERATIONS, ANGIOGENESIS, AND
TRANSCRIPTIONAL PROFILES CONSISTENT WITH PRO-CARCINOGENIC EFFECTS
Mbanefo, E., Saltykova, I. V., Pennington, L., Jardetzky, T., Ayoglu, B., Utz, P. J., Alouffi, A., Falcone, F. H., Brindley, P. J., Hsieh, M.
AMER SOC TROP MED & HYGIENE.2017: 203

• INFILTRINS AS A NEW CLASS OF PATHOGEN-SECRETED, HOST NUCLEUS INFILTRATING PROTEINS IN TREMATODES
Alouffi, A., Pennington, L. F., Mongan, N., Flynn, R. J., Heery, D. M., Jardetzky, T., Mbanefo, E. C., Hsieh, M. H., Falcone, F. H.
AMER SOC TROP MED & HYGIENE.2017: 203

• Structural basis for Epstein-Barr virus host cell tropism mediated by gp42 and gHgL entry glycoproteins NATURE COMMUNICATIONS
Sathiyamoorthy, K., Hu, Y. X., Mohl, B. S., Chen, J., Longnecker, R., Jardetzky, T. S.
2016; 7

• Structural basis for nonneutralizing antibody competition at antigenic site II of the respiratory syncytial virus fusion protein. Proceedings of
the National Academy of Sciences of the United States of America
Mousa, J. J., Sauer, M. F., Sevy, A. M., Finn, J. A., Bates, J. T., Alvarado, G., King, H. G., Loerinc, L. B., Fong, R. H., Doranz, B. J., Correia, B. E.,
Kalyuzhniy, O., Wen, et al
2016; 113 (44): E6849-E6858

• The Cytoplasmic Tail Domain of Epstein-Barr Virus gH Regulates Membrane Fusion Activity through Altering gH Binding to gp42 and
Epithelial Cell Attachment MBIO
Chen, J., Jardetzky, T. S., Longnecker, R.
2016; 7 (6)

• Flexibility of the Head-Stalk Linker Domain of Paramyxovirus HN Glycoprotein Is Essential for Triggering Virus Fusion JOURNAL OF
VIROLOGY
Adu-Gyamfi, E., Kim, L. S., Jardetzky, T. S., Lamb, R. A.
2016; 90 (20): 9172-9181

• Mutagenesis of Paramyxovirus Hemagglutinin-Neuraminidase Membrane-Proximal Stalk Region Influences Stability, Receptor Binding,
and Neuraminidase Activity JOURNAL OF VIROLOGY
Adu-Gyamfi, E., Kim, L. S., Jardetzky, T. S., Lamb, R. A.
2016; 90 (17): 7778-7788

• Immobilization of the N-terminal helix stabilizes prefusion paramyxovirus fusion proteins PROCEEDINGS OF THE NATIONAL ACADEMY
OF SCIENCES OF THE UNITED STATES OF AMERICA
Song, A. S., Poor, T. A., Abriata, L. A., Jardetzky, T. S., Dal Peraro, M., Lamb, R. A.
2016; 113 (27): E3844-E3851

• A Chimeric Pneumovirus Fusion Protein Carrying Neutralizing Epitopes of Both MPV and RSV PLOS ONE
Wen, X., Pickens, J., Mousa, J. J., Leser, G. P., Lamb, R. A., Crowe, J. E., Jardetzky, T. S.
2016; 11 (5)

• Structural basis of omalizumab therapy and omalizumab-mediated IgE exchange NATURE COMMUNICATIONS
Pennington, L. F., Tarchevskaya, S., Brigger, D., Sathiyamoorthy, K., Graham, M. T., Nadeau, K. C., Eggel, A., Jardetzky, T. S.
2016; 7

• Structural and Mechanistic Insights into the Tropism of Epstein-Barr Virus MOLECULES AND CELLS
Moehl, B. S., Chen, J., Sathiyamoorthy, K., Jardetzky, T. S., Longnecker, R.
2016; 39 (4): 286-291

• Comparative Mutagenesis of Pseudorabies Virus and Epstein-Barr Virus gH Identifies a Structural Determinant within Domain III of gH
Required for Surface Expression and Entry Function JOURNAL OF VIROLOGY
Moehl, B. S., Schroeter, C., Klupp, B. G., Fuchs, W., Mettenleiter, T. C., Jardetzky, T. S., Longnecker, R.
2016; 90 (5): 2285-2293

• Structure and stabilization of the Hendra virus F glycoprotein in its prefusion form PROCEEDINGS OF THE NATIONAL ACADEMY OF
SCIENCES OF THE UNITED STATES OF AMERICA
Wong, J. J., Paterson, R. G., Lamb, R. A., Jardetzky, T. S.
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2016; 113 (4): 1056-1061

• Structure and stabilization of the Hendra virus F glycoprotein in its prefusion form. Proceedings of the National Academy of Sciences of the
United States of America
Wong, J. J., Paterson, R. G., Lamb, R. A., Jardetzky, T. S.
2016; 113 (4): 1056-61

• Comparative Mutagenesis of Pseudorabies Virus and Epstein-Barr Virus gH Identifies a Structural Determinant within Domain III of gH
Required for Surface Expression and Entry Function. Journal of virology
Möhl, B. S., Schröter, C., Klupp, B. G., Fuchs, W., Mettenleiter, T. C., Jardetzky, T. S., Longnecker, R.
2015; 90 (5): 2285-2293

• Timing is everything: Fine-tuned molecular machines orchestrate paramyxovirus entry VIROLOGY
Bose, S., Jardetzky, T. S., Lamb, R. A.
2015; 479: 518-531

• Timing is everything: Fine-tuned molecular machines orchestrate paramyxovirus entry. Virology
Bose, S., Jardetzky, T. S., Lamb, R. A.
2015; 479-480: 518-31

• On the stability of parainfluenza virus 5 f proteins. Journal of virology
Poor, T. A., Song, A. S., Welch, B. D., Kors, C. A., Jardetzky, T. S., Lamb, R. A.
2015; 89 (6): 3438-3441

• Membrane Anchoring of Epstein-Barr Virus gp42 Inhibits Fusion with B Cells Even with Increased Flexibility Allowed by Engineered
Spacers. mBio
Rowe, C. L., Chen, J., Jardetzky, T. S., Longnecker, R.
2015; 6 (1)

• Three-dimensional structure of the human class II histocompatibility antigen HLA-DR1 JOURNAL OF IMMUNOLOGY
Brown, J. H., Jardetzky, T. S., Gorga, J. C., Stern, L. J., Urban, R. G., Strominger, J. L., Wiley, D. C.
2015; 194 (1): 5-11

• Pillars Article: Three-Dimensional Structure of the Human Class II Histocompatibility Antigen HLA-DR1. Nature. 1993. 364: 33-39. Journal of
immunology
Brown, J. H., Jardetzky, T. S., Gorga, J. C., Stern, L. J., Urban, R. G., Strominger, J. L., Wiley, D. C.
2015; 194 (1): 5-11

• The Conserved Disulfide Bond within Domain II of Epstein-Barr Virus gH Has Divergent Roles in Membrane Fusion with Epithelial Cells
and B Cells JOURNAL OF VIROLOGY
Moehl, B. S., Sathiyamoorthy, K., Jardetzky, T. S., Longnecker, R.
2014; 88 (23): 13570-13579

• The conserved disulfide bond within domain II of Epstein-Barr virus gH has divergent roles in membrane fusion with epithelial cells and B
cells. Journal of virology
Möhl, B. S., Sathiyamoorthy, K., Jardetzky, T. S., Longnecker, R.
2014; 88 (23): 13570-13579

• Probing the Functions of the Paramyxovirus Glycoproteins F and HN with a Panel of Synthetic Antibodies JOURNAL OF VIROLOGY
Welch, B. D., Paduch, M., Leser, G. P., Bergman, Z., Kors, C. A., Paterson, R. G., Jardetzky, T. S., Kossiakoff, A. A., Lamb, R. A.
2014; 88 (20): 11713-11725

• The Epstein-Barr Virus (EBV) Glycoprotein B Cytoplasmic C-Terminal Tail Domain Regulates the Energy Requirement for EBV-Induced
Membrane Fusion JOURNAL OF VIROLOGY
Chen, J., Zhang, X., Jardetzky, T. S., Longnecker, R.
2014; 88 (20): 11686-11695

• Active desensitisation of allergic effector cells by disruptive IgE inhibitors
Eggel, A., Baravalle, G., Hobi, G., Kim, B., Buschor, P., Forrer, P., Shin, J., Vogel, M., Stadler, B. M., Dahinden, C. A., Jardetzky, T. S.
WILEY-BLACKWELL.2014: 533-534
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• Assembly and architecture of the EBV B cell entry triggering complex. PLoS pathogens
Sathiyamoorthy, K., Jiang, J., Hu, Y. X., Rowe, C. L., Möhl, B. S., Chen, J., Jiang, W., Mellins, E. D., Longnecker, R., Zhou, Z. H., Jardetzky, T. S.
2014; 10 (8)

• Assembly and Architecture of the EBV B Cell Entry Triggering Complex. PLoS pathogens
Sathiyamoorthy, K., Jiang, J., Hu, Y. X., Rowe, C. L., Möhl, B. S., Chen, J., Jiang, W., Mellins, E. D., Longnecker, R., Zhou, Z. H., Jardetzky, T. S.
2014; 10 (8): e1004309

• Probing the paramyxovirus fusion (F) protein-refolding event from pre- to postfusion by oxidative footprinting PROCEEDINGS OF THE
NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Poor, T. A., Jones, L. M., Sood, A., Leser, G. P., Plasencia, M. D., Rempel, D. L., Jardetzky, T. S., Woods, R. J., Gross, M. L., Lamb, R. A.
2014; 111 (25): E2596-E2605

• Probing the paramyxovirus fusion (F) protein-refolding event from pre- to postfusion by oxidative footprinting. Proceedings of the National
Academy of Sciences of the United States of America
Poor, T. A., Jones, L. M., Sood, A., Leser, G. P., Plasencia, M. D., Rempel, D. L., Jardetzky, T. S., Woods, R. J., Gross, M. L., Lamb, R. A.
2014; 111 (25): E2596-605

• Accelerated dissociation of IgE-Fc epsilon RI complexes by disruptive inhibitors actively desensitizes allergic effector cells JOURNAL OF
ALLERGY AND CLINICAL IMMUNOLOGY
Eggel, A., Baravalle, G., Hobi, G., Kim, B., Buschor, P., Forrer, P., Shin, J., Vogel, M., Stadler, B. M., Dahinden, C. A., Jardetzky, T. S.
2014; 133 (6): 1709-?

• Activation of paramyxovirus membrane fusion and virus entry CURRENT OPINION IN VIROLOGY
Jardetzky, T. S., Lamb, R. A.
2014; 5: 24-33

• Fusion Activation through Attachment Protein Stalk Domains Indicates a Conserved Core Mechanism of Paramyxovirus Entry into
Cells JOURNAL OF VIROLOGY
Bose, S., Song, A. S., Jardetzky, T. S., Lamb, R. A.
2014; 88 (8): 3925-3941

• Mutations in the Parainfluenza Virus 5 Fusion Protein Reveal Domains Important for Fusion Triggering and Metastability JOURNAL OF
VIROLOGY
Bose, S., Heath, C. M., Shah, P. A., Alayyoubi, M., Jardetzky, T. S., Lamb, R. A.
2013; 87 (24): 13520-13531

• Novel disruptive IgE inhibitors desensitise allergic effector cells and prevent immediate hypersensitivity reactions
Eggel, A., Baravalle, G., Kim, B., Hobi, G., Vogel, M., Jardetzky, T. S., Dahinden, C. A.
WILEY-BLACKWELL.2013: 113

• Structure of the Parainfluenza Virus 5 (PIV5) Hemagglutinin-Neuraminidase (HN) Ectodomain PLOS PATHOGENS
Welch, B. D., Yuan, P., Bose, S., Kors, C. A., Lamb, R. A., Jardetzky, T. S.
2013; 9 (8)

• The Large Groove Found in the gH/gL Structure Is an Important Functional Domain for Epstein-Barr Virus Fusion JOURNAL OF VIROLOGY
Chen, J., Jardetzky, T. S., Longnecker, R.
2013; 87 (7): 3620-3627

• A Readily Applicable Strategy to Convert Peptides to Peptoid-based Therapeutics PLOS ONE
Park, M., Wetzler, M., Jardetzky, T. S., Barron, A. E.
2013; 8 (3)

• A soluble form of Epstein-Barr virus gH/gL inhibits EBV-induced membrane fusion and does not function in fusion VIROLOGY
Rowe, C. L., Connolly, S. A., Chen, J., Jardetzky, T. S., Longnecker, R.
2013; 436 (1): 118-126

• A time-resolved fluorescence resonance energy transfer assay suitable for high-throughput screening for inhibitors of immunoglobulin E-
receptor interactions ANALYTICAL BIOCHEMISTRY
Kim, B., Tarchevskaya, S. S., Eggel, A., Vogel, M., Jardetzky, T. S.
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2012; 431 (2): 84-89

• Accelerated disassembly of IgE-receptor complexes by a disruptive macromolecular inhibitor NATURE
Kim, B., Eggel, A., Tarchevskaya, S. S., Vogel, M., Prinz, H., Jardetzky, T. S.
2012; 491 (7425): 613-?

• Reversible Inhibition of Fusion Activity of a Paramyxovirus Fusion Protein by an Engineered Disulfide Bond in the Membrane-Proximal
External Region JOURNAL OF VIROLOGY
Zokarkar, A., Connolly, S. A., Jardetzky, T. S., Lamb, R. A.
2012; 86 (22): 12397-12401

• An Engineered Disulfide Bond Reversibly Traps the IgE-Fc(3-4) in a Closed, Nonreceptor Binding Conformation JOURNAL OF BIOLOGICAL
CHEMISTRY
Wurzburg, B. A., Kim, B., Tarchevskaya, S. S., Eggel, A., Vogel, M., Jardetzky, T. S.
2012; 287 (43): 36251-36257

• Structure of the cleavage-activated prefusion form of the parainfluenza virus 5 fusion protein PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Welch, B. D., Liu, Y., Kors, C. A., Leser, G. P., Jardetzky, T. S., Lamb, R. A.
2012; 109 (41): 16672-16677

• Fusion activation by a headless parainfluenza virus 5 hemagglutinin-neuraminidase stalk suggests a modular mechanism for
triggering PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Bose, S., Zokarkar, A., Welch, B. D., Leser, G. P., Jardetzky, T. S., Lamb, R. A.
2012; 109 (39): E2625-E2634

• Structure of the Ulster Strain Newcastle Disease Virus Hemagglutinin-Neuraminidase Reveals Auto-Inhibitory Interactions Associated with
Low Virulence PLOS PATHOGENS
Yuan, P., Paterson, R. G., Leser, G. P., Lamb, R. A., Jardetzky, T. S.
2012; 8 (8)

• Structure of the human metapneumovirus fusion protein with neutralizing antibody identifies a pneumovirus antigenic site NATURE
STRUCTURAL & MOLECULAR BIOLOGY
Wen, X., Krause, J. C., Leser, G. P., Cox, R. G., Lamb, R. A., Williams, J. V., Crowe, J. E., Jardetzky, T. S.
2012; 19 (4): 461-463

• Inhibin alpha-Subunit N Terminus Interacts with Activin Type IB Receptor to Disrupt Activin Signaling JOURNAL OF BIOLOGICAL
CHEMISTRY
Zhu, J., Lin, S. J., Zou, C., Makanji, Y., Jardetzky, T. S., Woodruff, T. K.
2012; 287 (11): 8060-8070

• The KGD Motif of Epstein-Barr Virus gH/gL Is Bifunctional, Orchestrating Infection of B Cells and Epithelial Cells MBIO
Chen, J., Rowe, C. L., Jardetzky, T. S., Longnecker, R.
2012; 3 (1)

• Structure and Mutagenesis of the Parainfluenza Virus 5 Hemagglutinin-Neuraminidase Stalk Domain Reveals a Four-Helix Bundle and the
Role of the Stalk in Fusion Promotion JOURNAL OF VIROLOGY
Bose, S., Welch, B. D., Kors, C. A., Yuan, P., Jardetzky, T. S., Lamb, R. A.
2011; 85 (24): 12855-12866

• Structure of the Newcastle disease virus hemagglutinin-neuraminidase (HN) ectodomain reveals a four-helix bundle stalk PROCEEDINGS
OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Yuan, P., Swanson, K. A., Leser, G. P., Paterson, R. G., Lamb, R. A., Jardetzky, T. S.
2011; 108 (36): 14920-14925

• Investigation of the function of the putative self-association site of Epstein-Barr virus (EBV) glycoprotein 42 (gp42) VIROLOGY
Rowe, C. L., Matsuura, H., Jardetzky, T. S., Longnecker, R.
2011; 415 (2): 122-131

• Fusing structure and function: a structural view of the herpesvirus entry machinery NATURE REVIEWS MICROBIOLOGY
Connolly, S. A., Jackson, J. O., Jardetzky, T. S., Longnecker, R.
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2011; 9 (5): 369-381

• Mapping regions of Epstein-Barr virus (EBV) glycoprotein B (gB) important for fusion function with gH/gL VIROLOGY
Plate, A. E., Reimer, J. J., Jardetzky, T. S., Longnecker, R.
2011; 413 (1): 26-38

• Structure of betaglycan zona pellucida (ZP)-C domain provides insights into ZP-mediated protein polymerization and TGF-beta
binding PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Lin, S. J., Hu, Y., Zhu, J., Woodruff, T. K., Jardetzky, T. S.
2011; 108 (13): 5232-5236

• A fluorescence polarization assay using an engineered human respiratory syncytial virus F protein as a direct screening
platform ANALYTICAL BIOCHEMISTRY
Park, M., Matsuura, H., Lamb, R. A., Barron, A. E., Jardetzky, T. S.
2011; 409 (2): 195-201

• NMEGylation: A Novel Modification to Enhance the Bioavailability of Therapeutic Peptides BIOPOLYMERS
Park, M., Jardetzky, T. S., Barron, A. E.
2011; 96 (5): 688-693

• Class III Viral Membrane Fusion Proteins CELL FUSION IN HEALTH AND DISEASE II: CELL FUSION IN DISEASE
Backovic, M., Jardetzky, T. S.
2011; 714: 91-101

• Crystal structure of the Epstein-Barr virus (EBV) glycoprotein H/glycoprotein L (gH/gL) complex PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Matsuura, H., Kirschner, A. N., Longnecker, R., Jardetzky, T. S.
2010; 107 (52): 22641-22646

• Mapping the N-Terminal Residues of Epstein-Barr Virus gp42 That Bind gH/gL by Using Fluorescence Polarization and Cell-Based Fusion
Assays JOURNAL OF VIROLOGY
Liu, F., Marquardt, G., Kirschner, A. N., Longnecker, R., Jardetzky, T. S.
2010; 84 (19): 10375-10385

• Structure of the Newcastle disease virus F protein in the post-fusion conformation VIROLOGY
Swanson, K., Wen, X., Leser, G. P., Paterson, R. G., Lamb, R. A., Jardetzky, T. S.
2010; 402 (2): 372-379

• Characteristics of Epstein-Barr virus envelope protein gp42 VIRUS GENES
Shaw, P. L., Kirschner, A. N., Jardetzky, T. S., Longnecker, R.
2010; 40 (3): 307-319

• Phylogenomic Analyses Reveal the Evolutionary Origin of the Inhibin alpha-Subunit, a Unique TGF beta Superfamily Antagonist PLOS
ONE
Zhu, J., Braun, E. L., Kohno, S., Antenos, M., Xu, E. Y., Cook, R. W., Lin, S. J., Moore, B. C., Guillette, L. J., Jardetzky, T. S., Woodruff, T. K.
2010; 5 (3)

• Inhibin alpha-subunit N-terminal Extension Interacts with ALK4 and Disrupts the Activin/ActRIIB/ALK4 Complex 43rd Annual Meeting of the
Society-for-the-Study-of-Reproduction
Zhu, J., Lin, J., Jardetzky, T., Woodruff, T.
SOC STUDY REPRODUCTION.2010: 94–94

• Structure of the Newcastle Disease Virus F Protein in the Post-Fusion Conformation
Wen, X., Swanson, K., Lamb, R. A., Jardetzky, T. S.
CELL PRESS.2010: 249A

• Bimolecular Complementation of Paramyxovirus Fusion and Hemagglutinin-Neuraminidase Proteins Enhances Fusion: Implications for
the Mechanism of Fusion Triggering JOURNAL OF VIROLOGY
Connolly, S. A., Leser, G. P., Jardetzky, T. S., Lamb, R. A.
2009; 83 (21): 10857-10868
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• Conformational Flexibility in Immunoglobulin E-Fc(3-4) Revealed in Multiple Crystal Forms JOURNAL OF MOLECULAR BIOLOGY
Wurzburg, B. A., Jardetzky, T. S.
2009; 393 (1): 176-190

• Functional Analysis of Glycoprotein L (gL) from Rhesus Lymphocryptovirus in Epstein-Barr Virus-Mediated Cell Fusion Indicates a Direct
Role of gL in gB-Induced Membrane Fusion JOURNAL OF VIROLOGY
Plate, A. E., Smajlovic, J., Jardetzky, T. S., Longnecker, R.
2009; 83 (15): 7678-7689

• Cleavage and Secretion of Epstein-Barr Virus Glycoprotein 42 Promote Membrane Fusion with B Lymphocytes JOURNAL OF VIROLOGY
Sorem, J., Jardetzky, T. S., Longnecker, R.
2009; 83 (13): 6664-6672

• Class III viral membrane fusion proteins CURRENT OPINION IN STRUCTURAL BIOLOGY
Backovic, M., Jardetzky, T. S.
2009; 19 (2): 189-196

• Selectivity in the Post-Translational, Transglutaminase-Dependent Acylation of Lysine Residues BIOCHEMISTRY
Murthy, S. N., Lukas, T. J., Jardetzky, T. S., Lorand, L.
2009; 48 (12): 2654-2660

• Structure of a trimeric variant of the Epstein-Barr virus glycoprotein B PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF
THE UNITED STATES OF AMERICA
Backovic, M., Longnecker, R., Jardetzky, T. S.
2009; 106 (8): 2880-2885

• Structure of Epstein-Barr Virus Glycoprotein 42 Suggests a Mechanism for Triggering Receptor-Activated Virus Entry STRUCTURE
Kirschner, A. N., Sorem, J., Longnecker, R., Jardetzky, T. S.
2009; 17 (2): 223-233

• Functional Analysis of the Transmembrane Domain in Paramyxovirus F Protein-Mediated Membrane Fusion JOURNAL OF MOLECULAR
BIOLOGY
Bissonnette, M. L., Donald, J. E., DeGrado, W. F., Jardetzky, T. S., Lamb, R. A.
2009; 386 (1): 14-36

• Analysis of Epstein-Barr Virus Glycoprotein B Functional Domains via Linker Insertion Mutagenesis JOURNAL OF VIROLOGY
Reimer, J. J., Backovic, M., Deshpande, C. G., Jardetzky, T., Longnecker, R.
2009; 83 (2): 734-747

• Domain architecture and oligomerization properties of the paramyxovirus PIV 5 hemagglutinin-neuraminidase (HN) protein VIROLOGY
Yuan, P., Leser, G. P., Demeler, B., Lamb, R. A., Jardetzky, T. S.
2008; 378 (2): 282-291

• Functional studies indicate amantadine binds to the pore of the influenza A virus M2 proton-selective ion channel PROCEEDINGS OF THE
NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Jing, X., Ma, C., Ohigashi, Y., Oliveira, F. A., Jardetzky, T. S., Pinto, L. H., Lamb, R. A.
2008; 105 (31): 10967-10972

• Challenges and opportunities for training the next generation of biophysicists: Perspectives of the directors of the molecular biophysics
training program at Northwestern University BIOPOLYMERS
Neuhaus, F., Widom, J., Macdonald, R., Jardetzky, T., Radhakrishnan, I.
2008; 89 (4): 253-255

• Program review. Challenges and opportunities for training the next generation of biophysicists: perspectives of the directors of the
Molecular Biophysics Training Program at Northwestern University. Biopolymers
Neuhaus, F., Widom, J., Macdonald, R., Jardetzky, T., Radhakrishnan, I.
2008; 89 (4): 253-255

• Characterization of EBV gB indicates properties of both class I and class II viral fusion proteins VIROLOGY
Backovic, M., Leser, G. P., Lamb, R. A., Longnecker, R., Jardetzky, T. S.
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2007; 368 (1): 102-113

• Hydrophobic residues that form putative fusion loops of Epstein-Barr virus glycoprotein B are critical for fusion activity JOURNAL OF
VIROLOGY
Backovic, M., Jardetzky, T. S., Longnecker, R.
2007; 81 (17): 9596-9600

• Binding-site interactions between Epstein-Barr virus fusion proteins gp42 and gH/gL reveal a peptide that inhibits both epithelial and B-
Cell membrane fusion JOURNAL OF VIROLOGY
Kirschner, A. N., Lowrey, A. S., Longnecker, R., Jardetzky, T. S.
2007; 81 (17): 9216-9229

• Structural basis of viral invasion: lessons from paramyxovirus F CURRENT OPINION IN STRUCTURAL BIOLOGY
Lamb, R. A., Jardetzky, T. S.
2007; 17 (4): 427-436

• Structural and biophysical coupling of heparin and activin binding to follistatin isoform functions JOURNAL OF BIOLOGICAL CHEMISTRY
Lerch, T. F., Shimasaki, S., Woodruff, T. K., Jardetzky, T. S.
2007; 282 (21): 15930-15939

• The structures that underlie normal reproductive function MOLECULAR AND CELLULAR ENDOCRINOLOGY
Lerch, T. F., Xu, M., Jardetzky, T. S., Mayo, K. E., Radhakrishnan, I., Kazer, R., Shea, L. D., Woodruff, T. K.
2007; 267 (1-2): 1-5

• Refolding of a paramyxovirus F protein from prefusion to postfusion conformations observed by liposome binding and electron
microscopy PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Connolly, S. A., Leser, G. P., Yin, H., Jardetzky, T. S., Lamb, R. A.
2006; 103 (47): 17903-17908

• Soluble Epstein-Barr virus glycoproteins gH, gL, and gp42 form a 1 : 1 : 1 stable complex that acts like soluble gp42 in B-Cell fusion but
not in epithelial cell fusion JOURNAL OF VIROLOGY
Kirschner, A. N., Omerovic, J., Popov, B., Longnecker, R., Jardetzky, T. S.
2006; 80 (19): 9444-9454

• The structural basis of TGF-beta, bone morphogenetic protein, and activin ligand binding REPRODUCTION
Lin, S. J., Lerch, T. F., Cook, R. W., Jardetzky, T. S., Woodruff, T. K.
2006; 132 (2): 179-190

• Structural changes in the lectin domain of CD23, the low-affinity IgE receptor, upon calcium binding STRUCTURE
Wurzburg, B. A., Tarchevskaya, S. S., Jardetzky, T. S.
2006; 14 (6): 1049-1058

• Paramyxovirus membrane fusion: Lessons from the F and HN atomic structures VIROLOGY
Lamb, R. A., Paterson, R. G., Jardetzky, T. S.
2006; 344 (1): 30-37

• Structure of the parainfluenza virus 5 F protein in its metastable, prefusion conformation NATURE
YIN, H. S., Wen, X. L., Paterson, R. G., Lamb, R. A., Jardetzky, T. S.
2006; 439 (7072): 38-44

• Structural basis for a functional antagonist in the transforming growth factor beta superfamily JOURNAL OF BIOLOGICAL CHEMISTRY
Cook, R. W., Thompson, T. B., Kurup, S. P., Jardetzky, T. S., Wookdruff, T. K.
2005; 280 (48): 40177-40186

• The structure of the Follistatin : Activin complex reveals antagonism of both type I and type II receptor binding DEVELOPMENTAL CELL
Thompson, T. B., Lerch, T. F., Cook, R. W., Woodruff, T. K., Jardetzky, T. S.
2005; 9 (4): 535-543

• Structure of the uncleaved ectodomain of the paramyxovirus (hPIV3) fusion protein PROCEEDINGS OF THE NATIONAL ACADEMY OF
SCIENCES OF THE UNITED STATES OF AMERICA
YIN, H. S., Paterson, R. G., Wen, X. L., Lamb, R. A., Jardetzky, T. S.
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2005; 102 (26): 9288-9293

• Structural studies of the parainfluenza virus 5 hemagglutinin-neuraminidase tetramer in complex with its receptor,
sialyllactose STRUCTURE
Yuan, P., Thompson, T. B., Wurzburg, B. A., Paterson, R. G., Lamb, R. A., Jardetzky, T. S.
2005; 13 (5): 803-815

• Conserved glycine residues in the fusion peptide of the paramyxovirus fusion protein regulate activation of the native state JOURNAL OF
VIROLOGY
Russell, C. J., Jardetzky, T. S., Lamb, R. A.
2004; 78 (24): 13727-13742

• Beta A versus beta B: is it merely a matter of expression? International Workshop on Inhibins, Activins and Follistatins
Thompson, T. B., Cook, R. W., Chapman, S. C., Jardetzky, T. S., Woodruff, T. K.
ELSEVIER IRELAND LTD.2004: 9–17

• Molecular biology of inhibin action SEMINARS IN REPRODUCTIVE MEDICINE
Cook, R. W., Thompson, T. B., Jardetzky, T. S., Woodruff, T. K.
2004; 22 (3): 269-276

• Activation of a paramyxovirus fusion protein is modulated by inside-out signaling from the cytoplasmic tail PROCEEDINGS OF THE
NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Waning, D. L., Russell, C. J., Jardetzky, T. S., Lamb, R. A.
2004; 101 (25): 9217-9222

• Mutational analyses of Epstein-Barr virus glycoprotein 42 reveal functional domains not involved in receptor binding but required for
membrane fusion JOURNAL OF VIROLOGY
Silva, A. L., Omerovic, J., Jardetzky, T. S., Longnecker, R.
2004; 78 (11): 5946-5956

• Virology - A class act NATURE
Jardetzky, T. S., Lamb, R. A.
2004; 427 (6972): 307-308

• A dual-functional paramyxovirus F protein regulatory switch segment: activation and membrane fusion JOURNAL OF CELL BIOLOGY
Russell, C. J., Kantor, K. L., Jardetzky, T. S., Lamb, R. A.
2003; 163 (2): 363-374

• Interference with T cell receptor-HLA-DR interactions by Epstein-Barr virus gp42 results in reduced T helper cell
recognition PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Ressing, M. E., van Leeuwen, D., Verreck, F. A., Gomez, R., Heemskerk, B., Toebes, M., Mullen, M. M., Jardetzky, T. S., Longnecker, R., Schilham,
M. W., Ottenhoff, T. H., Neefjes, J., Schumacher, et al
2003; 100 (20): 11583-11588

• The IgA receptor complex: a two-for-one deal NATURE STRUCTURAL BIOLOGY
Wurzburg, B. A., Jardetzky, T. S.
2003; 10 (8): 585-587

• Mutational analysis of the HLA class II interaction with Epstein-Barr virus glycoprotein 42 JOURNAL OF VIROLOGY
McShane, M. P., Mullen, M. M., Haan, K. M., Jardetzky, T. S., Longnecker, R.
2003; 77 (13): 7655-7662

• Structures of an ActRIIB : activin A complex reveal a novel binding mode for TGF-beta ligand : receptor interactions EMBO JOURNAL
Thompson, T. B., Woodruff, T. K., Jardetzky, T. S.
2003; 22 (7): 1555-1566

• Structures of an ActRIIB:activin A complex reveal a novel binding mode for TGF-β ligand:receptor interactions EMBO JOURNAL
Thompson, T. B., Woodruff, T. K., Jardetzky, T. S.
2003; 22 (7): 1555-1566

• Structural insights into the interactions between human IgE and its high affinity receptor Fc epsilon RI MOLECULAR IMMUNOLOGY
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Wurzburg, B. A., Jardetzky, T. S.
2002; 38 (14): 1063-1072

• Structure of the Epstein-Barr virus gp42 protein bound to the MHC class II receptor HLA-DR1 MOLECULAR CELL
Mullen, M. M., Haan, K. M., Longnecker, R., Jardetzky, T. S.
2002; 9 (2): 375-385

• The analysis of the human high affinity IgE receptor Fc epsilon RI alpha from multiple crystal forms JOURNAL OF MOLECULAR BIOLOGY
Garman, S. C., Sechi, S., Kinet, J. P., Jardetzky, T. S.
2001; 311 (5): 1049-1062

• Membrane fusion machines of paramyxoviruses: capture of intermediates of fusion EMBO JOURNAL
Russell, C. J., Jardetzky, T. S., Lamb, R. A.
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