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Bio

ACADEMIC APPOINTMENTS

• Emeritus Faculty, Acad Council, Statistics

• Member, Bio-X

Teaching

COURSES

2023-24

• Sequential Analysis: STATS 223, STATS 323 (Aut)

2022-23

• Consulting Workshop: STATS 390 (Win)

• Literature of Statistics: STATS 319 (Win)

• Theory of Probability III: MATH 230C, STATS 310C (Spr)

2021-22

• Consulting Workshop: STATS 390 (Win)

• Literature of Statistics: STATS 319 (Aut)

• Sequential Analysis: STATS 223, STATS 323 (Win)

2020-21

• Consulting Workshop: STATS 390 (Win)

• Introduction to Stochastic Processes II: STATS 218 (Spr)

• Literature of Statistics: STATS 319 (Spr)

• Stochastic Processes: STATS 317 (Win)

STANFORD ADVISEES

Doctoral Dissertation Reader (AC)

Will Hartog

Publications

PUBLICATIONS

• SEGMENTATION AND ESTIMATION OF CHANGE-POINT MODELS: FALSE POSITIVE CONTROL AND CONFIDENCE REGIONS ANNALS OF
STATISTICS

Fang, X., Li, J., Siegmund, D.
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2020; 48 (3): 1615–47

• A genome-wide approach for detecting novel insertion-deletion variants of mid-range size. Nucleic acids research

Xia, L. C., Sakshuwong, S., Hopmans, E. S., Bell, J. M., Grimes, S. M., Siegmund, D. O., Ji, H. P., Zhang, N. R.

2016; 44 (15)

• POISSON APPROXIMATION FOR TWO SCAN STATISTICS WITH RATES OF CONVERGENCE ANNALS OF APPLIED PROBABILITY

Fang, X., Siegmund, D.

2016; 26 (4): 2384-2418

• SCAN STATISTICS ON POISSON RANDOM FIELDS WITH APPLICATIONS IN GENOMICS ANNALS OF APPLIED STATISTICS

Zhang, N. R., Yakir, B., Xia, L. C., Siegmund, D.

2016; 10 (2): 726-755

• HIGHER CRITICISM: p-VALUES AND CRITICISM ANNALS OF STATISTICS

Li, J., Siegmund, D.

2015; 43 (3): 1323-1350

• SEQUENTIAL MULTI-SENSOR CHANGE-POINT DETECTION ANNALS OF STATISTICS

Xie, Y., Siegmund, D.

2013; 41 (2): 670-692

• Change-Points: From Sequential Detection to Biology and Back SEQUENTIAL ANALYSIS-DESIGN METHODS AND APPLICATIONS

Siegmund, D.

2013; 32 (1): 2-14

• SEQUENTIAL MULTI-SENSOR CHANGE-POINT DETECTION Information Theory and Applications Workshop

Xie, Y., Siegmund, D.

IEEE.2013

• MODEL SELECTION FOR HIGH-DIMENSIONAL, MULTI-SEQUENCE CHANGE-POINT PROBLEMS STATISTICA SINICA

Zhang, N. R., Siegmund, D. O.

2012; 22 (4): 1507-1538

• Spectrum Opportunity Detection with Weak and Correlated Signals 46th Asilomar Conference on Signals, Systems and Computers

Xie, Y., Siegmund, D.

IEEE.2012: 128–132

• False discovery rate for scanning statistics BIOMETRIKA

Siegmund, D. O., Zhang, N. R., Yakir, B.

2011; 98 (4): 979-985

• DETECTING SIMULTANEOUS VARIANT INTERVALS IN ALIGNED SEQUENCES ANNALS OF APPLIED STATISTICS

Siegmund, D., Yakir, B., Zhang, N. R.

2011; 5 (2A): 645-668

• Joint Testing of Genotype and Ancestry Association in Admixed Families GENETIC EPIDEMIOLOGY

Tang, H., Siegmund, D. O., Johnson, N. A., Romieu, I., London, S. J.

2010; 34 (8): 783-791

• Detecting simultaneous changepoints in multiple sequences BIOMETRIKA

Zhang, N. R., Siegmund, D. O., Ji, H., Li, J. Z.

2010; 97 (3): 631-645

• Detecting simultaneous changepoints in multiple sequences. Biometrika

Zhang, N. R., Siegmund, D. O., Ji, H., Li, J. Z.

2010; 97 (3): 631-645

• Mapping Quantitative Traits in Unselected Families: Algorithms and Examples GENETIC EPIDEMIOLOGY

Dupuis, J., Shi, J., Manning, A. K., Benjamin, E. J., Meigs, J. B., Cupples, L. A., Siegmund, D.
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2009; 33 (7): 617-627

• Minimax optimality of the Shiryayev-Roberts change-point detection rule JOURNAL OF STATISTICAL PLANNING AND INFERENCE

Siegmund, D. O., Yakir, B.

2008; 138 (9): 2815-2825

• The distribution of maxima of approximately Gaussian random fields ANNALS OF STATISTICS

Nardi, Y., Siegmund, D. O., Yakir, B.

2008; 36 (3): 1375-1403

• Detecting the emergence of a signal in a noisy image STATISTICS AND ITS INTERFACE

Siegmund, D., Yakir, B.

2008; 1 (1): 3-12

• A unified framework for linkage and association analysis of quantitative traits PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE
UNITED STATES OF AMERICA

Dupuis, J., Siegmund, D. O., Yakir, B.

2007; 104 (51): 20210-20215

• Importance sampling for estimating p values in linkage analysis JOURNAL OF THE AMERICAN STATISTICAL ASSOCIATION

Shi, J., Siegmund, D., Yakir, B.

2007; 102 (479): 929-937

• A modified Bayes information criterion with applications to the analysis of comparative genomic hybridization data BIOMETRICS

Zhang, N. R., Siegmund, D. O.

2007; 63 (1): 22-32

• Statistical corrections of linkage data suggest predominantly cis regulations of gene expression. BMC proceedings

Shi, J., Siegmund, D. O., Levinson, D. F.

2007; 1: S145-?

• Approximating the variance of the conditional probability of the state of a hidden Markov model STATISTICAL APPLICATIONS IN GENETICS AND
MOLECULAR BIOLOGY

Siegmund, D. O., Yakir, B.

2007; 6

• QTL mapping under ascertainment ANNALS OF HUMAN GENETICS

Peng, J., Siegmund, D.

2006; 70: 867-881

• Spatial regulation and the rate of signal transduction activation PLOS COMPUTATIONAL BIOLOGY

Batada, N. N., Shepp, L. A., Siegmund, D. O., Levitt, M.

2006; 2 (5): 343-349

• Genome scans with gene-covariate interaction GENETIC EPIDEMIOLOGY

Peng, J., Tang, H. K., Siegmund, D.

2005; 29 (3): 173-184

• An urn model of Diaconis ANNALS OF PROBABILITY

Siegmund, D., Yakir, B.

2005; 33 (5): 2036-2042

• On the power for linkage detection using a test based on scan statistics BIOSTATISTICS

Hernandez, S., Siegmund, D. O., de Gunst, M.

2005; 6 (2): 259-269

• The admixture model in linkage analysis JOURNAL OF STATISTICAL PLANNING AND INFERENCE

Peng, J., Siegmund, D.

2005; 130 (1-2): 317-324

• Model selection in irregular problems: Applications to mapping quantitative trait loci BIOMETRIKA
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Siegmund, D.

2004; 91 (4): 785-800

• A report on the future of statistics STATISTICAL SCIENCE

Lindsay, B. G., Kettenring, J., Siegmund, D. O.

2004; 19 (3): 387-407

• Mapping quantitative traits with random and with ascertained sibships PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED
STATES OF AMERICA

Peng, J., Siegmund, D.

2004; 101 (21): 7845-7850

• Stochastic model of protein-protein interaction: Why signaling proteins need to be colocalized PROCEEDINGS OF THE NATIONAL ACADEMY OF
SCIENCES OF THE UNITED STATES OF AMERICA

Batada, N. N., SHEPP, L. A., Siegmund, D. O.

2004; 101 (17): 6445-6449

• Strong control, conservative point estimation and simultaneous conservative consistency of false discovery rates: a unified approach JOURNAL OF THE
ROYAL STATISTICAL SOCIETY SERIES B-STATISTICAL METHODOLOGY

Storey, J. D., Taylor, J. E., Siegmund, D.

2004; 66: 187-205

• Gene expression patterns and gene copy number changes in dermatofibrosarcoma protuberans AMERICAN JOURNAL OF PATHOLOGY

Linn, S. C., West, R. B., Pollack, J. R., Zhu, S., Hernandez-Boussard, T., Nielsen, T. O., Rubin, B. P., Patel, R., Goldblum, J. R., Siegmund, D., Botstein, D.,
Brown, P. O., Gilks, et al

2003; 163 (6): 2383-2395

• Rotation space random fields with an application to fMRI data ANNALS OF STATISTICS

Shafie, K., Sigal, B., Siegmund, D., Worsley, K. J.

2003; 31 (6): 1732-1771

• Statistical analysis of direct identity-by-descent mapping ANNALS OF HUMAN GENETICS

Siegmund, D., Yakir, B.

2003; 67: 464-470

• Upward bias in estimation of genetic effects AMERICAN JOURNAL OF HUMAN GENETICS

Siegmund, D.

2002; 71 (5): 1183-1188

• Frequentist estimation of coalescence times from nucleotide sequence data using a tree-based partition GENETICS

Tang, H., Siegmund, D. O., Shen, P. D., Oefner, P. J., Feldman, M. W.

2002; 161 (1): 447-459

• Mapping multiple genes for quantitative or complex traits GENETIC EPIDEMIOLOGY

Tang, H. K., Siegmund, D.

2002; 22 (4): 313-327

• Mapping quantitative trait loci in oligogenic models. Biostatistics

Tang, H. K., Siegmund, D.

2001; 2 (2): 147-162

• Is peak height sufficient? GENETIC EPIDEMIOLOGY

Siegmund, D.

2001; 20 (4): 403-408

• Approximate p-values for local sequence alignments: Numerical studies JOURNAL OF COMPUTATIONAL BIOLOGY

Storey, J. D., Siegmund, D.

2001; 8 (5): 549-556

• Note on a stochastic recursion Symposium on State of the Art in Probability and Statistics: Festschrift for Willem R VanZwet

Siegmund, D.
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INST MATHEMATICAL STATISTICS.2001: 547–554

• Approximate p-values for local sequence alignments ANNALS OF STATISTICS

Siegmund, D., Yakir, B.

2000; 28 (3): 657-680

• Tail probabilities for the null distribution of scanning statistics BERNOULLI

Siegmund, D., Yakir, B.

2000; 6 (2): 191-213

• The maximum of a function of a Markov chain and application to linkage analysis ADVANCES IN APPLIED PROBABILITY

Tu, I. P., Siegmund, D.

1999; 31 (2): 510-531

• Statistical methods for mapping quantitative trait loci from a dense set of markers GENETICS

Dupuis, J., Siegmund, D.

1999; 151 (1): 373-386

• Multipoint linkage analysis using affected relative pairs and partially informative markers BIOMETRICS

Teng, J., Siegmund, D.

1998; 54 (4): 1247-1265

• Combining information within and between pedigrees for mapping complex traits AMERICAN JOURNAL OF HUMAN GENETICS

Teng, J., Siegmund, D.

1997; 60 (4): 979-992

• Strategies for mapping heterogeneous recessive traits by allele-sharing methods AMERICAN JOURNAL OF HUMAN GENETICS

Feingold, E., Siegmund, D. O.

1997; 60 (4): 965-978

• The approximate distribution of the maximum of a smoothed Poisson random field STATISTICA SINICA

Rabinowitz, D., Siegmund, D.

1997; 7 (1): 167-180

• STATISTICAL-METHODS FOR LINKAGE ANALYSIS OF COMPLEX TRAITS FROM HIGH-RESOLUTION MAPS OF IDENTITY BY
DESCENT GENETICS

Dupuis, J., Brown, P. O., Siegmund, D.

1995; 140 (2): 843-856

• TESTING FOR A SIGNAL WITH UNKNOWN LOCATION AND SCALE IN A STATIONARY GAUSSIAN RANDOM-FIELD ANNALS OF
STATISTICS

Siegmund, D. O., Worsley, K. J.

1995; 23 (2): 608-639

• USING THE GENERALIZED LIKELIHOOD RATIO STATISTIC FOR SEQUENTIAL DETECTION OF A CHANGE-POINT ANNALS OF
STATISTICS

Siegmund, D., Venkatraman, E. S.

1995; 23 (1): 255-271

• Confidence regions in broken line regression AMS/IMS/SIAM Summer Research Conference on Change-Point Problems

Siegmund, D. O., Zhang, H. P.

INST MATHEMATICAL STATISTICS.1994: 292–316

• THE EXPECTED NUMBER OF LOCAL MAXIMA OF A RANDOM-FIELD AND THE VOLUME OF TUBES ANNALS OF STATISTICS

Siegmund, D., Zhang, H. P.

1993; 21 (4): 1948-1966

• GAUSSIAN MODELS FOR GENETIC-LINKAGE ANALYSIS USING COMPLETE HIGH-RESOLUTION MAPS OF IDENTITY BY
DESCENT AMERICAN JOURNAL OF HUMAN GENETICS

Feingold, E., Brown, P. O., Siegmund, D.

1993; 53 (1): 234-251
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• A SEQUENTIAL CLINICAL-TRIAL FOR COMPARING 3 TREATMENTS ANNALS OF STATISTICS

Siegmund, D.

1993; 21 (1): 464-483

• ASYMPTOTIC APPROXIMATIONS FOR LIKELIHOOD RATIO TESTS AND CONFIDENCE-REGIONS FOR A CHANGE-POINT IN THE MEAN
OF A MULTIVARIATE NORMAL-DISTRIBUTION STATISTICA SINICA

James, B., James, K. L., Siegmund, D.

1992; 2 (1): 69-90

• SEQUENTIAL DETECTION OF A CHANGE IN A NORMAL-MEAN WHEN THE INITIAL-VALUE IS UNKNOWN ANNALS OF STATISTICS

Pollak, M., Siegmund, D.

1991; 19 (1): 394-416

• CONFIDENCE-REGIONS IN SEMILINEAR REGRESSION BIOMETRIKA

Knowles, M., Siegmund, D., Zhang, H. P.

1991; 78 (1): 15-31

• ON HOTELLINGS APPROACH TO TESTING FOR A NONLINEAR PARAMETER IN REGRESSION INTERNATIONAL STATISTICAL REVIEW

Knowles, M., Siegmund, D.

1989; 57 (3): 205-220

• THE LIKELIHOOD RATIO TEST FOR A CHANGE-POINT IN SIMPLE LINEAR-REGRESSION BIOMETRIKA

Kim, H. J., Siegmund, D.

1989; 76 (3): 409-423

• APPROXIMATE EXIT PROBABILITIES FOR A BROWNIAN BRIDGE ON A SHORT-TIME INTERVAL, AND APPLICATIONS ADVANCES IN
APPLIED PROBABILITY

Lerche, H. R., Siegmund, D.

1989; 21 (1): 1-19

• ON HOTELLING FORMULA FOR THE VOLUME OF TUBES AND NAIMAN INEQUALITY ANNALS OF STATISTICS

Johnstone, I., Siegmund, D.

1989; 17 (1): 184-194

• CONDITIONAL BOUNDARY CROSSING PROBABILITIES, WITH APPLICATIONS TO CHANGE-POINT PROBLEMS ANNALS OF PROBABILITY

James, B., James, K. L., Siegmund, D.

1988; 16 (2): 825-839

• CONFIDENCE SETS IN CHANGE-POINT PROBLEMS INTERNATIONAL STATISTICAL REVIEW

Siegmund, D.

1988; 56 (1): 31-48

• APPROXIMATE TAIL PROBABILITIES FOR THE MAXIMA OF SOME RANDOM-FIELDS ANNALS OF PROBABILITY

Siegmund, D.

1988; 16 (2): 487-501

• BOUNDARY CROSSING PROBABILITIES AND STATISTICAL APPLICATIONS ANNALS OF STATISTICS

Siegmund, D.

1986; 14 (2): 361-404

• LARGE DEVIATIONS FOR THE MAXIMA OF SOME RANDOM-FIELDS ADVANCES IN APPLIED MATHEMATICS

Hogan, M. L., Siegmund, D.

1986; 7 (1): 2-22

• CONVERGENCE OF QUASI-STATIONARY TO STATIONARY DISTRIBUTIONS FOR STOCHASTICALLY MONOTONE MARKOV-
PROCESSES JOURNAL OF APPLIED PROBABILITY

Pollak, M., Siegmund, D.

1986; 23 (1): 215-220

• A DIFFUSION PROCESS AND ITS APPLICATIONS TO DETECTING A CHANGE IN THE DRIFT OF BROWNIAN-MOTION BIOMETRIKA
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Pollak, M., Siegmund, D.

1985; 72 (2): 267-280

• SEQUENTIAL-ANALYSIS OF THE PROPORTIONAL HAZARDS MODEL BIOMETRIKA

Sellke, T., Siegmund, D.

1983; 70 (2): 315-326

• FIXED ACCURACY ESTIMATION OF AN AUTOREGRESSIVE PARAMETER ANNALS OF STATISTICS

Lai, T. L., Siegmund, D.

1983; 11 (2): 478-485

• MAXIMALLY SELECTED CHI-SQUARE STATISTICS BIOMETRICS

Miller, R., Siegmund, D.

1982; 38 (4): 1011-1016

• CONTINUOUS INTRAVENOUS VASOPRESSIN IN ACTIVE UPPER GASTROINTESTINAL-BLEEDING - A PLACEBO-CONTROLLED
TRIAL ANNALS OF INTERNAL MEDICINE

FOGEL, M. R., Knauer, C. M., ANDRES, L. L., MAHAL, A. S., STEIN, D. E., KEMENY, M. J., Rinki, M. M., Walker, J. E., Siegmund, D., Gregory, P. B.

1982; 96 (5): 565-569

• BROWNIAN APPROXIMATIONS TO 1ST PASSAGE PROBABILITIES ZEITSCHRIFT FUR WAHRSCHEINLICHKEITSTHEORIE UND VERWANDTE
GEBIETE

Siegmund, D., Yuh, Y. S.

1982; 59 (2): 239-248

• LARGE DEVIATIONS FOR BOUNDARY CROSSING PROBABILITIES ANNALS OF PROBABILITY

Siegmund, D.

1982; 10 (3): 581-588

• SEQUENTIAL X2 AND F-TESTS AND THE RELATED CONFIDENCE-INTERVALS BIOMETRIKA

Siegmund, D.

1980; 67 (2): 389-402

• A SEQUENTIAL CLINICAL-TRIAL FOR TESTING P1=P2 ANNALS OF STATISTICS

Siegmund, D., Gregory, P.

1980; 8 (6): 1219-1228

• CORRECTED DIFFUSION APPROXIMATIONS IN CERTAIN RANDOM-WALK PROBLEMS ADVANCES IN APPLIED PROBABILITY

Siegmund, D.

1979; 11 (4): 701-719

• NON-LINEAR RENEWAL THEORY WITH APPLICATIONS TO SEQUENTIAL-ANALYSIS .2. ANNALS OF STATISTICS

Lai, T. L., Siegmund, D.

1979; 7 (1): 60-76

• ESTIMATION FOLLOWING SEQUENTIAL TESTS BIOMETRIKA

Siegmund, D.

1978; 65 (2): 341-349

• NONLINEAR RENEWAL THEORY WITH APPLICATIONS TO SEQUENTIAL-ANALYSIS I ANNALS OF STATISTICS

Lai, T. L., Siegmund, D.

1977; 5 (5): 946-954

• REPEATED SIGNIFICANCE TESTS FOR A NORMAL MEAN BIOMETRIKA

Siegmund, D.

1977; 64 (2): 177-189

• EQUIVALENCE OF ABSORBING AND REFLECTING BARRIER PROBLEMS FOR STOCHASTICALLY MONOTONE MARKOV-
PROCESSES ANNALS OF PROBABILITY

Siegmund, D.

1976; 4 (6): 914-924
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• PROBABILITY DISTRIBUTIONS RELATED TO LAW OF ITERATED LOGARITHM PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES
OF THE UNITED STATES OF AMERICA

Robbins, H., Siegmund, D.

1969; 62 (1): 11-?


