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Roy, K., Chanfreau, G.
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o Largescale microfluidic CRISPR screening for increased amylase secretion in yeast. Lab on a chip
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Engineered Graphene Oxide Nanocomposite Capable of Preventing the Evolution of Antimicrobial Resistance. ACSnano
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The Diverse Functions of Fungal RNase |1l Enzymesin RNA Metabolism. The Enzymes
Roy, K., Chanfreau, G. F.
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Structure of a Yeast RNase |11 dsRBD Complex with a Noncanonical RNA Substrate Provides New I nsightsinto Binding Specificity of
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