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Bio

BIO

Dr. Ford isamedical oncologist and geneticist at Stanford, devoted to studying the genetic basis of breast and Gl cancer development, treatment and prevention. Dr.
Ford graduated in 1984 Magna Cum Laude (Biology) from Y ae University where he later received his M.D. degree from the School of Medicinein 1989. Hewas a
internal medicine resident (1989-91), Clinical Fellow in Medical Oncology (1991-94), Research Fellow of Biological Sciences (1993-97) at Stanford, and joined the
faculty in 1998. Heis currently Professor of Medicine (Oncology) and Genetics, and Director of the Stanford Cancer Genetics Clinic and the Cancer Genomics Program

at the Stanford University Medical Center.

Dr. Ford' s research goals are to understand the role of genetic changesin cancer genesin the risk and development of common cancers. He studies the role of the p53
and BRCA 1 tumor suppressor genes in DNA repair, and uses techniques for high-throughput genomic analyses of cancer to identify molecular signatures for targeted
therapies. Dr. Ford's clinical interestsinclude the diagnosis and treatment of patients with a hereditary pre-disposition to cancer. He runs the Stanford Cancer Genetics
Clinic, that sees patients for genetic counseling and testing of hereditary cancer syndromes for prevention and early diagnosis of cancer in high-risk individuals and
populations. He has recently been named the Director of Stanford’s new Cancer Genomics Program, performing next-generation tumor profiling to identify novel

genetic targets for personalized targeted therapies, and directs the Molecular Tumor Board.

Dr. Ford is an editor of numerous scientific journals, including Cancer Research, DNA Repair, and PLoS Genetics. He has recently been named the founding Editor-in-

Chief of JCO Precision Oncology.

CLINICAL FOCUS
e Cancer > Gl Oncology

e Cancer Genetics

o Gastrointestinal Cancers - Genetics
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Gastrointestinal Cancers- Medical Oncology
Breast Cancer - Genetics

Ovarian Cancer - Genetics

Medica Oncology

Molecular Tumor Board

ACADEMIC APPOINTMENTS

Professor, Medicine - Oncology
Professor, Genetics

Professor (By courtesy), Pediatrics
Member, Bio-X

Member, Stanford Cancer Institute

ADMINISTRATIVE APPOINTMENTS

Founding Director, Stanford Clinical Cancer Genetics Program, (2000- present)
Director, Oncology Fellowship Training Program, (2002-2015)
Director, Stanford Clinical Cancer Genomics, (2013- present)

Associate Director of Education and Training, Stanford Cancer Institute, (2018- present)

HONORS AND AWARDS

Member, Western Society for Clinical Investigation (2007)

Top Doctor for Cancer, Castle Connolly (2008 -)

Council Chair, California Breast Cancer Research Program (2009 - 10)
Medical Oncology, Best Doctorsin America (2013 -)

Editor-in-Chief, JCO Precision Oncology Journal (2016 - 2020)
FASCO, ASCO (2017)

BOARDS, ADVISORY COMMITTEES, PROFESSIONAL ORGANIZATIONS

Board of Directors, Gastric Cancer Foundation (2008 - 2017)
Scientific Advisory Board, V Foundation (2006 - present)

Member, ASCO Cancer Prevention Committee (2013 - 2016)

PROFESSIONAL EDUCATION

Medical Education: Yale School Of Medicine (1989) CT

Fellowship: Stanford University Hematology and Oncology Fellowship (1994) CA
Residency: Stanford University Internal Medicine Residency (1991) CA

Internship: Stanford University Internal Medicine Residency (1990) CA

M.D., Yale Medica School , Medicine (1989)

Board Certification: Medical Oncology, American Board of Internal Medicine (2005)

Maintenance of Certification, Medical Oncology , American Board of Internal Medicine (2015)

COMMUNITY AND INTERNATIONAL WORK

The Hong Kong High Risk Breast Cancer Programme and Family Registry
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LINKS
e Video Story: https://stanfordhealthcare.org/stanford-heal th-care-now/why-i-got-into-medicine/why-medi cine-james-ford-md.html

e Ford Lab Site: http://jamesfordlab.stanford.edu/

e Get a Second Opinion: https://stanfordheal thcare.org/second-opinion/overview.html

Research & Scholarship

CURRENT RESEARCH AND SCHOLARLY INTERESTS

The major investigative focus of this laboratory and translational research program is to explore the mammalian genetic determinants of the inducible response and
cellular sensitivity to DNA damage, focusing particularly on the effects of the p53 and BRCA 1 gene products on DNA repair and cancer susceptibility. We have found
that loss of p53 and BRCA 1 function resultsin defective repair of DNA damage, including effects on homol ogous recombination, nucleotide and base-excision repair.
In addition, we are exploring ways to exploit the DNA repair deficiency of p53 and BRCA 1 mutant cancer cells and to identify targeted therapeutic approaches for the

treatment and prevention of related cancers.

Role of BRCA1 in base-excision DNA repair (BER): BRCA1 appears to have complex regulatory effects on multiple DNA repair pathways in addition to their shared
role in homologous-recombination and DNA double strand break repair. We first described that breast cancer cell lines mutant for the BRCA 1 gene exhibit sensitivity
to oxidative DNA damage. We also developed a novel viral based “host-cell reactivation” assay to measure the repair of oxidative DNA damage in living cells using an
adenoviral GFP reporter gene, and demonstrated that BRCA 1 mutant cells were defective in BER.

Discovery of small molecules that activate BER and may prevent BRCA 1-associated tumors: We designed and performed a high-throughput screen to identify small-
molecules that enhance DNA repair in a BRCA1 mutant background, and thus may serve as candidate agents for prevention of cancer by enhancing DNA repair and
interrupting multistep mutagenesis. Several of these drugs are potentially “repurposeable” and are currently or were previously used in humans for other indications. We
have shown activity of two in preventing the development of BRCA 1-associated breast cancersin mice and are developing plans for aclinical trial using the lead hit for

prevention of BRCA 1-associated premalignant changes in ovaries from women undergoing risk-reducing bilateral oopherectomies.

Clinical translation of Next-Generation Sequencing for hereditary cancer risk assessment: We recently led thefirst clinical study of next-generation gene panel DNA
sequencing among women referred for breast cancer risk assessment using germline DNA samples from our large translational research biobank containing more than
2000 specimens, all donated by individuals tested for BRCA 1/2 or other gene mutations. We found that >10% of patients had potentially pathogenic mutations in genes
other than BRCA1/2, thus doubling the rate of identified germline cancer susceptibility gene alterations in this population, a discovery that has enabled early detection

of cancers.

Targeting TNBC and other malignancies with DNA damaging drugs and PARP: We found through preclinical studies and clinical trials that nearly all BRCA mutation
associated breast cancer, and approximately half of non-BRCA mutant TNBC exhibit clinical sensitivity to platinum chemotherapy and synthetic lethality with

PARP inhibitors. As part of these efforts, we performed extensive correlative studies on tumor tissue and germline DNA samples obtained from patients enrolled in a
large, multi-institutional neoadjuvant clinical trial, using gene expression microarrays, DNA copy-number analyses, and germline DNA sequencing. We described a
bioinformatic measure of homol ogous recombination deficiency (HRD) that is highly predictive of clinical response in these patients. Our current and future research
goalsin thisareaisto leverage our expertise in germline and tumor genomics to identify patients with breast and other cancers harboring DNA repair gene defects and
HRD for treatment using PARP inhibitors and other DNA repair directed therapies (ATR and DNA-PK inhibitors). We have also devel oped breast cancer cell lines

resistant to PARP-inhibitors and are exploring the mechanism for this drug resistance.
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CLINICAL TRIALS

e A Study of Zenocutuzumab (MCLA-128) in Patients With Solid Tumors Harboring an NRG1 Fusion (eNRGy), Recruiting

e Assessments of Genetic Counseling Augmented With an Educational Video or Pamphlet Versus Traditional Counseling, Recruiting
e Clinical & Pathological Studies of Upper Gastrointestinal Carcinoma, Recruiting

e Genetic & Pathological Studies of BRCA1L/BRCA2: Associated Tumors & Blood Samples, Recruiting

e Genomic Profiling in Recommending Treatment for Patients With Metastatic Solid Tumors, Recruiting

e Study of Chemotherapy Plus I patasertib for People With Solid Tumors With AKT Mutations, A ComboMATCH Treatment Trial, Recruiting

o Targeted Therapy Directed by Genetic Testing in Treating Patients With Locally Advanced or Advanced Solid Tumors, The ComboMATCH Screening Trial,
Recruiting

e The Gastric Cancer Foundation: A Gastric Cancer Registry, Recruiting

e Comprehensive Screening for Women at High Genetic Risk for Developing Breast Cancer, Not Recruiting

o My Pathway: A Study Evaluating Herceptin/Perjeta, Tarceva, Zelboraf/Cotellic, Erivedge, Alecensa, and Tecentriq Treatment Targeted Against Certain Molecular
Alterationsin Participants With Advanced Solid Tumors, Not Recruiting

e Targeted Therapy Directed by Genetic Testing in Treating Patients With Advanced Refractory Solid Tumors, Lymphomas, or Multiple Myeloma (The MATCH
Screening Trial), Not Recruiting

Teaching

STANFORD ADVISEES
Postdoctoral Faculty Sponsor
Samyuktha Suresh

Postdoctoral Research Mentor

Samyuktha Suresh

GRADUATE AND FELLOWSHIP PROGRAM AFFILIATIONS
e Cancer Biology (Phd Program)

e Genetics (Phd Program)
e Medicine (Masters Program)

Publications

PUBLICATIONS

o ldentifying homologous recombination deficiency in breast cancer: genomic instability score distributions differ among breast cancer subtypes. Breast
cancer research and treatment

Lenz, L., Neff, C., Solimeno, C., Cogan, E. S., Abramson, V. G., Boughey, J. C., Falkson, C., Goetz, M. P., Ford, J. M., Gradishar, W. J., Jankowitz, R. C.,
Kaklamani, V. G., Marcom, et al

2023

e TheNew NCI Precision Medicine Trials. Clinical cancer research : an official journal of the American Association for Cancer Research

Harris, L. N., Blanke, C. D., Erba, H. P, Ford, J. M., Gray, R. J, LeBlanc, M. L., Hu-Lieskovan, S, Litzow, M. R, Luger, S. M., Meric-Bernstam, F., O'Dwyer, P.
J., Othus, M. K., Politi, et a

2023

o Clinical implications of conflicting variant inter pretationsin the cancer geneticsclinic. Geneticsin medicine: official journal of the American College of
Medical Genetics

Zukin, E., Culver, J. O,, Liu, Y., Yang, Y., Ricker, C. N., Hodan, R., Sturgeon, D., Kingham, K., Chun, N. M., Rowe-Teeter, C., Singh, K., Zell, J. A., Ladabaum, et
a

2023: 100837
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Antitumour activity of neratinib in patients with HER2-mutant advanced biliary tract cancers. Nature communications

Harding, J. J., Piha-Paul, S. A., Shah, R. H., Murphy, J. J, Cleary, J. M., Shapiro, G. |, Quinn, D. I., Brana, |., Moreno, V., Borad, M., Loai, S., Spanggaard, |., Park,
eta

2023; 14 (1): 630

Therapeutic Implications of Oncogenic Missense HER2 (ERBB2) Mutationsin Gastric Adenocar cinoma. JCO precision oncology
King, D. A., Weid, J. J,, Reyes, R., Mills, M., Itchon, A., Fisher, G. A., Ford, J. M., Suarez, C. J.
2023; 7: €2200093

National Cancer Institute Combination Therapy Platform Trial with Molecular Analysisfor Therapy Choice (ComboMATCH). Clinical cancer research :
an official journal of the American Association for Cancer Research

Meric-Bernstam, F., Ford, J. M., O'Dwyer, P. J,, Shapiro, G. |., McShane, L. M., Freidlin, B., O'Cearbhaill, R. E., George, S., Glade Bender, J., Lyman, G. H.,
Tricoli, J. V., Patton, D., Hamilton, et a
2023

A phasel| study of talazoparib monotherapy in patientswith wild-type BRCA1 and BRCA2 with a mutation in other homologous recombination
genes. Nature cancer

Gruber, J. J., Afghahi, A., Timms, K., DeWees, A., Gross, W., Aushev, V. N., Wu, H., Balcioglu, M., Sethi, H., Scott, D., Foran, J., McMillan, A., Ford, et a
2022

Overall survival in the OlympiA phaselll trial of adjuvant olaparib in patientswith germline pathogenic variantsin BRCA1/2 and high-risk, early breast
cancer. Annals of oncology : official journal of the European Society for Medical Oncology

Geyer, C. E., Garber, J. E., Gelber, R. D., Yothers, G., Taboada, M., Ross, L., Rastogi, P., Cui, K., Arahmani, A., Aktan, G., Armstrong, A. C., Arnedos, M.,
Balmafia, et al

2022

Circulating tumor DNA monitoring for early recurrence detection in epithelial ovarian cancer. Gynecologic oncology

Hou, J. Y., Chapman, J. S., Kalashnikova, E., Pierson, W., Smith-McCune, K., Pineda, G., Vattakalam, R. M., Ross, A., Mills, M., Suarez, C. J,, Davis, T.,
Edwards, R., Boisen, et a

2022

Somatic tumor mutationsin moderaterisk cancer genes: Targetsfor germline confirmatory testing. Cancer genetics
Llorin, H., Graf, M., Chun, N., Ford, J.
2022; 268-269: 22-27

Enhancing Repair of Oxidative DNA Damage with Small-M olecule Activators of MTH1. ACSchemical biology
Lee, Y., Onishi, Y., McPherson, L., Kietrys, A. M., Hebenbrock, M., Jun, Y. W., Das, |., Adimoolam, S., Ji, D., Mohsen, M. G., Ford, J. M., Kool, E. T.
2022

The Gastric Cancer Registry: A Genomic Translational Resource for Multidisciplinary Research in Gastric Cancer. Cancer epidemiology, biomarkers &
prevention : a publication of the American Association for Cancer Research, cosponsored by the American Society of Preventive Oncology

Almeda, A. F., Grimes, S. M., Lee, H., Greer, S, Shin, G., McNamara, M., Hooker, A. C., Arce, M. M., Kubit, M., Schauer, M. C., Van Hummelen, P., Ma, C.,
Mills, et a

2022

Single-cell analyses define a continuum of cell state and composition changesin the malignant transformation of polypsto colorectal cancer. Nature
genetics

Becker, W. R., Nevins, S. A., Chen, D. C., Chiu, R., Horning, A. M., Guha, T. K., Laquindanum, R., Mills, M., Chaib, H., Ladabaum, U., Longacre, T., Shen, J.,
Esplin, et a

2022

Per sonalised Risk Prediction in Hereditary Breast and Ovarian Cancer: A Protocol for a Multi-Centre Randomised Controlled Trial. Cancers

Archer, S., Fennell, N., Colvin, E., Laguindanum, R., Mills, M., Dennis, R., Stutzin Donoso, F., Gold, R., Fan, A., Downes, K., Ford, J., Antoniou, A. C., Kurian, et
a

2022; 14 (12)

A Novel Framework for the Next Generation of Precision Oncology Tar gets. JAMA oncology
Chen, C. T., Ford, J. M.
2022

Somatic tumor testing implicationsfor Lynch syndrome ger mline genetic testing. Cancer genetics
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Barrus, K., Purington, N., Chun, N., Ladabaum, U., Ford, J. M.
2022; 264-265: 16-22

A phasell clinical trial of talazoparib monotherapy for PALB2 mutation-associated advanced breast cancer.
Gruber, J., Gross, W., McMillan, A., Ford, J. M., Telli, M. L.
LIPPINCOTT WILLIAMS & WILKINS.2021

Hereditary diffuse gastric cancer: updated clinical practice guidelines LANCET ONCOLOGY

Blair, V. R., McLeod, M., Carneiro, F., Coit, D. G., D'Addario, J. L., Dieren, J., Harris, K. L., Hoogerbrugge, N., Oliveira, C., van der Post, R. S., Arnold, J.,
Benusiglio, P. R, Bisseling, et a

2020; 21 (8): E386-E397

TheHuman Tumor Atlas Network: Charting Tumor Transitions acr oss Space and Time at Single-Cell Resolution. Cell

Rozenblatt-Rosen, O., Regev, A., Oberdoerffer, P., Nawy, T., Hupalowska, A., Rood, J. E., Ashenberg, O., Cerami, E., Coffey, R. J., Demir, E., Ding, L., Esplin, E.
D., Ford, et a

2020; 181 (2): 23649

Germline Testing for Patients With BRCA1/2 M utations on Somatic Tumor Testing JNCI CANCER SPECTRUM
Vlessis, K., Purington, N., Chun, N., Haraldsdottir, S., Ford, J. M.
2020; 4 (1): pkz095

Mutation Ratesin Cancer Susceptibility Genesin Patients With Breast Cancer With Multiple Primary Cancers. JCO precision oncology

Maxwell, K. N., Wenz, B. M., Kulkarni, A., Wubbenhorst, B., D'Andrea, K., Wesathers, B., Goodman, N., Vijai, J,, Lilyquist, J., Hart, S. N., Slavin, T. P., Schrader,
K. A., Ravichandran, et a

2020; 4

One Step Further Toward Defining the Exceptional Cancer Responder. Journal of the National Cancer Institute
Ford, J. M., Mitchell, B. S.
2020

Prevalence of Lynch syndrome in women with mismatch repair-deficient ovarian cancer. Cancer medicine
Hodan, R. n., Kingham, K. n., Cotter, K. n., Folkins, A. K., Kurian, A. W., Ford, J. M., Longacre, T. n.
2020

NCI-MATCH EAY131-Z1l: Phasell study of AZD1775, a wee-1 kinase inhibitor, in patients with tumors containing BRCA1 and BRCA2 mutations

Kummar, S, Li, S, Reiss, K., Ford, J. M., Mitchell, E. P., Zwiebel, J. A, Takebe, N., Gray, R. J., McShane, L. M., Rubinstein, L. V., Patton, D., Williams, P.,
Hamilton, et a

AMER ASSOC CANCER RESEARCH.2019

HAT1 Coordinates Histone Production and Acetylation via H4 Promoter Binding. Molecular cell
Gruber, J. J, Geller, B., Lipchik, A. M., Chen, J., Salahudeen, A. A., Ram, A. N., Ford, J. M., Kuo, C. J., Snyder, M. P.
2019

Association of Tumor Infiltrating L ymphocytes with Homologous Recombination Deficiency and BRCA1/2 Statusin Patientswith Early Triple-Negative
Breast Cancer: A Pooled Analysis. Clinical cancer research : an official journal of the American Association for Cancer Research

Telli, M. L., Chu, C. n,, Badve, S. S, Vinayak, S. n.,, Silver, D. P., Isakoff, S. J., Kaklamani, V. n., Gradishar, W. n., Stearns, V. n., Connolly, R. M., Ford, J. M.,
Gruber, J. J., Adams, et a

2019

Genomicsin medicine: a novel electiverotation for internal medicine residents. Postgraduate medical journal
Geng, L. N., Kohler, J. N., Levonian, P. n., Bernstein, J. A., Ford, J. M., Ahuja, N. n., Witteles, R. n., Hom, J. n., Wheeler, M. n.
2019

Chromatin Remodeling in Response to BRCA2-Crisis. Cell reports
Gruber, J. J, Chen, J. n., Geller, B. n., Jager, N. n., Lipchik, A. M., Wang, G. n., Kurian, A. W., Ford, J. M., Snyder, M. P.
2019; 28 (8): 2182-93.e6

Comprehensive genomic characterization of breast tumorswith BRCA1 and BRCA2 mutations. BMC medical genomics
Lal, A. n., Ramazzotti, D. n., Weng, Z. n,, Liu, K. n.,, Ford, J. M., Sidow, A. n.
2019; 12 (1): 84
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High-Resolution Bisulfite-Sequencing of Peripheral Blood DNA Methylation in Early-Onset and Familial Risk Breast Cancer Patients. Clinical cancer
research : an official journal of the American Association for Cancer Research

Chen, J. n., Haanp@, M. K., Gruber, J. J., Jager, N. n., Ford, J. M., Snyder, M. P.
2019

Increased M TH1-specific 8-oxodGT Pase activity isa hallmark of cancer in colon, lung and pancreatic tissue. DNA repair

McPherson, L. A., Troccoli, C. 1., Ji, D. n., Bowles, A. E., Gardiner, M. L., Mohsen, M. G., Nagathihalli, N. S., Nguyen, D. M., Robbins, D. J., Merchant, N. B.,
Kool, E. T., Rai, P. n., Ford, et a

2019: 102644

Tumor Molecular Profiling Aidsin Determining Tissue of Origin and Therapy for Metastatic Adenocarcinoma in a Patient With Multiple Primary
Malignancies JCO PRECISION ONCOLOGY

Costa, H. A., Reyes, R., Mills, M., Zehnder, J. L., Sledge, G., Curtis, C., Ford, J. M., Suarez, C. J.
2018; 2

Strategies For Clinical Implementation: Precision Oncology At Three Distinct I nstitutions HEALTH AFFAIRS
Nadauld, L. D., Ford, J. M., Pritchard, D., Brown, T.
2018; 37 (5): 751-56

Precision oncology in advanced cancer patientsimproves overall survival with lower weekly healthcare costs. Oncotarget
Haslem, D. S., Chakravarty, |., Fulde, G., Gilbert, H., Tudor, B. P, Lin, K., Ford, J. M., Nadauld, L. D.
2018; 9 (15): 12316-22

Homologous recombination deficiency (HRD) status predicts response to standard neoadjuvant chemotherapy in patientswith triple-negative or BRCAL/2
mutation-associated breast cancer. Breast cancer research and treatment

Telli, M. L., Hellyer, J. n., Audeh, W. n., Jensen, K. C., Bose, S. n., Timms, K. M., Gutin, A. n., Abkevich, V. n., Peterson, R. N., Neff, C. n., Hughes, E. n.,
Sangale, Z. n., Jones, et a

2018; 168 (3): 625-30

Totally Unexpected: Nonsyndromic CDH1 Mutationsand Hereditary Diffuse Gastric Cancer Syndrome. JCO precision oncology
Ford, J. M.
2017; 1: 1-2

IDH2 Mutation in a Patient with Metastatic Colon Cancer NEW ENGLAND JOURNAL OF MEDICINE
Zhang, B. M., Zehnder, J. L., Suarez, C. J.
2017; 376 (20): 1991-1992

Poly (ADP-ribose) polymerase inhibitor, an effective radiosensitizer in lung and pancr eatic cancers ONCOTARGET
Hastak, K., Bhutra, S, Parry, R., Ford, J. M.
2017; 8 (16): 26344-26355

Tumor BRCA1 Reversion Mutation Arising During Neoadjuvant Platinum-Based Chemotherapy in Triple-Negative Breast Cancer |s Associated with
Therapy Resistance. Clinical cancer research : an official journal of the American Association for Cancer Research

Afghahi, A., Timms, K. M., Vinayak, S., Jensen, K. C., Kurian, A. W., Carlson, R. W., Chang, P., Schackmann, E. A., Hartman, A., Ford, J. M., Telli, M. L.
2017

Racial/ethnic differencesin multiple-gene sequencing results for hereditary cancer risk. Geneticsin medicine: official journal of the American College of
Medical Genetics

Caswell-Jin, J. L., Gupta, T. n., Hall, E. n., Petrovchich, I. M., Mills, M. A., Kingham, K. E., Koff, R. n., Chun, N. M., Levonian, P. n., Lebensohn, A. P., Ford, J.
M., Kurian, A. W.

2017

Precision Oncology: A New Forum for an Emerging Field JCO PRECISION ONCOLOGY
Ford, J. M.
2017; 1

A Retrospective Analysis of Precision M edicine Outcomesin Patients With Advanced Cancer Reveals Improved Progression-Free Survival Without
Increased Health Care Costs. Journal of oncology practice

Haslem, D. S, Van Norman, S. B., Fulde, G., Knighton, A. J., Belnap, T., Butler, A. M., Rhagunath, S., Newman, D., Gilbert, H., Tudor, B. P., Lin, K., Stone, G.
R., Loughmiller, et al

2016
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Precision genomic medicine improves clinical outcomesin advanced cancer patients
Nadauld, L. D., Van Norman, B., Fulde, G., Newman, D., Butler, A., Tudor, B., Gilbert, H., Lin, K., Stone, G., Konde, A., Petrovchich, I., Ford, J. M., Haslem, et a
AMER ASSOC CANCER RESEARCH.2016

American Society of Clinical Oncology Policy Statement Update: Genetic and Genomic Testing for Cancer Susceptibility. Journal of clinical oncology
Robson, M. E., Bradbury, A. R., Arun, B., Domchek, S. M., Ford, J. M., Hampel, H. L., Lipkin, S. M., Syngadl, S., Wallins, D. S, Lindor, N. M.
2015; 33 (31): 3660-3667

Clinical Actionability of Multigene Panel Testing for Hereditary Breast and Ovarian Cancer Risk Assessment JAMA ONCOLOGY

Desmond, A., Kurian, A., Gabree, M., Mills, M. A., Anderson, M. J., Kobayashi, Y ., Horick, N., Yang, S., Shannon, K. M., Tung, N., Ford, J,, Lincoln, S. E.,
Ellisen, et a

2015; 1 (7): 943-951

American Gastroenterological Association Technical Review on the Diagnosis and M anagement of Lynch Syndrome. Gastroenterology
Ladabaum, U., Ford, J. M., Martel, M., Barkun, A. N.
2015; 149 (3): 783-813 €20

Phase |l Study of Gemcitabine, Carboplatin, and Iniparib As Neoadjuvant Therapy for Triple-Negative and BRCA1/2 Mutation-Associated Breast
Cancer With Assessment of a Tumor-Based M easur e of Genomic | nstability: PrECOG 0105. Journal of clinical oncology

Telli, M. L., Jensen, K. C., Vinayak, S., Kurian, A. W., Lipson, J. A., Flaherty, P. J.,, Timms, K., Abkevich, V., Schackmann, E. A., Wapnir, |. L., Carlson, R. W.,
Chang, P., Sparano, et al
2015; 33 (17): 1895-1901

Hereditary diffuse gastric cancer: updated clinical guidelines with an emphasis on germline CDH1 mutation carriers JOURNAL OF MEDICAL GENETICS

van der Post, R. S, Vogelaar, |. P., Carneiro, F., Guilford, P., Huntsman, D., Hoogerbrugge, N., Caldas, C., Schreiber, K. E., Hardwick, R. H., Ausems, M. G.,
Bardram, L., Benusiglio, P. R., Bisseling, et a

2015; 52 (6): 361-374

Multigene Panel Testing in Oncology Practice: How Should We Respond? JAMA oncology
Kurian, A. W., Ford, J. M.
2015; 1 (3): 277-278

Genomic Complexity Profiling Reveals That HORMAD1 Over expression Contributesto Homologous Recombination Deficiency in Triple-Negative Breast
Cancers CANCER DISCOVERY

Watkins, J., Weekes, D., Shah, V., Gazinska, P., Joshi, S., Sidhu, B., Gillett, C., Pinder, S., Vanoli, F., Jasin, M., Mayrhofer, M., Isaksson, A., Cheang, et a
2015; 5 (5): 488-505

Multigene Panel Testing in Oncology Practice: How Should We Respond? JAMA Oncology
Kurian, A. W., Ford, J. M.
2015; 1 (3): 277-278

Therapeutic Targeting of BRCA1-Mutated Breast Cancerswith Agents That Activate DNA Repair CANCER RESEARCH
Alli, E., Solow-Cordero, D., Casey, S. C., Ford, J. M.
2014; 74 (21): 6205-6215

Clinical Evaluation of a Multiple-Gene Sequencing Panel for Hereditary Cancer Risk Assessment JOURNAL OF CLINICAL ONCOLOGY

Kurian, A. W., Hare, E. E., Mills, M. A., Kingham, K. E., McPherson, L., Whittemore, A. S., McGuire, V., Ladabaum, U., Kobayashi, Y ., Lincoln, S. E., Cargill,
M., Ford, J. M.

2014; 32 (19): 2001-2009

Clinical interpretation and implications of whole-genome sequencing. JAMA

Dewey, F. E., Grove, M. E,, Pan, C., Goldstein, B. A., Bernstein, J. A., Chaib, H., Merker, J. D., Goldfeder, R. L., Enns, G. M., David, S. P., Pakdaman, N.,
Ormond, K. E., Caleshu, et al

2014; 311 (10): 1035-1045

Poly (ADP-ribose) polymerase inhibitor L T-626: Sensitivity correlateswith MRE11 mutations and syner gizes with platinums and irinotecan in color ectal
cancer cells CANCER LETTERS

McPherson, L. A., Shen, Y., Ford, J. M.
2014; 343 (2): 217-223

Metastatic tumor evolution and organoid modeling implicate TGFBR2 as a cancer driver in diffuse gastric cancer. Genome biology
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Nadauld, L. D., Garcia, S., Natsoulis, G., Bell, J. M., Miotke, L., Hopmans, E. S., Xu, H., Pai, R. K., Pam, C., Regan, J. F., Chen, H., Flaherty, P., Ootani, et a
2014; 15 (8): 428-?

M etastatic tumor evolution and organoid modeling implicate TGFBR2 as a cancer driver in diffuse gastric cancer GENOME BIOLOGY
Nadauld, L. D., Garcia, S., Natsoulis, G., Bell, J. M., Miotke, L., Hopmans, E. S., Xu, H., Pai, R. K., Padm, C., Regan, J. F., Chen, H., Flaherty, P., Ootani, et a
2014; 15 (8)

Molecular profiling of gastric cancer: toward personalized cancer medicine. Journal of clinical oncology
Nadauld, L. D., Ford, J. M.
2013; 31 (7): 838-839

Lupus Antibody Tops Cancer Cells SCIENCE TRANSLATIONAL MEDICINE
Ford, J. M.
2012; 4 (157)

Lynch Syndrome in Patients With Colorectal Cancer Finding the Needlein the Haystack JAMA-JOURNAL OF THE AMERICAN MEDICAL ASSOCIATION
Ladabaum, U., Ford, J. M.
2012; 308 (15): 1581-1583

Long-Term Survivorsof Gastric Cancer: A California Population-Based Study JOURNAL OF CLINICAL ONCOLOGY
Kunz, P. L., Gubens, M., Fisher, G. A., Ford, J. M., Lichtensztajn, D. Y ., Clarke, C. A.
2012; 30 (28): 3507-3515

Genetic Testing by Cancer Site Stomach CANCER JOURNAL
Chun, N., Ford, J. M.
2012; 18 (4): 355-363

Breast cancerswith compromised DNA repair exhibit selective sensitivity to elescilomol DNA REPAIR
Alli, E., Ford, J. M.
2012; 11 (5): 522-524

Isbreast cancer a part of Lynch syndrome? Breast cancer research : BCR
Ford, J. M.
2012; 14 (4): 110

Strategiesto | dentify the Lynch Syndrome Among Patients With Colorectal Cancer A Cost-Effectiveness Analysis ANNALS OF INTERNAL MEDICINE
Ladabaum, U., Wang, G., Terdiman, J., Blanco, A., Kuppermann, M., Boland, C. R., Ford, J., Elkin, E., Phillips, K. A.
2011; 155 (2): 69-U50

Enhanced sensitivity to cisplatin and gemcitabine in Brcal-deficient murine mammary epithelial cells. BMC pharmacology
Alli, E., Sharma, V. B., Hartman, A., Lin, P. S., McPherson, L., Ford, J. M.
2011; 11: 7-?

Synergistic Chemosensitivity of Triple-Negative Breast Cancer Cell Linesto Poly(ADP-Ribose) Polymerase I nhibition, Gemcitabine, and
Cisplatin CANCER RESEARCH

Hastak, K., Alli, E., Ford, J. M.
2010; 70 (20): 7970-7980

Second Primary Breast Cancer Occurrence Accor ding to Hormone Receptor Status JOURNAL OF THE NATIONAL CANCER INSTITUTE
Kurian, A. W., McClure, L. A., John, E. M., Horn-Ross, P. L., Ford, J. M., Clarke, C. A.
2009; 101 (15): 1058-1065

Defective Repair of Oxidative DNA Damagein Triple-Negative Breast Cancer Confers Sensitivity to Inhibition of Poly(ADP-Ribose) Polymerase CANCER
RESEARCH

Alli, E., Sharma, V. B., Sunderesakumar, P., Ford, J. M.
2009; 69 (8): 3589-3596

Performance of BRCA1/2 mutation prediction modelsin Asian Americans 43rd Annual Meeting of the American-Society-of-Clinical-Oncology (ASCO)

Kurian, A. W., Gong, G. D., Chun, N. M., Mills, M. A, Staton, A. D., Kingham, K. E., Crawford, B. B., Leg, R., Chan, S,, Donlon, S. S, Ridge, Y ., Panabaker, K.,
West, et a

AMER SOC CLINICAL ONCOLOGY.2008: 4752-58
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Hereditary diffuse gastric cancer - Implications of genetic testing for screening and prophylactic surgery CANCER
Cisco, R. M., Ford, J. M., Norton, J. A.
2008; 113 (7): 1850-1856

CDH1 truncating mutationsin the E-cadherin gene - An indication for total gastrectomy to treat hereditary diffuse gastric cancer ANNALSOF SURGERY
Norton, J. A., Ham, C. M., Van Dam, J., Jeffrey, R. B., Longacre, T. A., Huntsman, D. G., Chun, N., Kurian, A. W., Ford, J. M.
2007; 245 (6): 873-879

Predicting and preventing hereditary colorectal cancer JAMA-JOURNAL OF THE AMERICAN MEDICAL ASSOCIATION
Ford, J. M., Whittemore, A. S.
2006; 296 (12): 1521-1523

Molecular inversion probe analysis of gene copy alterations reveals distinct categories of colorectal carcinoma CANCER RESEARCH
Ji, H., Kumm, J,, Zhang, M., Farnam, K., Salari, K., Faham, M., Ford, J. M., Davis, R. W.
2006; 66 (16): 7910-7919

Opposing effects of the UV lesion repair protein XPA and UV bypass polymerase eta on ATR checkpoint signaling EMBO JOURNAL
D Bomgarden, R., Lupardus, P. J., Soni, D. V., Yee, M., Ford, J. M., Cimprich, K. A.
2006; 25 (11): 2605-2614

I'n vivo recruitment of XPC to UV-induced cyclobutane pyrimidine dimers by the DDB2 gene product JOURNAL OF BIOLOGICAL CHEMISTRY
Fitch, M. E., Nakgjima, S., Yasui, A., Ford, J. M.
2003; 278 (47): 46906-46910

p53 and regulation of DNA damage recognition during nucleotide excision repair DNA REPAIR
Adimoolam, S,, Ford, J. M.
2003; 2 (9): 947-954

The DDB2 nuclectide excision repair gene product p48 enhances global genomic repair in p53 deficient human fibroblasts DNA REPAIR
Fitch, M. E., Cross, I. V., Turner, S. J.,, Adimoolam, S,, Lin, C. X., Williams, K. G., Ford, J. A.
2003; 2 (7): 819-826

p53 responsive nucleotide excision repair gene products p48 and XPC, but not p53, localize to sites of UV-irradiation-induced DNA damage, in
vivo CARCINOGENESIS

Fitch, M. E., Cross, |. V., Ford, J. M.
2003; 24 (5): 843-850

p53 and DNA damage-inducible expression of the xer oder ma pigmentosum group C gene PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES
OF THE UNITED STATES OF AMERICA

Adimoolam, S,, Ford, J. M.
2002; 99 (20): 12985-12990

BRCAZ1 induces DNA damage recognition factors and enhances nucleotide excision repair NATURE GENETICS
Hartman, A. R., Ford, J. M.
2002; 32 (1): 180-184

Xeroderma pigmentosum p48 gene enhances global genomic repair and suppresses UV-induced mutagenesis MOLECULAR CELL

Tang, J. Y., Hwang, B. J., Ford, J. M., Hanawalt, P. C., Chu, G.

2000; 5 (4): 737-744

Expression of the p48 xer oder ma pigmentosum geneis p53-dependent and isinvolved in global genomic repair PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Hwang, B. J., Ford, J. M., Hanawalt, P. C., Chu, G.

1999; 96 (2): 424-428

Expression of wild-type p53isrequired for efficient global genomic nucleotide excision repair in UV-irradiated human fibroblasts JOURNAL OF
BIOLOGICAL CHEMISTRY

Ford, J. M., Hanawalt, P. C.
1997; 272 (44): 28073-28080
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LI-FRAUMENI SYNDROME FIBROBLASTSHOMOZYGOUSFOR P53 MUTATIONS ARE DEFICIENT IN GLOBAL DNA-REPAIR BUT
EXHIBIT NORMAL TRANSCRIPTION-COUPLED REPAIR AND ENHANCED UV RESISTANCE PROCEEDINGS OF THE NATIONAL ACADEMY
OF SCIENCESOF THE UNITED STATES OF AMERICA

Ford, J. M., Hanawalt, P. C.
1995; 92 (19): 8876-8880

Repurposing mebendazole against triple-negative breast cancer CNS metastasis. Journal of neuro-oncology

Rodrigues, A. J., Chernikova, S. B., Wang, Y., Trinh, T. T., Solow-Cordero, D. E., Alexandrova, L., Casey, K. M., Alli, E., Aggarwal, A., Quill, T., Koegdl, A. K.,
Feldman, B. J., Ford, et al

2024

Repurposing mebendazole against triple-negative breast cancer leptomeningeal disease. Research square

Rodrigues, A., Chernikova, S. B., Wang, Y., Trinh, T. T., Solow-Cordero, D. E., Alexandrova, L., Casey, K. M., Alli, E., Aggarwal, A., Quill, T., Koegel, A.,
Feldman, B. J,, Ford, et a

2024

Identification of a potential chemopr evention agent for BRCA1- mutated cancers
Shanmugam, S., Hosch, E., Konar, D., Ford, J. M., Alli, E.
AMER ASSOC CANCER RESEARCH.2022

Identification of a potential chemoprevention agent for BRCA1- mutated cancers.
Shanmugam, S., Hosch, E., Konar, D., Ford, J. M., Alli, E.
AMER ASSOC CANCER RESEARCH.2022

Clinical Trial Development in TP53-Mutated L ocally Advanced and Recurrent/M etastatic Head and Neck Squamous Cell Carcinoma. Journal of the
National Cancer Institute

Rodriguez, C. P., Kang, H., Geiger, J. L., Burtness, B., Chung, C. H., Pickering, C. R., Fakhry, C., Le, Q. T., Yom, S. S,, Galloway, T. J., Golemis, E., Li, A.,
Shoop, et a

2022

Targeting HER2 mutation-positive advanced biliary tract cancerswith neratinib: Final resultsfrom the phase 2 SUMMIT basket trial.

Harding, J. J,, Piha-Paul, S., Shah, R. H., Cleary, J. M., Quinn, D. |., Brana, |., Moreno, V., Borad, M. J,, Loi, S., Spanggaard, |., Ford, J. M., DiPrimeo, D., Berger,
etal

LIPPINCOTT WILLIAMS & WILKINS.2022

Exploring homologous recombination deficiency thresholds for predicting response to platinum-based treatment in triple negative breast cancer.

Timms, K., Lenz, L., Cogan, E. S., Mayer, E. L., Kaklamani, V. G., Stearns, V., Abramson, V. G., Falkson, C., Jankowitz, R., Marcom, P., Tung, N. M., Gradishar,
W., Ford, et a

LIPPINCOTT WILLIAMS & WILKINS.2022

MITI minimum information guidelinesfor highly multiplexed tissue images. Nature methods

Schapiro, D., Yapp, C., Sokolov, A., Reynolds, S. M., Chen, Y., Sudar, D., Xie, Y., Muhlich, J., Arias-Camison, R., Arena, S, Taylor, A. J,, Nikolov, M., Tyler, et
a

2022; 19 (3): 262-267

Phasell Study of Taselisib in PIK3CA-Mutated Solid Tumors Other Than Breast and Squamous L ung Cancer: Results From the NCI-MATCH ECOG-
ACRIN Trial (EAY 131) Subprotocol I. JCO precision oncology

Krop, I. E., Jegede, O. A., Grilley-Olson, J. E., Lauring, J. D., Mitchell, E. P., Zwiebdl, J. A., Gray, R. J., Wang, V., McShane, L. M., Rubinstein, L. V., Patton, D.,
Williams, P. M., Hamilton, et a

2022; 6: €2100424

Surgery for Hereditary Diffuse Gastric Cancer: Long-Term Outcomes. Cancers
Forrester, J. D., Foster, D., Ford, J. M., Longacre, T. A., Ladabaum, U., Fry, S., Norton, J. A.
2022; 14 (3)

Genomic analysis from the talazoparib beyond BRCA clinical trial: Homologous recombination (HR) deficiency scor es, loss-of-heter ozygosity and
mutationsin non-BRCA1/2 mutant tumorswith other HR mutations

Gruber, J. J., Afghahi, A., Hatton, A., Gross, W., Foran, J., McMillan, A., Ford, J. M., Telli, M. L.
AMER ASSOC CANCER RESEARCH.2021

Targeting HER2 (ERBB2) mutation-positive advanced biliary tract cancerswith neratinib: Resultsfrom the phase |l SUMMIT 'basket' trial.
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Harding, J. J., Cleary, J. M., Quinn, D. |, Brana, ., Moreno, V., Borad, M. J,, Loi, S., Spanggaard, |., Park, H., Ford, J. M., Arnedos, M., Stemmer, S. M., DelLa
Fouchardiere, et al

LIPPINCOTT WILLIAMS & WILKINS.2021

Subtle endoscopic manifestations of diffuse signet cell gastric adenocar cinoma in patients with CDH1 mutations. Gastrointestinal endoscopy
Ladabaum, U., Ford, J. M., Poultsides, G., Norton, J.
2021

A novel DDB2 mutation causes defective recognition of UV-induced DNA damages and prevalent equine squamous cell carcinoma. DNA repair
Chen, L., Bellone, R. R., Wang, Y., Singer-Berk, M., Sugasawa, K., Ford, J. M., Artandi, S. E.
2020; 97: 103022

Universal Screening of Gastrointestinal Malignanciesfor Mismatch Repair Deficiency at Stanford. JNCI cancer spectrum
Abrha, A., Shuklg, N. D., Hodan, R., Longacre, T., Raghavan, S., Pritchard, C. C., Fisher, G., Ford, J., Haraldsdottir, S.
2020; 4 (5): pkaa054

Clinicopathologic features of invasive breast cancer (BC) diagnosed in carriersof germline PALB2, CHEK2 and ATM pathogenic variants.
Scott, D., Kingham, K., Hodan, R., Ma, C., Mills, M., Ford, J. M., Kurian, A. W., Telli, M. L.
AMER SOC CLINICAL ONCOLOGY.2020

Germline mutation in 1,338 BRCA-negative Chinese hereditary breast and/or ovarian cancer patients: clinical testing with a multigene test panel. The
Journal of molecular diagnostics : JIMD

Kwong, A., Shin, V. Y., Chen, J., Wai-Yin Cheuk, I., Ho, C. Y., Au, C. H., Chan, K. K., Ngan, H. Y., Chan, T. L., Ford, J. M., Mg, E. S.
2020

Gastric Cancer Registry: A comprehensive patient-reported resour ce for multidisciplinary and translational genomic approachesto gastric cancer
Almeda, A., Hooker, A., Lee, H., Mills, M., Van Hummelen, P., Ford, J. M., Ji, H.
AMER SOC CLINICAL ONCOLOGY .2020

Statistical Methodsin Precision Oncology. Journal of clinical oncology : official journal of the American Society of Clinical Oncology
Lu, Y.n, Lee J J, Ford, J. M.
2020: JCO1903173

Whole genome analysis identifies the association of TP53 genomic deletionswith lower survival in Stagelll colorectal cancer. Scientific reports

Xia, L. C., Van Hummelen, P. n., Kubit, M. n., Leg, H. n,, Bell, J. M., Grimes, S. M., Wood-Bouwens, C. n., Greer, S. U., Barker, T. n., Hasem, D. S., Ford, J. M.,
Fulde, G.n., Ji, eta

2020; 10 (1): 5009

A novel DDB2 mutation causes defective recognition of UV-induced DNA damages and prevalent equine sqguamous cell carcinoma DNA Repair
Chen, L., Bellong, R. R., Wang, Y ., Singer-Berk, M., Sugasawa, K., Ford, J. M., Artandi, S. E.
2020

Psychosocial outcomes following germline multigene panel testing in an ethnically and economically diver se cohort of patients. Cancer

Culver, J. O., Ricker, C. N., Bonner, J. n., Kidd, J. n., Sturgeon, D. n., Hodan, R. n., Kingham, K. n., Lowstuter, K. n., Chun, N. M., Lebensohn, A. P., Rowe-Teeter,
C. n., Levonian, P. n., Partynski, et al

2020

Clinical Outcome Event Adjudication in a 10-Year Prospective Study of Nucleos(t)ide Analogue Therapy for Chronic Hepatitis B. Journal of clinical and
trandational hepatology

Lim, J. K., Chang, A. Y., Zaman, A. n., Martin, P. n., Fernandez-Rodriguez, C. M., Korkmaz, M. n., Rossi, S. n., Ford, J. M., Noonan, T. n., Cooney, E. n., Navarro,
V. n., Colombato, L. n.

2020; 8 (4): 377-84

Talazoparib beyond BRCA: A phasell trial of talazoparib monotherapy in BRCA1 and BRCA2 wild-type patientswith advanced HER2-negative breast
cancer or other solid tumorswith a mutation in homologous recombination (HR) pathway genes.

Gruber, J., Afghahi, A., Hatton, A., Scott, D., McMillan, A., Ford, J. M., Telli, M. L.

AMER SOC CLINICAL ONCOLOGY.2019

Preventive surgery after multiplex genetic panel testing (MGPT)
Idos, G., Kurian, A. W., Ricker, C., Sturgeon, D., Culver, J., Kingham, K., Koff, R., Chun, N. M., Rowe-Teeter, C., Levonian, P., Hong, C., Mills, M., Ma, et a
AMER SOC CLINICAL ONCOLOGY.2019
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JAVELIN BRCA/ATM: A phase 2 trial of avelumab (anti-PD-L 1) plustalazoparib (PARP inhibitor) in patients with advanced solid tumorswith a
BRCAL/2 or ATM defect.

Hyman, D., Zelnak, A. B., Bauer, T., Ulahannan, S., Ford, J. M., Cesari, R., Hoyle, M., Chappey, C., Stewart, R., Conte, U., Yap, T. A.
AMER SOC CLINICAL ONCOLOGY.2019

Clinical and pathological features of breast cancer among men and women with ATM and CDH1 mutations
Tsang, A., Kingham, K., Kurian, A., Ford, J., Wapnir, |.
SPRINGER.2019: 69-70

Multicenter Prospective Cohort Study of the Diagnostic Yield and Patient Experience of Multiplex Gene Panel Testing For Hereditary Cancer Risk. JCO
precision oncology

Idos, G. E., Kurian, A. W., Ricker, C., Sturgeon, D., Culver, J. O., Kingham, K. E., Koff, R., Chun, N. M., Rowe-Teeter, C., Lebensohn, A. P., Levonian, P.,
Lowstuter, K., Partynski, et al

2019; 3

Prevalence and molecular etiology of mismatch repair deficiency among gastrointestinal cancers.
Shukla, N., Abrha, A., Longacre, T. A., Koff, R., Ford, J. M., Fisher, G. A., Haraldsdottir, S.
AMER SOC CLINICAL ONCOLOGY.2019

Multicenter Prospective Cohort Study of the Diagnostic Yield and Patient Experience of Multiplex Gene Panel Testing For Hereditary Cancer Risk JCO
Precision Oncology

Idos, G. E., Kurian, A. W., Ricker, C., Sturgeon, D., Culver, J. O., Kingham, K. E., Koff, R., Chun, N. M., Rowe-Teeter, C., Lebensohn, A. P., Levonian, P.,
Lowstuter, K., Partynski, et al

2019

Tumor Molecular Profiling Aidsin Determining Tissue of Origin and Therapy for Metastatic Adenocarcinomain a Patient With Multiple Primary
Malignancies. JCO precision oncology

Costa, H. A., Reyes, R., Mills, M., Zehnder, J. L., Sledge, G., Curtis, C., Ford, J. M., Suarez, C. J.
2018; 2: 1-4

Introducing the JCO Precision Oncology Molecular Tumor Board Case Discussion Series. JCO precision oncology
Ford, J. M.
2018; 2: 1

Delivering Precision Oncology in a Community Cancer Program: Results From a Prospective Observational Study. JCO precision oncology

Powell, S. F., Dib, E. G., Bleeker, J. S., Keppen, M. D., Mazurczak, M., Hack, K. M., Gitau, M. M., Steen, P. D., Terstriep, S. A., Reynolds, J., Landsverk, M. L.,
Chan, C. H., Nelson, et &

2018; 2: 1-12

Pathogenic Variantsin Less Familiar Cancer Susceptibility Genes: What Happens After Genetic Testing? JCO precision oncology
Hall, E. T., Parikh, D., Caswell-Jin, J. L., Gupta, T., Mills, M. A., Kingham, K. E., Koff, R., Ford, J. M., Kurian, A. W.
2018; 2: 1-10

Surgical and molecular characterization of primary and metastatic disease in a neuroendocrine tumor arising in a tailgut cyst COLD SPRING HARBOR
MOLECULAR CASE STUDIES

Erdrich, J., Schaberg, K. B., Khodadoust, M. S., Zhou, L., Shelton, A. A., Visser, B. C., Ford, J. M., Alizadeh, A. A., Quake, S. R., Kunz, P. L., Beausang, J. F.
2018; 4 (5)

From the Past to the Present: Insurer Coverage Frameworksfor Next-Generation Tumor Sequencing. Valuein health : thejournal of the International
Society for Pharmacoeconomics and Outcomes Research

Trosman, J. R., Weldon, C. B., Gradishar, W. J., Benson, A. B., Cristofanilli, M., Kurian, A. W., Ford, J. M., Balch, A., Watkins, J., Phillips, K. A.
2018; 21 (9): 1062-1068

Small moleculesfacilitating DNA repair in breast cancer cells
Pandrala, M., Hastak, K., Kumar, V., Gardiner, M., Ford, J., Mahotra, S.
AMER CHEMICAL SOC.2018

Surgical and molecular characterization of primary and metastatic disease in a neuroendocrine tumor arising in a tailgut cyst. Cold Spring Harbor
molecular case studies

Erdrich, J., Schaberg, K., Khodadoust, M. S., Zhou, L., Shelton, A. A., Visser, B. C,, Ford, J. M., Alizadeh, A. A., Quake, S. R., Kunz, P. L., Beausang, J. F.
2018
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NCCN Guidelines Insights: Colorectal Cancer Screening, Version 1.2018. Journal of the National Comprehensive Cancer Network : INCCN

Provenzale, D., Gupta, S., Ahnen, D. J., Markowitz, A. J., Chung, D. C., Mayer, R. J., Regenbogen, S. E., Blanco, A. M., Bray, T., Cooper, G., Early, D. S, Ford, J.
M., Giardiello, et al

2018; 16 (8): 939-49

VISTA immune checkpoint deregulation in human triple-negative breast cancer
Gruber, J. J.,, duntilla, M. M., Yang, S., Geller, B., Jager, N., Lin, C., Lipchik, A. M., Chen, J., Ram, A., Vinayak, S., Telli, M. L., West, R. B., Ford, et a
AMER ASSOC CANCER RESEARCH.2018

Higher Absolute Lymphocyte Counts Predict Lower Mortality from Early-Stage Triple-Negative Breast Cancer CLINICAL CANCER RESEARCH

Afghahi, A., Purington, N., Han, S. S, Desal, M., Pierson, E., Mathur, M. B., Seto, T., Thompson, C. A., Rigdon, J.,, Telli, M. L., Badve, S. S,, Curtis, C. N., West,
etal

2018; 24 (12): 2851-58

Promoting colorectal cancer (CRC) screening after multiplex genetic testing and genetic counseling
Idos, G., Kurian, A. W., Ricker, C., Sturgeon, D., Culver, J., Kingham, K., Koff, R., Chun, N. M., Rowe-Teeter, C., Kidd, J., Evans, B., Brown, K., Mills, et a
AMER SOC CLINICAL ONCOLOGY.2018

Promoting breast cancer screening after multiplex genetic panel testing (M GPT) and genetic counseling
Idos, G., Kurian, A. W., Ricker, C., Sturgeon, D., Culver, J., Kingham, K., Koff, R., Chun, N. M., Rowe-Teeter, C., Kidd, J,, Evans, B., Brown, K., Mills, et a
AMER SOC CLINICAL ONCOLOGY.2018

Delivering Precision Oncology in a Community Cancer Program: Results From a Prospective Observational Study JCO PRECISION ONCOLOGY

Powell, S. E., Dib, E. G., Bleeker, J. S., Keppen, M. D., Mazurczek, M., Hack, K. M., Gitau, M. M., Steen, P. D., Terstriep, S. A., Reynolds, J., Landsverk, M. L.,
Chan, C., Nelson, et a

2018; 2: 1-12

Molecular Characterization of Aggressive Estrogen Receptor Positive Breast Cancer Resistant to Palbociclib Therapy
Lei, L., Lin, C., Steiner, D., Ford, J. M., Zehnder, J. L., Suarez, C. J.
NATURE PUBLISHING GROUP.2018: 703

Molecular Characterization of Aggressive Estrogen Receptor Positive Breast Cancer Resistant to Palbociclib Therapy
Lei, L., Lin, C., Steiner, D., Ford, J. M., Zehnder, J. L., Suarez, C. J.
NATURE PUBLISHING GROUP.2018: 703

Introducing the JCO Precision Oncology Molecular Tumor Board Case Discussion Series JCO PRECISION ONCOLOGY
Ford, J. M.
2018; 2

Patient communication of cancer genetic test resultsin a diverse population. Translational behavioral medicine

Ricker, C. N., Koff, R. B., Qu, C. n., Culver, J. n., Sturgeon, D. n., Kingham, K. E., Lowstuter, K. n., Chun, N. M., Rowe-Teeter, C. n., Lebensohn, A. n., Levonian,
P. n., Partynski, K. n., Lara-Otero, et a

2018; 8 (1): 85-94

Pathogenic variantsin lessfamiliar cancer susceptibility genes: what happens after genetic testing? JCO Precision Oncology
Hall, E. T., Parikh, D., Caswell-Jin, J. L., Gupta, T., Mills, M. A., Kingham, K. E., Koff, R., Ford, J. M., Kurian, A. W.
2018

Rapid detection ofBRCA1/2recurrent mutationsin Chinese breast and ovarian cancer patientswith multiplex SNaPshot genotyping panels. Oncotarget

Kwong, A. n., Ho, J. C,, Shin, V. Y., Kurian, A. W,, Tai, E. n,, Esserman, L. J.,, Weitzel, J. N., Lin, P. H., Field, M. n., Domchek, S. M., Lo, J. n,, Ngan, H. Y., Ma,
eta

2018; 9 (8): 7832-43

From the Past to the Present: Insurer Coverage Frameworksfor Next-Generation Tumor Sequencing Valuein Health
Trosman, J. R., Weldon, C. B., Gradishar, W. J., Benson, A. B., Cristofanilli, M., Kurian, A. W., Ford, J. M., Balch, A., Watkins, J., Phillips, K. A.
2018: 1062-1068

Higher Absolute Lymphocyte Counts Predict Lower Mortality from Early-Stage Triple-Negative Breast Cancer. Clinical cancer research : an official
journal of the American Association for Cancer Research

Afghahi, A. n., Purington, N. n., Han, S. S,, Desai, M. n., Pierson, E. n., Mathur, M. B., Seto, T. n., Thompson, C. A., Rigdon, J. n., Telli, M. L., Badve, S. S,,
Curtis, C. n., West, et a
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2018

NCCN Guidelines (R) I nsights Genetic/Familial High-Risk Assessment: Colorectal, Version 3.2017 Featured Updatesto the NCCN Guidelines JOURNAL
OF THE NATIONAL COMPREHENS VE CANCER NETWORK

Gupta, S, Provenzale, D., Regenbogen, S. E., Hampel, H., Slavin, T. P, Hall, M. J,, Llor, X., Chung, D. C., Ahnen, D. J., Bray, T., Cooper, G., Early, D. S., Ford,
etal

2017; 15 (12): 1465-74

The contribution of pathogenic variantsin breast cancer susceptibility genesto familial breast cancer risk (vol 3, 22, 2017) NPJ BREAST CANCER
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Shokat, K. M., Oliver, et

2015; 112 (45): 13976-13981

Clinical Actionability of Multigene Panel Testing for Hereditary Breast and Ovarian Cancer Risk Assessment. JAMA oncology
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Kwong, A., Chen, J,, Shin, V. Y., Ho, J.C., Law, F. B., Ay, C. H., Chan, T., Ma, E. S,, Ford, J. M.
2015; 208 (9): 448-454

A Systematic Comparison of Traditional and Multigene Panel Testing for Hereditary Breast and Ovarian Cancer Genesin More Than 1000
Patients JOURNAL OF MOLECULAR DIAGNOSTICS

Lincoln, S. E., Kobayashi, Y., Anderson, M. J,, Yang, S., Desmond, A. J., Mills, M. A., Nilsen, G. B., Jacabs, K. B., Monzon, F. A., Kurian, A. W., Ford, J. M.,
Ellisen, L. W.

2015; 17 (5): 533-544

BRCAZ1: Beyond double-strand break repair DNA REPAIR
Alli, E., Ford, J. M.
2015; 32: 165-171

Colorectal Cancer Screening, Version 1.2015 Featured Updatesto the NCCN Guidelines JOURNAL OF THE NATIONAL COMPREHENS VE CANCER
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OF SURGERY

Kwong, A., Wong, C. H., Suen, D. T., Co, M., Kurian, A. W., West, D. W., Ford, J. M.
2012; 36 (4): 702-713

Intensity-Modulated Radiotherapy for Pancreatic Adenocar cinoma 51st Annual Meeting of the American-Society-for-Radiation-Oncology (ASTRO)

Abelson, J. A., Murphy, J. D., Minn, A. Y., Chung, M., Fisher, G. A, Ford, J. M., Kunz, P., Norton, J. A., Visser, B. C., Poultsides, G. A., Koong, A. C., Chang, D.
T.

ELSEVIER SCIENCE INC.2012: E595-E601

Family History As a Positive Prognostic Factor in Gastric Cancer JOURNAL OF CLINICAL ONCOLOGY
Nadauld, L. D., Ford, J. M.
2012; 30 (7): 683-684

Identification of a Functional In Vivo p53 Response Element in the Coding Sequence of the Xer oder ma Pigmentosum Group C Gene. Genes & cancer
Hastak, K., Adimoolam, S., Trinklein, N. D., Myers, R. M., Ford, J. M.
2012; 3(2): 131-140

HER2 Expression in Gastric and Gastr oesophageal Junction Adenocar cinoma in a US Population: Clinicopathologic Analysis With Proposed Approach to
HER2 Assessment APPLIED IMMUNOHISTOCHEMISTRY & MOLECULAR MORPHOLOGY

Kunz, P. L., Mojtahed, A., Fisher, G. A., Ford, J. M., Chang, D. T., Balise, R. R,, Bangs, C. D., Cherry, A. M., Pai, R. K.
2012; 20 (1): 13-24

Quantitative and Sensitive Detection of Cancer Genome Amplificationsfrom Formalin Fixed Paraffin Embedded Tumorswith Droplet Digital
PCR. Translational medicine (Sunnyvale, Calif.)

Nadauld, L., Regan, J. F., Miotke, L., Pai, R. K., Longacre, T. A., Kwok, S. S., Saxonov, S,, Ford, J. M., Ji, H. P.
2012; 2 (2)

A rare case of an aldoster one secr eting metastatic adr enocortical carcinoma and papillary thyroid carcinomain a 31-year-old male. Rare tumors
Wanta, S. M., Basing, M., Chang, S. D., Chang, D. T., Ford, J. M., Greco, R., Kingham, K., Merritt, R. E., Kunz, P. L.
2011; 3 (4)

A Prospective Study of Total Gastrectomy for CDH1-Positive Hereditary Diffuse Gastric Cancer ANNALS OF SURGICAL ONCOLOGY
Chen, Y., Kingham, K., Ford, J. M., Rosing, J., Van Dam, J., Jeffrey, R. B., Longacre, T. A., Chun, N., Kurian, A., Norton, J. A.
2011; 18 (9): 2594-2598

SINGLE-FRACTION STEREOTACTIC BODY RADIATION THERAPY AND SEQUENTIAL GEMCITABINE FOR THE TREATMENT OF
LOCALLY ADVANCED PANCREATIC CANCER INTERNATIONAL JOURNAL OF RADIATION ONCOLOGY BIOLOGY PHYSICS

Schellenberg, D., Kim, J., Ciristman-Skieller, C., Chun, C. L., Columbo, L. A., Ford, J. M., Fisher, G. A., Kunz, P. L., Van Dam, J,, Quon, A., Desser, T. S,,
Norton, J., Hsu, et a

2011; 81 (1): 181-188

Intensity-M odulated Radiation Therapy Versus Conventional Radiation Therapy for Squamous Cell Carcinoma of the Anal Canal CANCER
Bazan, J. G., Hara, W., Hsu, A., Kunz, P. A, Ford, J., Fisher, G. A., Welton, M. L., Shelton, A., Kapp, D. S., Koong, A. C., Goodman, K. A., Chang, D. T.
2011; 117 (15): 3342-3351

A two-antibody mismatch repair protein immunohistochemistry screening approach for colorectal carcinomas, skin sebaceous tumors, and gynecologic
tract carcinomas MODERN PATHOLOGY

Mojtahed, A., Schrijver, I., Ford, J. M., Longacre, T. A., Pai, R. K.
2011; 24 (7): 1004-1014

Asian ethnicity and breast cancer subtypes: a study from the California Cancer Registry BREAST CANCER RESEARCH AND TREATMENT
Telli, M. L., Chang, E. T., Kurian, A. W., Keegan, T. H., McClure, L. A., Lichtensztajn, D., Ford, J. M., Gomez, S. L.
2011; 127 (2): 471-478

A novel de novo BRCA1 mutation in a Chinese woman with early onset breast cancer FAMILIAL CANCER
Kwong, A., Ng, E. K., Tang, E. Y., Wong, C. L., Law, F. B, Leung, C. P., Chan, A., Cheung, M. T., To, M. Y., Ma, E. S., West, D. W., Ford, J. M.

Page 20 of 27



James Ford
http://cap.stanford.edu/profiles/James_Ford/

2011; 10 (2): 233-237

Germline mutationsin CDH1 areinfrequent in women with early-onset or familial lobular breast cancers JOURNAL OF MEDICAL GENETICS

Schrader, K. A., Masciari, S., Boyd, N., Salamanca, C., Senz, J., Saunders, D. N., Yorida, E., Maines-Bandiera, S., Kaurah, P., Tung, N., Robson, M. E., Ryan, P.
D., Olopade, et a

2011; 48 (1): 64-68

Multimodality Therapy for Esophageal Cancer: The Benefit of Chemoradiation
Vosder, S. R, Bavan, B., Kunz, P., Ford, J. M., Fisher, G. A., Whyte, R., Koong, A. C., Chang, D. T.
ELSEVIER SCIENCE INC.2011: S309-S309

PARP Inhibitorsfor the Treatment and Prevention of Breast Cancer. Current breast cancer reports
Vinayak, S., Ford, J. M.
2010; 2 (4): 190-197

Expression of p16(INK4A) But Not Hypoxia Markersor Poly Adenosine Diphosphate-Ribose Polymerase | s Associated With Improved Survival in
Patients With Pancreatic Adenocarcinoma 51st Annual Meeting of the American-Society-for-Radiation-Oncology (ASTRO)

Chang, D. T., Chapman, C. H., Norton, J. A., Visser, B., Fisher, G. A., Kunz, P., Ford, J. M., Koong, A. C., Pa, R. K.
WILEY-BLACKWELL.2010: 5179-87

Poly(ADP-Ribose) Polymerase Inhibition: " Targeted" Therapy for Triple-Negative Breast Cancer CLINICAL CANCER RESEARCH
Anders, C. K., Winer, E. P, Ford, J. M., Dent, R., Silver, D. P., Sledge, G. W., Carey, L. A.
2010; 16 (19): 4702-4710

PARP inhibitorsin breast cancer. Clinical advancesin hematology & oncology : H& O
Telli, M. L., Ford, J. M.
2010; 8 (9): 629-635

Comparison of Intensity-Modulated Radiother apy and 3-Dimensional Conformal Radiotherapy as Adjuvant Therapy for Gastric Cancer 51st Annual
Meeting of the American-Society-for-Radiation-Oncology (ASTRO)

Minn, A. Y., Hsu, A., La, T., Kunz, P., Fisher, G. A., Ford, J. M., Norton, J. A., Visser, B., Goodman, K. A., Koong, A. C., Chang, D. T.
JOHN WILEY & SONSINC.2010: 3943-52

Hereditary diffuse gastric cancer dueto a previously undescribed CDH1 splice site mutation HUMAN PATHOLOGY
Matsukuma, K. E., Mullins, F. M., Dietz, L., Zehnder, J. L., Ford, J. M., Chun, N. M., Schrijver, I.
2010; 41 (8): 1200-1203

(18)FLUORODEOXYGLUCOSE PET ISPROGNOSTIC OF PROGRESSION-FREE AND OVERALL SURVIVAL IN LOCALLY ADVANCED
PANCREAS CANCER TREATED WITH STEREOTACTIC RADIOTHERAPY INTERNATIONAL JOURNAL OF RADIATION ONCOLOGY BIOLOGY
PHYSCS

Schellenberg, D., Quon, A., Minn, A. Y., Graves, E. E., Kunz, P., Ford, J. M., Fisher, G. A., Goodman, K. A., Koong, A. C., Chang, D. T.
2010; 77 (5): 1420-1425

Pathological response after chemoradiation for T3 rectal cancer COLORECTAL DISEASE
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Jhawer, M. P., Kindler, H. L., Wainberg, Z. A., Hecht, J. R., Kerr, R. O., Ford, J. M., Henderson, C., Muéller, T., KEER, H. N., Shah, M. A.
AMER SOC CLINICAL ONCOLOGY.2008

I dentification of a novel p53 in-frame deletion in a Li-Fraumeni-like family PEDIATRIC BLOOD & CANCER
Schiffman, J. D., Chun, N., Fisher, P. G., Dahl, G. V., Ford, J. M., Eggerding, F. A.
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