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o InducibleIncRNA transgenic micereveal continual role of HOTAIR in promoting breast cancer metastasis. elife
Ma, Q., Yang, L., Talentino, K., Wang, G., Zhao, Y ., Litzenburger, U. M., Shi, Q., Zhu, L., Yang, C., Jiao, H., Zhang, F., Li, R., Tsai, et a
2022; 11

e Engineered cell entry linksreceptor biology with single-cell genomics. Cell
Yu, B., Shi, Q., Belk, J. A,, Yost, K. E., Parker, K. R., Li, R, Liu, B. B., Huang, H., Lingwood, D., Greenleaf, W. J,, Davis, M. M., Satpathy, A. T., Chang, et a
2022

o Divergent clonal differentiation trajectoriesof T cell exhaustion. Natureimmunology
Daniel, B., Yogt, K. E., Hsiung, S., Sandor, K., Xia, Y., Qi, Y., Hlam-Galvez, K. J., Black, M., JRaposo, C., Shi, Q., Meier, S. L., Belk, J. A., Giles, et a
2022

e Theevolutionary dynamics of extrachromosomal DNA in human cancers. Nature genetics
Lange, J. T., Rose, J. C., Chen, C. Y., Pichugin, Y., Xig, L., Tang, J,, Hung, K. L., Yost, K. E., Shi, Q., Erb, M. L., Rgikumar, U., Wu, S., Taschner-Mandl, et al
2022

o Genome-wide CRISPR screensof T cell exhaustion identify chromatin remodeling factorsthat limit T cell persistence. Cancer cell
Belk, J. A., Yao, W., Ly, N, Freitas, K. A., Chen, Y. T., Shi, Q., Valencia, A. M., Shifrut, E., Kale, N., Yost, K. E., Duffy, C. V., Daniel, B., Hweg, et a
2022

o Spatiotemporal co-dependency between macrophages and exhausted CD8+ T cellsin cancer. Cancer cell
Kersten, K., Hu, K. H., Combes, A. J,, Samad, B., Harwin, T., Ray, A., Rao, A. A, Ca, E., Marchuk, K., Artichoker, J., Courau, T., Shi, Q., Belk, et a
2022

o €cDNA hubsdrive cooperative intermolecular oncogene expression. Nature

Hung, K. L., Yost, K. E., Xie, L., Shi, Q., Helmsauer, K., Luebeck, J., Schopflin, R., Lange, J. T., Chamorro Gonzalez, R., Weiser, N. E., Chen, C., Valieva, M. E,,
Wong, et a

2021

o A human mutation in STAT3 promotestype 1 diabetesthrough a defect in CD8+ T cell tolerance. The Journal of experimental medicine
Warshauer, J. T., Belk, J. A, Chan, A. Y., Wang, J.,, Gupta, A. R, Shi, Q., Skartsis, N., Peng, Y ., Phipps, J. D., Acenas, D., Smith, J. A., Tamaki, S. J., Tang, et a
2021; 218 (8)

o Differential usage of transcriptional repressor Zeb2 enhancer s distinguishes adult and embryonic hematopoiesis. Immunity
Huang, X., Ferris, S. T., Kim, S., Choudhary, M. N., Belk, J. A, Fan, C,, Qi, Y., Sudan, R., Xia, Y., Desai, P, Chen, J,, Ly, N., Shi, et a
2021

e Genome-wide programmable transcriptional memory by CRISPR-based epigenome editing. Cell

Nunez, J. K., Chen, J., Pommier, G. C., Cogan, J. Z., Replogle, J. M., Adriaens, C., Ramadoss, G. N., Shi, Q., Hung, K. L., Samelson, A. J., Pogson, A. N., Kim, J.
Y., Chung, et a

2021

o Discovery and functional interrogation of SARS-CoV-2 RNA-host protein interactions. Cell

Flynn, R. A, Belk, J. A., Qi, Y., Yasumoto, Y., Wei, J., Alfgaro, M. M., Shi, Q., Mumbach, M. R., Limaye, A., DeWeirdt, P. C., Schmitz, C. O., Parker, K. R.,
Woo, et a

2021
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B cell-specific X1 ST complex enfor ces X-inactivation and restrains atypical B cells. Cell
Yu, B., Qi, Y., Li, R, Shi, Q., Satpathy, A. T., Chang, H. Y.
2021

Concerted localization-r esets precede Y AP-dependent transcription. Nature communications
Franklin, J. M., Ghosh, R. P., Shi, Q., Reddick, M. P., Liphardt, J. T.
2020; 11 (1): 4581

Spatial resets modulate Y AP-dependent transcription.
Franklin, M., Ghosh, R., Shi, Q., Liphardt, J.
AMER ASSOC CANCER RESEARCH.2020: 21

Stiff stromaincreases breast cancer risk by inducing the oncogene ZNF217. The Journal of clinical investigation
Northey, J. J., Barrett, A. S, Acerbi, |., Hayward, M., Talamantes, S., Dean, |. S., Mouw, J. K., Ponik, S. M., Lakins, J. N., Huang, P., Wu, J., Shi, Q., Samson, et a
2020

Spen links RNA-mediated endogenousr etrovirus silencing and X chromosome inactivation. elLife

Carter, A. C., Xu, J., Nakamoto, M. Y., Wei, Y., Zarnegar, B. J., Shi, Q., Broughton, J. P., Ransom, R. C., Salhotra, A., Nagaraja, S. D., Li, R., Dou, D. R., Yost, et
a

2020; 9

A fluorogenic array for temporally unlimited single-molecule tracking NATURE CHEMICAL BIOLOGY
Ghosh, R. P., Franklin, J., Draper, W. E., Shi, Q., Betran, B., Spakowitz, A. J., Liphardt, J. T.
2019; 15 (4): 401-+

A fluorogenic array for temporally unlimited single-molecule tracking. Nature chemical biology
Ghosh, R. P., Franklin, J. M., Draper, W. E., Shi, Q., Beltran, B., Spakowitz, A. J,, Liphardt, J. T.
2019

Satb1 integrates DNA binding site geometry and torsional stressto differentially tar get nucleosome-dense regions. Nature communications
Ghosh, R. P., Shi, Q. n.,, Yang, L. n., Reddick, M. P., Nikitina, T. n., Zhurkin, V. B., Fordyce, P. n., Stasevich, T. J., Chang, H. Y., Greenleaf, W. J,, Liphardt, J. T.
2019; 10 (1): 3221

Physical confinement induces malignant transformation in mammary epithelial cells. Biomaterials
Lu, Y.C., Chu, T.n, Hdl, M. S,, Fu, D. J,, Shi, Q. n,, Chiu, A. n., An, D. n., Wang, L. H., Pardo, Y. n., Southard, T. n., Danko, C. G., Liphardt, J. n., Nikitin, et a
2019; 217: 119307
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