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• Homeostasis limits keratinocyte evolution PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Schencka, R. O., Kim, E., Bravo, R. R., West, J., Leedham, S., Shibata, D., Anderson, A. A.

2022; 119 (35): e2006487119

• Gattaca: Base-Pair Resolution Mutation Tracking for Somatic Evolution Studies using Agent-based Models MOLECULAR BIOLOGY AND EVOLUTION

Schenck, R. O., Brosula, G., West, J., Leedham, S., Shibata, D., Anderson, A. A.

2022; 39 (4)

• Immunosuppressive niche engineering at the onset of human colorectal cancer NATURE COMMUNICATIONS

Gatenbee, C. D., Baker, A., Schenck, R. O., Strobl, M., West, J., Neves, M. P., Hasan, S., Lakatos, E., Martinez, P., Cross, W. H., Jansen, M., Rodriguez-Justo, M.,
Whelan, et al

2022; 13 (1): 1798

• Fluctuating methylation clocks for cell lineage tracing at high temporal resolution in human tissues NATURE BIOTECHNOLOGY

Gabbutt, C., Schenck, R. O., Weisenberger, D. J., Kimberley, C., Berner, A., Househam, J., Lakatos, E., Robertson-Tessi, M., Martin, I., Patel, R., Clark, S. K.,
Latchford, A., Barnes, et al

2022; 40 (5): 720-+

• Normal tissue architecture determines the evolutionary course of cancer NATURE COMMUNICATIONS

West, J., Schenck, R. O., Gatenbee, C., Robertson-Tessi, M., Anderson, A. A.

2021; 12 (1): 2060

• Evolutionary dynamics of neoantigens in growing tumors NATURE GENETICS

Lakatos, E., Williams, M. J., Schenck, R. O., Cross, W. H., Househam, J., Zapata, L., Werner, B., Gatenbee, C., Robertson-Tessi, M., Barnes, C. P., Anderson, A.
A., Sottoriva, A., Graham, et al

2020; 52 (10): 1057-+

• Hybrid Automata Library: A flexible platform for hybrid modeling with real-time visualization PLOS COMPUTATIONAL BIOLOGY

Bravo, R. R., Baratchart, E., West, J., Schenck, R. O., Miller, A. K., Gallaher, J., Gatenbee, C. D., Basanta, D., Robertson-Tessi, M., Anderson, A. A.

2020; 16 (3): e1007635

• EvoFreq: visualization of the Evolutionary Frequencies of sequence and model data. BMC bioinformatics

Gatenbee, C. D., Schenck, R. O., Bravo, R. R., Anderson, A. R.

2019; 20 (1): 710
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• NeoPredPipe: high-throughput neoantigen prediction and recognition potential pipeline BMC BIOINFORMATICS

Schenck, R. O., Lakatos, E., Gatenbee, C., Graham, T. A., Anderson, A. A.

2019; 20: 264

• Highly Disordered Proteins in Prostate Cancer CURRENT PROTEIN & PEPTIDE SCIENCE

Uversky, V. N., Na, I., Landau, K. S., Schenck, R. O.

2017; 18 (5): 453-481

• Unfoldomics of prostate cancer: on the abundance and roles of intrinsically disordered proteins in prostate cancer ASIAN JOURNAL OF ANDROLOGY

Landau, K. S., Na, I., Schenck, R. O., Uversky, V. N.

2016; 18 (5): 662-672

• Novel circular single-stranded DNA viruses identified in marine invertebrates reveal high sequence diversity and consistent predicted intrinsic disorder
patterns within putative structural proteins FRONTIERS IN MICROBIOLOGY

Rosario, K., Schenck, R. O., Harbeitner, R. C., Lawler, S. N., Breitbart, M.

2015; 6: 696

• Reduction of nutrients, microbes, and personal care products in domestic wastewater by a benchtop electrocoagulation unit SCIENTIFIC REPORTS

Symonds, E. M., Cook, M. M., McQuaig, S. M., Ulrich, R. M., Schenck, R. O., Lukasik, J. O., Van Vleet, E. S., Breitbart, M.

2015; 5: 9380

• Global morphological analysis of marine viruses shows minimal regional variation and dominance of non-tailed viruses ISME JOURNAL

Brum, J. R., Schenck, R. O., Sullivan, M. B.

2013; 7 (9): 1738-1751


