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Bio

CLINICAL FOCUS

Infectious Disease

ACADEMIC APPOINTMENTS

Professor, Medicine - Infectious Diseases
Member, Bio-X
Member, Wu Tsai Human Performance Alliance

Member, Maternal & Child Health Research Institute (MCHRI)

ADMINISTRATIVE APPOINTMENTS

Associate Dean for Basic and Trandlational Research, Stanford University School of Medicine, (2021- present)
Co-Director, Stanford MSTP, (2022- present)

Associate Director, Stanford Medical Scientist Training Program (MSTP), (2014-2021)

Fellow, Stanford Center for Innovation in Global Health (CIGH), (2015- present)

HONORSAND AWARDS

NIDA Avant Garde Award for HIV Research, NIH/NIAID (2018)

Outstanding Investigator Award, Western Society for Clinical Investigation (2018)

Chan Zuckerberg Investigator, Chan Zuckerberg Biohub (2017)

Fellow, Infectious Diseases Society of America (2017)

Investigator in the Pathogenesis of Infectious Diseases, Burroughs Wellcome Foundation (2017)

Outstanding Investigator Award, Western Society for Clinical Investigation (2017)

Elected Member, American Society for Clinical Investigation (2016)

Tashia and John Morgridge Faculty Scholar in Pediatric Translational Medicine, Stanford Child Health Research Institute (2015)
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e Clinical Scientist Development Award, Doris Duke Charitable Foundation (2013)

e Faculty Scholar, Donald E. and Delia B. Baxter Foundation (2013)

e NIH Director's New Innovator Award, NIH (2013)

e McCormick Faculty Award, Stanford University School of Medicine, Office of Diversity and Leadership (2012)

e Qutstanding Faculty Mentor Award, Stanford Immunology (2012)

e Young Investigator Award, Arnold and Mabel Beckman Foundation (2012)

e |CAAC Young Investigator Award, American Society for Microbiology (2010)

e Young and Early Career Investigator, Enterprise-OCTAVE Workshop on Correlates of Vaccine Protection to HIV (2010)
e New Investigator Award, University of Washington Center for AIDS Research (2009)

e Young Investigator Award, AIDS Vaccine, Seattle, WA (2007)

e Qutstanding Consultant, Infectious Diseases, MedCon (2003)

BOARDS, ADVISORY COMMITTEES, PROFESSIONAL ORGANIZATIONS
e Member, Infectious Diseases Society of America (2013 - present)

e Member, American Association of Immunologists (2012 - present)

e Member, American Society for Microbiology (2009 - present)

PROFESSIONAL EDUCATION
e Medical Education: University of Washington Registration and Transcripts Office (2001) WA

e PhD Training: University of Washington School of Medicine (1999) WA

e Residency: University of Washington Medical Center Dept of Medicine (2003) WA
e Fellowship: University of Washington Infectious Disease Program (2007) WA

e Board Certification: Infectious Disease, American Board of Internal Medicine (2006)
e PhD, University of Washington , Immunology (1999)

e BS, University of California, Davis, Biochemistry (1993)

LINKS
e TheBlish Lab Website: http://med.stanford.edu/blishlab.html

Research & Scholarship

CURRENT RESEARCH AND SCHOLARLY INTERESTS
Our goal isto develop new methods to prevent and control infectious diseases through better understanding of human immunology. We have several major areas of

ongoing investigation.

Understanding the diversity and biology of human natural killer (NK) cells.

Our interest in NK cells stems from their ability to directly lyse infected and tumor cells and to mediate antibody-dependent cellular cytotoxicity, acting as a bridge
between innate and adaptive immune responses. Our recent study demonstrated that human NK cells are much more diverse than previously appreciated, with both
genetic and environmental determinants. We are currently examining how this diversity isregulated and itsimplications for viral immunity in both healthy and diseased

states.

Defining therole of NK cellsin viral immunity.
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Vaccination is one of the most effective methods to prevent morbidity and mortality related to infectious diseases, yet there are many viral infections for which durable,
broadly cross-protective vaccines remain desperately needed. Recent dataindicating that NK cells may be capable of immunologic memory raises the possibility that
we could harness NK cellsto fight viruses. Current projects in the laboratory are focused on better understanding how human NK cells recognize and control infection

with HIV-1, influenza, West Nile Virus, and Epstein Barr Virus.

Immune signatures of human pregnancy.

Pregnant women are at increased risk of contracting virusesincluding HIV and influenza, and are more susceptible to severe complications once infected. A major
focus of the laboratory isto define the immune mechanisms that contribute to viral susceptibility in pregnant women. These investigations focus broadly on T cell,
antibody, and NK cell responses to viruses during pregnancy, and use infection and vaccination as models. In addition, we are also studying the role of immunity in

preterm birth.

CLINICAL TRIALS

e Genetic and Environmental Factors in the Response to Influenza Vaccination, Not Recruiting

Teaching

COURSES

2023-24

e Physician Scientist Hour: INDE 217 (Aut, Win, Spr)
2022-23

e Advanced Immunology I1: IMMUNOL 202 (Spr)

e Physician Scientist Hour: INDE 217 (Aut, Win, Spr)
2021-22

e Physician Scientist Hour: INDE 217 (Aut, Win, Spr)
2020-21

e Advanced Immunology I1: IMMUNOL 202 (Spr)

e Physician Scientist Hour: INDE 217 (Aut, Win, Spr)

STANFORD ADVISEES

Med Scholar Project Advisor

Anthony Cort

Doctoral Dissertation Reader (AC)

Vincent Liu, Azam Mohsin, Grayson Rodriguez
Postdoctoral Faculty Sponsor

Trisha Barnard, Rebecca Hamlin, Ruoxi Pi
Doctoral Dissertation Advisor (AC)

Leslie Chan, Maigane Diop, Maddie Lee, Kalani Ratnasiri, Sarah Sackey, XarianaVales Torres, Aaron Wilk, 1zumi de los Rios Kobara
Doctoral (Program)

Shannon Choi

Postdoctoral Research Mentor
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Rebecca Hamlin, Ruoxi Pi

GRADUATE AND FELLOWSHIP PROGRAM AFFILIATIONS
e Biomedical Informatics (Phd Program)

e Cancer Biology (Phd Program)
e Immunology (Phd Program)
o Infectious Diseases (Fellowship Program)

Microbiology and Immunology (Phd Program)

Publications

PUBLICATIONS

o Comparative analysis of cell-cell communication at single-cell resolution. Nature biotechnology
Wilk, A. J,, Shalek, A. K., Holmes, S,, Blish, C. A.
2023

o SARS-CoV-2 escapesdirect NK cell killing through Nsp1l-mediated downregulation of ligandsfor NKG2D. Cell reports
Lee M. J., Leong, M. W., Rustagi, A., Beck, A., Zeng, L., Holmes, S, Qi, L. S, Blish, C. A.
2022: 111892

o SARS-CoV-2infection drivesan inflammatory responsein human adipose tissue through infection of adipocytes and macrophages. Science translational
medicine
Martinez-Colon, G. J,, Ratnasiri, K., Chen, H., Jiang, S., Zanley, E., Rustagi, A., Verma, R., Chen, H., Andrews, J. R., Mertz, K. D., Tzankov, A., Azagury, D.,
Boyd, et a
2022: eabm9151

e Multi-omic profiling reveals widespread dysregulation of innate immunity and hematopoiesisin COVID-19. The Journal of experimental medicine

Wilk, A. J,, Lee, M. J, Wei, B., Parks, B., Pi, R., Martinez-Colon, G. J., Ranganath, T., Zhao, N. Q., Taylor, S., Becker, W., Stanford COVID-19 Biobank,
Jimenez-Morales, D., Blomkalns, A. L., et d

2021; 218 (8)

o A single-cell atlas of the peripheral immuneresponsein patientswith severe COVID-19. Nature medicine

Wilk, A. J,, Rustagi, A., Zhao, N. Q., Roque, J., Martinez-Colon, G. J., McKechnie, J. L., lvison, G. T., Ranganath, T., Vergara, R., Hallis, T., Simpson, L. J.,
Grant, P., Subramanian, et a

2020

o Charge-altering releasable transporters enable phenotypic manipulation of natural killer cellsfor cancer immunotherapy. Blood advances
Wilk, A. J., Weidenbacher, N. L., Vergara, R. n., Haabeth, O. A., Levy, R. n., Waymouth, R. M., Wender, P. A., Blish, C. A.
2020; 4 (17): 4244-55

e ZikaViruslInfection Induces Cranial Neural Crest Cellsto Produce Cytokinesat L evels Detrimental for Neurogenesis. Cell host & microbe
Bayless, N. L., Greenberg, R. S,, Swigut, T., Wysocka, J.,, Blish, C. A.
2016; 20 (4): 423-428

o Human NK cell repertoirediversity reflectsimmune experience and correlates with viral susceptibility. Science translational medicine
Strauss-Albee, D. M., Fukuyama, J., Liang, E. C., Yao, Y., Jarrell, J. A., Drake, A. L., Kinuthia, J., Montgomery, R. R., John-Stewart, G., Holmes, S., Blish, C. A.
2015; 7 (297): 297ral15-?

e Enhanced natural killer-cell and T-cell responsesto influenza A virusduring pregnancy. Proceedings of the National Academy of Sciences of the United
States of America

Kay, A. W., Fukuyama, J., Aziz, N., Dekker, C. L., Mackey, S., Swan, G. E., Davis, M. M., Holmes, S., Blish, C. A.
2014; 111 (40): 14506-14511

o Genetic and environmental determinants of human NK cell diversity revealed by mass cytometry. Science translational medicine

Horowitz, A., Strauss-Albee, D. M., Leipold, M., Kubo, J., Nemat-Gorgani, N., Dogan, O. C., Dekker, C. L., Mackey, S., Maecker, H., Swan, G. E., Davis, M. M.,
Norman, P. J., Guethlein, et a
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2013; 5 (208): 208ra145-?

Per sistence and free chlorine disinfection of human coronaviruses and their surrogatesin water. Applied and environmental microbiology
Zhang, M., Leong, M. W., Mitch, W. A., Blish, C. A., Boehm, A.
2024: 0005524

An orally bioavailable SARS-CoV-2 main protease inhibitor exhibitsimproved affinity and reduced sensitivity to mutations. Science translational medicine
Westberg, M., Su, Y., Zou, X., Huang, P., Rustagi, A., Garhyan, J., Patel, P. B., Fernandez, D., Wu, Y ., Hao, C., Lo, C. W., Karim, M., Ning, et a
2024; 16 (738): eadi0979

Pro-inflammatory feedback loops define immune responses to pathogenic L entivirusinfection. Genome medicine
Wilk, A. J., Marceau, J. O., Kazer, S. W., Fleming, |., Miao, V. N., Galvez-Reyes, J., Kimata, J. T., Shalek, A. K., Holmes, S., Overbaugh, J., Blish, C. A.
2024; 16 (1): 24

Systemsimmunology of transcriptional responsesto viral infection identifies conserved antiviral pathways across macaques and humans. Cell reports
Ratnasiri, K., Zheng, H., Toh, J,, Yao, Z., Duran, V., Donato, M., Roederer, M., Kamath, M., Todd, J. M., Gagne, M., Foulds, K. E., Francica, J. R., Corbett, et al
2024; 43 (2): 113706

IgM N-glycosylation correlateswith COVID-19 severity and rate of complement deposition. Nature communications

Haslund-Gourley, B. S., Woloszczuk, K., Hou, J., Connors, J., Cusimano, G., Bell, M., Taramangalam, B., Fourati, S., Mege, N., Bernui, M., Altman, M. C,,
Krammer, F., van Bakel, et al

2024; 15 (1): 404

Features of acute COVID-19 associated with post-acute sequelae of SARS-CoV-2 phenotypes: results from the IMPACC study. Nature communications

Ozonoff, A., Jayavelu, N. D., Liu, S., Melamed, E., Milliren, C. E., Qi, J., Geng, L. N., McComsey, G. A., Cairns, C. B., Baden, L. R., Schaenman, J., Shaw, A. C.,
Samaha, et a

2024; 15 (1): 216

Charge-altering releasable transporter s enhance mRNA delivery in vitro and exhibit in vivo tropism. Nature communications
Li, Z., Amaya, L., Pi, R,, Wang, S. K., Ranjan, A., Waymouth, R. M., Blish, C. A, Chang, H. Y., Wender, P. A.
2023; 14 (1): 6983

Uterine Natural Killer Cells M odulate Endometrial Growth and Persistencein Endometriosis
Diop, M., Feyaerts, D., Irwin, J., Einhaus, J., Stelzer, |., Bonham, A., Casillas, A., Vo, K., Blish, C., Giudice, L., Gaudilliere, B.
ELSEVIER IRELAND LTD.2023: 25

Longitudinal clinical phenotyping of post COVID condition in Mexican adults recovering from severe COVID-19: a prospective cohort study. Frontiersin
medicine

Nufez, 1., Gillard, J., Fragoso-Saavedra, S., Feyaerts, D., ISas-Weinstein, L., Gallegos-Guzmén, A. A., Valente-Garcia, U., Meyerowitz, J., Kelly, J. D., Chen, H.,
Ganio, E., Benkendorff, A., Flores-Gouyonnet, et al

2023; 10: 1236702

Defining therole of natural killer cellsin COVID-19. Nature immunology
Lee M. J, Blish, C. A.
2023

Inferring cell-cell communication at single-cell resolution NATURE BIOTECHNOLOGY
Wilk, A. J., Blish, C. A.
2023

Disrupted memory T cell expansion in HIV-exposed uninfected infantsis preceded by premature skewing of T cell receptor clonality. bioRxiv : the preprint
server for biology

Dzanibe, S., Wilk, A. J., Canny, S., Ranganath, T., Alinde, B., Rubelt, F., Huang, H., Davis, M. M., Holmes, S., Jaspan, H. B., Blish, C. A., Gray, C. M.
2023

Organoid modeling of lung-resident immune responsesto SARS-CoV-2 infection. Research square
Choi, S. S., van Unen, V., Zhang, H., Rustagi, A., Alwahahi, S. A., Santos, A. J,, Chan, J. E,, Lam, B., Solis, D., Mah, J., Réltgen, K., Trope, W., Guh-Siesel, et al
2023

Autoantibodies ar e highly prevalent in non-SARS-CoV-2 respiratory infections and critical illness. JCI insight
Feng, A., Yang, E. Y., Moore, A. R, Dhingra, S., Chang, S. E., Yin, X., Pi, R., Mack, E. K., Volkel, S., Gef3ner, R., Gundisch, M., Neubauer, A., Renz, et a
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2023; 8 (3)

A cytometric survey of immune cell populationsreveals an association between allergen-responsive natural killer (NK) cellsand human peanut allergy
Zhou, X., Yu, W., Dunham, D., Schuetz, J., Blish, C., Dekruyff, R., Nadeau, K.
MOSBY-ELSEVIER.2023: AB117

Malaria-driven expansion of adaptive-like functional CD56-negative NK cells correlateswith clinical immunity to malaria. Science translational medicine

Ty, M., Sun, S., Callaway, P. C., Rek, J,, Press, K. D., van der Ploeg, K., Nideffer, J., Hu, Z., Klemm, S., Greenleaf, W., Donato, M., Tukwasibwe, S., Arinaitwe, et
a

2023; 15 (680): eadd9012

Development of a Definition of Postacute Sequelae of SARS-CoV-2 I nfection. JAMA

Thaweethai, T., Jolley, S. E., Karlson, E. W., Levitan, E. B., Levy, B., McComsey, G. A., McCorkell, L., Nadkarni, G. N., Parthasarathy, S., Singh, U., Walker, T.
A., Selvaggi, C. A., Shinnick, et a

2023

Single-cell RNA-seq methods to interrogate virus-host interactions. Seminarsin immunopathology
Ratnasiri, K., Wilk, A. J,, Lee, M. J., Khatri, P., Blish, C. A.
2022

Using a 29-mRNA Host Response Classifier To Detect Bacterial Coinfections and Predict Outcomesin COVID-19 Patients Presenting to the Emer gency
Department. Microbiology spectrum

Ram-Mohan, N., Rogers, A. J.,, Blish, C. A., Nadeau, K. C., Zudock, E. J., Kim, D., Quinn, J. V., Sun, L., Liesenfeld, O., Yang, S.
2022: 0230522

Cytometric analysisreveals an association between aller gen-responsive natural killer cellsand human peanut allergy. The Journal of clinical investigation
Zhou, X., Yu, W., Dunham, D. M., Schuetz, J. P., Blish, C. A., DeKruyff, R. H., Nadeau, K. C.
2022; 132 (20)

Early immune markers of clinical, virological, and immunological outcomesin patientswith COVID-19: a multi-omics study. eLife

Hu, Z., van der Ploeg, K., Chakraborty, S., Arunachalam, P. S., Mori, D. A., Jacobson, K. B., Bonilla, H., Parsonnet, J., Andrews, J. R., Holubar, M., Subramanian,
A., Khosla, C., Madonado, et a

2022; 11

The human disease gene L YSET isessential for lysosomal enzymetransport and viral infection. Science (New York, N.Y.)

Richards, C. M., Jabs, S., Qiao, W., Varanese, L. D., Schweizer, M., Mosen, P. R., Riley, N. M., Klussendorf, M., Zengel, J. R, Flynn, R. A., Rustagi, A., Widen, J.
C., Peters, et al

2022: eabn5648

Deconvoluting complex correlates of COVID-19 severity with a multi-omic pandemic tracking strategy. Nature communications

Parikh, V. N., loannidis, A. G., Jimenez-Morales, D., Gorzynski, J. E., De Jong, H. N., Liu, X., Roque, J., Cepeda-Espinoza, V. P., Osoegawa, K., Hughes, C.,
Sutton, S. C., Youlton, N., Joshi, et a

2022; 13 (1): 5107

Programmable antiviralstargeting critical conserved viral RNA secondary structures from influenza A virusand SARS-CoV-2. Nature medicine

Hagey, R. J., Elazar, M., Pham, E. A., Tian, S., Ben-Avi, L., Bernardin-Souibgui, C., Yee, M. F., Moreira, F. R., Rabinovitch, M. V., Meganck, R. M., Fram, B.,
Beck, A., Gibson, et al

2022

Phenotypes of disease severity in a cohort of hospitalized COVID-19 patients: Results from the IMPACC study. EBioMedicine

Ozonoff, A., Schaenman, J., Jayavelu, N. D., Milliren, C. E., Cdfee, C. S,, Cairns, C. B., Kraft, M., Baden, L. R., Shaw, A. C., Krammer, F., van Bakel, H.,
Esserman, D. A., Liu, et a

2022; 83: 104208

An intranasal ASO therapeutic targeting SARS-CoV-2. Nature communications
Zhu, C., Lee, J. Y., Woo0, J. Z., Xu, L., Nguyenla, X., Yamashiro, L. H., Ji, F., Biering, S. B., Van Dis, E., Gonzalez, F., Fox, D., Wehri, E., Rustagi, et a
2022; 13 (1): 4503

Genome-wide bidirectional CRISPR screensidentify mucins as host factors modulating SARS-CoV-2 infection. Nature genetics
Biering, S. B., Sarnik, S. A., Wang, E., Zengel, J. R, Leist, S. R, Schafer, A., Sathyan, V., Hawkins, P., Okuda, K., Tau, C., Jangid, A. R, Duffy, C. V., Wei, et a
2022
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Anti-nucleocapsid antibody levels and pulmonary comorbid conditions arelinked to post-COVID-19 syndrome. JCI insight
Jig, X., Cao, S, Lee, A. S, Manohar, M., Sindher, S. B, Ahuja, N., Artandi, M., Blish, C. A., Blomkalns, A. L., Chang, |., Callins, W. J., Desai, M., Din, et a
2022; 7 (13)

Broad-spectrum CRI SPR-mediated inhibition of SARS-CoV-2 variants and endemic coronavirusesin vitro. Nature communications
Zeng, L., Liu, Y., Nguyenla, X. H., Abbott, T. R., Han, M., Zhu, Y., Chemparathy, A., Lin, X., Chen, X., Wang, H., Rane, D. A., Spatz, J. M., Jain, et a
2022; 13 (1): 2766

TNF-alphat CD4+ Tcellsdominate the SARS-CoV-2 specific T cell responsein COVID-19 outpatients and are associated with durable antibodies. Cell
reports. Medicine

van der Ploeg, K., Kirosingh, A. S., Moari, D. A., Chakraborty, S., Hu, Z., Sievers, B. L., Jacobson, K. B., Bonilla, H., Parsonnet, J., Andrews, J. R., Press, K. D.,
Ty, M. C., Ruiz-Betancourt, et al

2022: 100640

Facile discovery of surrogate cytokine agonists. Cell
Yen, M., Ren, J, Liu, Q., Glassman, C. R., Sheahan, T. P, Picton, L. K., Moreira, F. R., Rustagi, A., Jude, K. M., Zhao, X., Blish, C. A., Baric, R. S,, Su, et a
2022

Detection of bacterial co-infections and prediction of fatal outcomesin COVID-19 patients presenting to the emer gency department using a 29 mRNA host
response classifier. medRxiv : the preprint server for health sciences

Ram-Mohan, N., Rogers, A. J.,, Blish, C. A., Nadeau, K. C., Zudock, E. J., Kim, D., Quinn, J. V., Sun, L., Liesenfeld, O., Stanford COVD-19 Biobank Study
Group, Yang, S.

2022

Gastrointestinal Perforation in a patient with Anti-nuclear Matrix Protein 2 Antibody Positive Dermatomyositis. Arthritis care & research
Valenzuela, A., Rieger, K. E., Blish, C. A., Chung, L., Fiorentino, D.
2022

Theimmunology and immunopathology of COVID-19. Science (New York, N.Y.)
Merad, M., Blish, C. A, Sallusto, F., lwasaki, A.
2022; 375 (6585): 1122-1127

Comparative analysis of cell-cell communication at single-cell resolution. bioRxiv : the preprint server for biology
Wilk, A. J.,, Shalek, A. K., Holmes, S., Blish, C. A.
2022

Early immune responses have long-ter m associationswith clinical, virologic, and immunologic outcomesin patients with COVID-19. Research square

Hu, Z., van der Ploeg, K., Chakraborty, S., Arunachalam, P., Mori, D., Jacobson, K., Bonilla, H., Parsonnet, J., Andrews, J., Hedlin, H., dela Parte, L., Dantzler, K.,
Ty, eta

2022

Autoantibodies tar geting cytokines and connective tissue disease autoantigens are common in acute non-SARS-CoV-2 infections. Research square
Feng, A., Yang, E., Moore, A., Dhingra, S, Chang, S, Yin, X., Pi, R., Mack, E., Vdlkel, S., Gel3ner, R., Gundisch, M., Neubauer, A., Renz, et a
2022

Innovative vaccine approaches-a K eystone Symposia report. Annals of the New York Academy of Sciences
Cable, J.,, Rappuoli, R., Klemm, E. J,, Kang, G., Mutreja, A., Wright, G. J., Pizza, M., Castro, S. A., Hoffmann, J. P., Alter, G., Carfi, A., Pollard, A. J., Krammer, et
a

1800

Antibodies elicited by SARS-CoV-2 infection or mRNA vaccines have reduced neutralizing activity against Beta and Omicron pseudoviruses. Science
translational medicine

Sievers, B. L., Chakraborty, S., Xue, Y., Gelbart, T., Gonzalez, J. C., Cassidy, A. G., Golan, Y., Prahl, M., Gaw, S. L., Arunachalam, P. S,, Blish, C. A., Boyd, S.
D., Davis, et a

1800: eabn7842

Natural Killer Cell Receptorsand Ligands Are Associated With Markersof HIV-1 Persistencein Chronically Infected ART Suppressed
Patients. Frontiersin cellular and infection microbiology

Ivison, G. T., Vendrame, E., Martinez-Colon, G. J., Ranganath, T., Vergara, R., Zhao, N. Q., Martin, M. P., Benddll, S. C., Carrington, M., Cyktor, J. C., McMahon,
D. K., Eron, J,, Jones, et a

2022; 12: 757846
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CyTOF analysisidentifies unusual immune cellsin urine of BCG-treated bladder cancer patients. Frontiersinimmunology

Castellano, E., Samba, C., Esteso, G., Simpson, L., Vendrame, E., Garcia-Cuesta, E. M., Lopez-Cobo, S., Alvarez-Maestro, M., Linares, A., Leibar, A., Ranganath,
T., Reyburn, H. T., Martinez-Pineiro, et a

2022; 13: 970931

Deep Phenotypic Analysis of Blood and Lymphoid T and NK Cells From HIV+ Controllersand ART-Suppressed Individuals. Frontiersin immunology
George, A. F., Luo, X., Neidleman, J., Hoh, R., Vohra, P., Thomas, R., Shin, M., Lee, M. J., Blish, C. A., Deeks, S. G., Greene, W. C,, Lee, S. A., Roan, et al
2022; 13: 803417

The B.1.427/1.429 (epsilon) SARS-CoV-2 variants are more virulent than ancestral B.1 (614G) in Syrian hamsters. PLoS pathogens

Carroll, T., Fox, D., van Doremalen, N., Ball, E., Morris, M. K., Sotomayor-Gonzalez, A., Servellita, V., Rustagi, A., Yinda, C. K., Fritts, L., Port, J. R., Ma, Z. M.,
Holbrook, et a

2022; 18 (2): €1009914

Association Between SARS-CoV-2 RNAemia and Postacute Sequelae of COVID-19. Open forum infectious diseases
Ram-Mohan, N., Kim, D., Rogers, A. J,, Blish, C. A., Nadeau, K. C., Blomkalns, A. L., Yang, S.
2022; 9 (2): ofab646

Stereotypic Expansion of T Regulatory and Th17 Cellsduring Infancy |s Disrupted by HIV Exposure and Gut Epithelial Damage. Journal of immunology
(Baltimore, Md. : 1950)

Dzanibe, S., Lennard, K., Kiravu, A., Seabrook, M. S., Alinde, B., Holmes, S. P, Blish, C. A., Jaspan, H. B., Gray, C. M.
2021

The proximal proteome of 17 SARS-CoV-2 proteinslinksto disrupted antiviral signaling and host translation. PLoS pathogens

Meyers, J. M., Ramanathan, M., Shanderson, R. L., Beck, A., Donohue, L., Ferguson, |., Guo, M. G., Rao, D. S,, Miao, W., Reynolds, D., Yang, X., Zhao, Y.,
Yang, eta

2021; 17 (10): €1009412

The B.1.427/1.429 (epsilon) SARS-CoV-2 variants are morevirulent than ancestral B.1 (614G) in Syrian hamsters. bioRxiv : the preprint server for biology

Carroll, T., Fox, D., van Doremalen, N., Ball, E., Morris, M. K., Sotomayor-Gonzalez, A., Servellita, V., Rustagi, A., Yinda, C. K., Fritts, L., Port, J. R., Ma, Z.,
Holbrook, et a

2021

Integrated analysis of multimodal single-cell data. Cell

Hao, Y., Hao, S., Andersen-Nissen, E., Mauck, W. M., Zheng, S., Butler, A., Lee, M. J,, Wilk, A. J., Darby, C., Zager, M., Hoffman, P., Stoeckius, M., Papalexi, et
a

2021

Physical Properties of COVID-19 Acute Respiratory Distress Syndrome (ARDS) Sputum
Pacheco-Navarro, A., Kratochvil, M. J., Kaber, G., Roque, J,, Blish, C., Yang, S., Nadeau, K. C., Heilshorn, S. C., Milla, C. E., Rogers, A., Ballyky, P.
AMER THORACIC SOC.2021

Clinician Prognostic Scoring System Reveals COVID-19 Patients PrognosisMore Likely to Be Limited by Acute I liness Relativeto Traditional |CU
Patients

Moore, A. R., Pienkos, S., Nadeau, K. C., Blish, C., Yang, S., Wilson, J. G., Levitt, J. E., Rogers, A., Stanford COVID-19 Biobank
AMER THORACIC SOC.2021

Synthetic Siglec-9 Agonists I nhibit Neutrophil Activation Associated with COVID-19 ACSCENTRAL SCIENCE
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CytoGLMM: conditional differential analysisfor flow and mass cytometry experiments. BMC bioinformatics
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Peginterferon Lambda-1afor treatment of outpatients with uncomplicated COVID-19: a randomized placebo-controlled trial. Nature communications
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Use of Outpatient-Derived COVID-19 Convalescent Plasma in COVID-19 Patients Befor e Seroconversion. Frontiersin immunology

Wirz, O. F., Roltgen, K., Stevens, B. A., Pandey, S., Sahoo, M. K., Tolentino, L., Verghese, M., Nguyen, K., Hunter, M., Snow, T. T., Singh, A. R., Blish, C. A.,
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A historical perspective on ACE2in the COVID-19 era. Journal of human hypertension
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Progenitor identification and SARS-CoV-2 infection in human distal lung organoids. Nature
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Vendrame, E., McKechnie, J. L., Ranganath, T., Zhao, N. Q., Rustagi, A., Vergara, R., Ivison, G. T., Kronstad, L. M., Simpson, L. J,, Blish, C. A.
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Clinical characteristics associated with COVID-19 severity in California. Journal of clinical and tranglational science
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Enhancing natural killer cell function with gp41-targeting bispecific antibodiesto combat HIV infection. AIDS (London, England)
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Reinvigorating NIH Grant Peer Review. |mmunity
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Synthetic Siglec-9 Agonists I nhibit Neutrophil Activation Associated with COVID-19. ChemRxiv : the preprint server for chemistry
Delaveris, C. n., Wilk, A. n., Riley, N. n., Stark, J. n., Yang, S. n., Rogers, A. n., Ranganath, T. n., Nadeau, K. n., Blish, C. n., Bertozzi, C. n.
2020

SARS-CoV-2 RNAaemia predictsclinical deterioration and extrapulmonary complications from COVID-19. medRxiv : the preprint server for health
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Characterization of the Impact of Daclizumab Beta on Circulating Natural Killer Cellsby Mass Cytometry. Frontiersin immunology
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Proinflammatory 1gG Fc structuresin patients with severe COVID-19 Nature Immunology
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Fernandez, I. Z., Baxter, R. M., Garcia-Perez, J. E., Vendrame, E., Ranganath, T., Kong, D. S,, Lundquist, K., Nguyen, T., Ogolla, S., Black, J., Galambos, C.,
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2019; 4 (35)

Pregnancy-Induced Alterationsin NK Cell Phenotype and Function. Frontiersin immunology

Le Gars, M., Seiler, C., Kay, A. W., Bayless, N. L., Starosvetsky, E., Moore, L., Shen-Orr, S. S., Aziz, N., Khatri, P., Dekker, C. L., Swan, G. E., Davis, M. M.,
Holmes, et al
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Differential Induction of |FN-alpha and Modulation of CD112 and CD54 Expression Govern the M agnitude of NK Cell IFN-gamma Response to
Influenza A Viruses JOURNAL OF IMMUNOLOGY

Kronstad, L. M., Seiler, C., Vergara, R., Holmes, S. P., Bish, C. A.
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Maintaining a Robust Pipeline of Future Physician-Scientists JOURNAL OF INFECTIOUS DISEASES
Blish, C. A.
2018; 218: S40-43

Differential Induction of I FN-alpha and Modulation of CD112 and CD54 Expression Govern the Magnitude of NK Cell IFN-gamma Responseto
Influenza A Viruses. Journal of immunology (Baltimore, Md. : 1950)

Kronstad, L. M., Seiler, C., Vergara, R., Holmes, S. P., Blish, C. A.
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Diversification of human NK cells: Lessons from deep profiling. Journal of leukocyte biology
Wwilk, A. J,, Blish, C. A.
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Redefining Memory: Building the Case for Adaptive NK Cells JOURNAL OF VIROLOGY
Paugt, S, Blish, C. A., Reeves, R.
2017; 91 (20)

Zikavirusinfection induces cranial neural crest cellsto produce cytokines at levels detrimental for neurogenesis
Blish, C.
SPRINGER.2017: S9-S10

Mass Cytometry Analytical Approaches Reveal Cytokine-lnduced Changesin Natural Killer Cells. Cytometry. Part B, Clinical cytometry
Vendrame, E., Fukuyama, J., Strauss-Albee, D. M., Holmes, S,, Blish, C. A.
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The newborn human NK cell repertoireis phenotypically formed but functionally reduced CYTOMETRY PART B-CLINICAL CYTOMETRY
Strauss-Albee, D. M., Liang, E. C., Ranganath, T., Aziz, N., Blish, C. A.
2017; 92 (1): 33-41

Thenatural killer cell responseto West Nilevirusin young and old individualswith or without a prior history of infection. PloSone
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2016; 214 (11): 1666-1671

The newborn human NK cell repertoireis phenotypically formed but functionally reduced. Cytometry. Part B, Clinical cytometry
Strauss-Albee, D. M., Liang, E. C., Ranganath, T., Aziz, N., Blish, C. A.
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Natural Killer cellsdemonstrate functional and receptor diversity in responseto alloantigen
Hatton, O., Shawler, T., Blish, C., Martinez, O. M., Krams, S. M.
LIPPINCOTT WILLIAMS & WILKINS.2016: S121

NKG2A+natural killer cellsdominate the response to latent Epstein-Barr virusinfection
Hatton, O., Strauss-Albee, D., Krams, S. M., Blish, C., Martinez, O.
LIPPINCOTT WILLIAMS & WILKINS.2016: S383

Natural Killer Cells Display Functional and Receptor Diversity in Response to Alloantigen.
Hatton, O., Shawler, T., Blish, C., Martinez, O., Krams, S.
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Natural Killer Cell Diversity in Viral Infection: Why and How Much? Pathogens & immunity
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Human NK Céll Diversity in viral infection: Ramifications of Ramification FRONTIERSIN IMMUNOLOGY
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Application of Mass Cytometry (CyTOF) for Functional and Phenotypic Analysis of Natural Killer Cells. Methodsin molecular biology (Clifton, N.J.)
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Pregnancy Does Not Attenuate the Antibody or Plasmablast Response to I nactivated I nfluenza Vaccine. journal of infectious diseases
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Hatton, O., Hadad, U., Strauss-Albee, D., Blish, C., Esquivel, C., Krams, S., Martinez, O.
LIPPINCOTT WILLIAMS & WILKINS.2014: 245-46

Systemic Cytokine L evels Show Limited Correlation With Risk of HIV-1 Acquisition. Journal of acquired immune deficiency syndromes
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DISEASES
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