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PUBLICATIONS

• Modeling ionizing radiation-induced cardiovascular dysfunction with human iPSC-derived engineered heart tissues. Journal of molecular and cellular
cardiology

Cao, X., Thomas, D., Whitcomb, L. A., Wang, M., Chatterjee, A., Chicco, A. J., Weil, M. M., Wu, J. C.

2024; 188: 105-107

• Genomic analysis reveals novel allergens of Blomia tropicalis. Allergology international : official journal of the Japanese Society of Allergology

Xiong, Q., Liu, X., Wan, A. T., Malainual, N., Xiao, X., Cao, H., Tang, M. F., Ng, J. K., Shin, S. K., Sio, Y. Y., Wang, M., Sun, B., Leung, et al

2023

• Multi-omic analysis of Tyrophagus putrescentiae reveals insights into the allergen complexity of storage mites. Clinical and experimental allergy : journal of
the British Society for Allergy and Clinical Immunology

Wan, A. T., Xiong, Q., Xiao, X., Ao, K. F., Jang, S. W., Wong, B. S., Wang, M., Cao, Q., Fung, C. S., Chew, F. T., Sun, B., Ngai, S. M., Leung, et al

2023

• MitoTrace: A Computational Framework for Analyzing Mitochondrial Variation in Single-Cell RNA Sequencing Data. Genes

Wang, M., Deng, W., Samuels, D. C., Zhao, Z., Simon, L. M.

2023; 14 (6)

• Exercise reprograms the inflammatory landscape of multiple stem cell compartments during mammalian aging. Cell stem cell

Liu, L., Kim, S., Buckley, M. T., Reyes, J. M., Kang, J., Tian, L., Wang, M., Lieu, A., Mao, M., Rodriguez-Mateo, C., Ishak, H. D., Jeong, M., Wu, et al

2023

• Genomic Analysis of Amphioxus Reveals a Wide Range of Fragments Homologous to Viral Sequences. Viruses

Du, Q., Peng, F., Xiong, Q., Xu, K., Yang, K. Y., Wang, M., Wu, Z., Li, S., Cheng, X., Rao, X., Wang, Y., Tsui, S. K., Zeng, et al

2023; 15 (4)

• Endogenous Plasmids and Chromosomal Genome Reduction in the Cardinium Endosymbiont of Dermatophagoides farinae. mSphere

Xiong, Q., Fung, C. S., Xiao, X., Wan, A. T., Wang, M., Klimov, P., Ren, Y., Yang, K. Y., Hubert, J., Cui, Y., Liu, X., Tsui, S. K.

2023: e0007423

• Optimized Hybrid Deep Learning for Real-Time Pandemic Data Forecasting: Long and Short-Term Perspectives Current Bioinformatics

Dash, S., Giri, S., Pani, S., Mallik, S., Wang, M., Qin, H.

2023

• Comparative Genomics Reveals Insights into the Divergent Evolution of Astigmatic Mites and Household Pest Adaptations. Molecular biology and
evolution

Xiong, Q., Wan, A. T., Liu, X., Fung, C. S., Xiao, X., Malainual, N., Hou, J., Wang, L., Wang, M., Yang, K. Y., Cui, Y., Leung, E. L., Nong, et al

2022; 39 (5)

• Single-Cell RNA Sequencing (scRNA-seq) in Cardiac Tissue: Applications and Limitations. Vascular health and risk management
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Wang, M., Gu, M., Liu, L., Liu, Y., Tian, L.

2021; 17: 641-657

• Endothelial-Myocardial Angiocrine Signaling in Heart Development. Frontiers in cell and developmental biology

Kim, H., Wang, M., Paik, D. T.

2021; 9: 697130

• In silico analysis of proteins and microRNAs related to human African trypanosomiasis in tsetse fly COMPUTATIONAL BIOLOGY AND CHEMISTRY

Yang, Z., Wang, M., Zeng, X., Wan, A., Tsui, S.

2020; 88: 107347

• Systematic Design of Drug Repurposing-Oriented Alzheimer’s Disease Ontology 2019 IEEE International Conference on Healthcare Informatics (ICHI)

Li, F., Wang, M., Pham , H., Tao, C., et al

2019

• High-quality assembly of Dermatophagoides pteronyssinus genome and transcriptome reveals a wide range of novel allergens JOURNAL OF ALLERGY
AND CLINICAL IMMUNOLOGY

Liu, X., Yang, K., Wang, M., Kwok, J., Zeng, X., Yang, Z., Xiao, X., Lau, C., Li, Y., Huang, Z., Ba, J., Yim, A., Ouyang, et al

2018; 141 (6): 2268-2271

• High-quality assembly of Dermatophagoides pteronyssinus genome and transcriptome reveals a wide range of novel allergens

Wan, A., Liu, X., Yang, K., Wang, M., Kwok, J., Zeng, X., Yang, Z., Xiao, X., Lau, C., Li, Y., Huang, Z., Ba, J., Yim, et al
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