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o Competition for shared resourcesincreases dependence on initial population size during coalescence of gut microbial communities. bioRxiv : the preprint
server for biology

Goldman, D. A., Xue, K. S,, Parrott, A. B., Jeeda, R. R., Franzese, L. R., Lopez, J. G., Vila, J. C., Petrov, D. A., Good, B. H., Relman, D. A., Huang, K. C.
2023

o Prolonged delaysin human microbiota transmission after a controlled antibiotic perturbation. bioRxiv : the preprint server for biology

Xue, K. S., Walton, S. J.,, Goldman, D. A., Morrison, M. L., Verster, A. J,, Parrott, A. B., Yu, F. B., Neff, N. F., Rosenberg, N. A., Ross, B. D., Petrov, D. A.,
Huang, K. C., Good, et a

2023

e Linkinginfluenza virusevolution within and between human hosts. Virus evolution
Xue, K. S., Bloom, J. D.
2020; 6 (1): veaad10

o Parallel evolution of influenza across multiple spatiotemporal scales ELIFE
Xue, K. S, Stevens-Ayers, T., Campbell, A. P., Englund, J. A., Pergam, S. A., Boeckh, M., Bloom, J. D.
2017, 6

o Cooperation between distinct viral variants promotes growth of H3N2 influenzain cell culture ELIFE
Xue, K. S., Hooper, K. A., Odart, A. R., Dingens, A. S, Bloom, J. D.
2016; 5: €13974

e Construction and characterization of a genome-scale ordered mutant collection of Bacter oides thetaiotaomicron. BMC biology

Arjes, H. A., Sun, J,, Liu, H., Nguyen, T. H., Culver, R. N., Celis, A. |., Wdton, S. J,, Vasquez, K. S,, Yu, F. B, Xue, K. S., Newton, D., Zermeno, R., Weglarz, et
a

2022; 20 (1): 285

o Optimization of the 16S rRNA sequencing analysis pipeline for studying invitro communities of gut commensals. iScience
Celis, A. ., Aranda-Diaz, A., Culver, R., Xue, K., Relman, D., Shi, H., Huang, K. C.
2022; 25 (4): 103907
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REWRITING THE BIOLOGY OF DIFFERENCE How a Writing-Centered, Case-Based Curricular Approach Can Reform Undergraduate
Science WRITING ACROSS DIFFERENCE

Cadlow, M., Xuge, K., Daniel, Malcolm, K., Rai, C.
2022: 116-135

Reconciling disparate estimates of viral genetic diversity during human influenza infections NATURE GENETICS
Xue, K. S., Bloom, J. D.
2019; 51 (9): 1298-1301

Sera from Individuals with Narrowly Focused I nfluenza Virus Antibodies Rapidly Select Viral Escape M utationsIn Ovo JOURNAL OF VIROLOGY
Davis, A. F., McCormick, K., Gumina, M. E., Petrie, J. G., Martin, E. T., Xue, K. S,, Bloom, J. D., Monto, A. S,, Bushman, F. D., Hendley, S. E.
2018; 92 (19)

Within-Host Evolution of Human Influenza Virus TRENDSIN MICROBIOLOGY
Xue, K. S., Moncla, L. H., Bedford, T., Bloom, J. D.
2018; 26 (9): 781-93

Cooperating H3N2 Influenza Virus Variants A in Primary Clinical Samples MSPHERE
Xue, K. S., Greninger, A. L., Perez-Osorio, A., Bloom, J. D.
2018; 3 (1)

Looking Deep inside Influenza I nfections CELL SYSTEMS
Xue, K. S., Bloom, J. D.
2017;5(1): 4

Selection on Meiosis Genesin Diploid and Tetraploid Arabidopsis arenosa MOLECULAR BIOLOGY AND EVOLUTION

Wright, K. M., Arnold, B., Xue, K., Surinova, M., O'Connell, J.,, Bomblies, K.

2015; 32 (4): 944-55

Laboratory divergence of Methylobacterium extorquens AM 1 through unintended domestication and past selection for antibiotic resistance BMC
MICROBIOLOGY

Carrall, S, Xue, K. S, Marx, C. J.

2014; 14: 2

Genetic Adaptation Associated with Genome-Doubling in Autotetraploid Arabidopsis arenosa PLOS GENETICS
Hollister, J. D., Arnold, B. J., Svedin, E., Xug, K. S, Dilkes, B. P., Bomblies, K.
2012; 8 (12): €1003093
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