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Profiling chromatin accessibility responsesin human neutrophils with sensitive pathogen detection. Life science alliance
Ram-Mohan, N., Thair, S. A., Litzenburger, U. M., Cagill, S., Andini, N., Yang, X., Chang, H. Y., Yang, S.
2021; 4 (8)

Insightsinto gene expression changes under conditionsthat facilitate horizontal genetransfer (mating) of a model archaeon. cientific reports
Makkay, A. M., Louyakis, A. S., Ram-Mohan, N. n., Gophna, U. n., Gogarten, J. P., Papke, R. T.
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Comparative M etatr anscriptomics of Periodontitis Supportsa Common Polymicrobial Shift in Metabolic Function and | dentifies Novel Putative Disease-
Associated ncRNAs. Frontiersin microbiology

Ram-Mohan, N. n., Meyer, M. M.
2020; 11: 482

Regulatory context drives conservation of glycine riboswitch aptamers. PLoS computational biology
Crum, M. n., Ram-Mohan, N. n., Meyer, M. M.
2019; 15 (12): 1007564

The Transcriptional landscape of Streptococcus pneumoniae TIGR4 reveals a complex operon ar chitecture and abundant riboregulation critical for
growth and virulence PLOS PATHOGENS

Warrier, I., Ram-Mohan, N., Zhu, Z., Hazery, A., Echlin, H., Rosch, J., Meyer, M. M., van Opijnen, T.
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Analysis of the bacteriorhodopsin-producing haloar chaea reveals a core community that is stable over timein the salt crystallizers of Eilat,
Israel EXTREMOPHILES

Ram-Mohan, N., Oren, A., Papke, R.
2016; 20 (5): 747-57

Horizontal genetransfer, dispersal and haloar chaeal speciation. Life (Basel, Switzerland)
Papke, R. T., Corra, P. n., Ram-Mohan, N. n., delaHaba, R. R., Sdnchez-Porro, C. n., Makkay, A. n., Ventosa, A. n.
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Evidence from phylogenetic and genor ne finger printing analyses suggests rapidly changing variation in Halorubrum and Haloar cula
populations FRONTIERSIN MICROBIOLOGY
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