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King L Hung
Ph.D. Student in Cancer Biology, admitted Autumn 2018

Bio

HONORS AND AWARDS

• Harold M. Weintraub Graduate Student Award, Fred Hutchinson Cancer Center (2023)

• 30 Under 30 - Science, Forbes (2023)

• NCI F99/K00 Predoctoral to Postdoctoral Fellow Transition Award, National Cancer Institute (2022-2028)

• Stanford Graduate Fellowship, Stanford University (2018-2021)

EDUCATION AND CERTIFICATIONS

• BS, University of Washington , Biochemistry (2015)

LINKS

• Personal website: https://www.kinglhung.org

Publications

PUBLICATIONS

• CoRAL accurately resolves extrachromosomal DNA genome structures with long-read sequencing. bioRxiv : the preprint server for biology

Zhu, K., Jones, M. G., Luebeck, J., Bu, X., Yi, H., Hung, K. L., Wong, I. T., Zhang, S., Mischel, P. S., Chang, H. Y., Bafna, V.

2024

• Circular extrachromosomal DNA promotes tumor heterogeneity in high-risk medulloblastoma. Nature genetics

Chapman, O. S., Luebeck, J., Sridhar, S., Wong, I. T., Dixit, D., Wang, S., Prasad, G., Rajkumar, U., Pagadala, M. S., Larson, J. D., He, B. J., Hung, K. L., Lange,
et al

2023

• Disparate pathways for extrachromosomal DNA biogenesis and genomic DNA repair. bioRxiv : the preprint server for biology

Rose, J. C., Wong, I. T., Daniel, B., Jones, M. G., Yost, K. E., Hung, K. L., Curtis, E. J., Mischel, P. S., Chang, H. Y.

2023

• Coordinated inheritance of extrachromosomal DNA species in human cancer cells. bioRxiv : the preprint server for biology

Hung, K. L., Jones, M. G., Wong, I. T., Lange, J. T., Luebeck, J., Scanu, E., He, B. J., Brückner, L., Li, R., González, R. C., Schmargon, R., Dörr, J. R., Belk, et al

2023

• Parallel sequencing of extrachromosomal circular DNAs and transcriptomes in single cancer cells. Nature genetics

Chamorro González, R., Conrad, T., Stöber, M. C., Xu, R., Giurgiu, M., Rodriguez-Fos, E., Kasack, K., Brückner, L., van Leen, E., Helmsauer, K., Dorado Garcia,
H., Stefanova, M. E., Hung, et al

2023

• The AAV capsid can influence the epigenetic marking of rAAV delivered episomal genomes in a species dependent manner. Nature communications

Gonzalez-Sandoval, A., Pekrun, K., Tsuji, S., Zhang, F., Hung, K. L., Chang, H. Y., Kay, M. A.
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2023; 14 (1): 2448

• Profiling oncogenic extra-chromosomal DNA in cancer NATURE GENETICS

Hung, K. L., Chang, H. Y.

2022: 1591-1592

• Targeted profiling of human extrachromosomal DNA by CRISPR-CATCH. Nature genetics

Hung, K. L., Luebeck, J., Dehkordi, S. R., Colon, C. I., Li, R., Wong, I. T., Coruh, C., Dharanipragada, P., Lomeli, S. H., Weiser, N. E., Moriceau, G., Zhang, X.,
Bailey, et al

2022

• Ex vivo engineered human plasma cells exhibit robust protein secretion and long-term engraftment in vivo. Nature communications

Cheng, R. Y., Hung, K. L., Zhang, T., Stoffers, C. M., Ott, A. R., Suchland, E. R., Camp, N. D., Khan, I. F., Singh, S., Yang, Y., Rawlings, D. J., James, R. G.

2022; 13 (1): 6110

• The evolutionary dynamics of extrachromosomal DNA in human cancers. Nature genetics

Lange, J. T., Rose, J. C., Chen, C. Y., Pichugin, Y., Xie, L., Tang, J., Hung, K. L., Yost, K. E., Shi, Q., Erb, M. L., Rajkumar, U., Wu, S., Taschner-Mandl, et al

2022

• Gene regulation on extrachromosomal DNA. Nature structural & molecular biology

Hung, K. L., Mischel, P. S., Chang, H. Y.

2022

• Dissecting the role of Stag2 in lung adenocarcinoma

Ashkin, E. L., Cai, H., Tang, Y. J., Li, C., Chew, S., Hung, K., Belk, J., Karmakar, S., Hebert, J., Yousefi, M., Swanton, C., Petrov, D. A., Winslow, et al

AMER ASSOC CANCER RESEARCH.2022

• Oncogene Convergence in Extrachromosomal 
DNA Hubs. Cancer discovery

Weiser, N. E., Hung, K. L., Chang, H. Y.

2022: OF1-OF4

• The Primate Selective Transduction of rAAV-LK03 Vectors is Related to Variation in Histone and Histone Post-Translational Modifications on the Viral
Genome in the Host Nucleus

Gonzalez-Sandoval, A., Tsuji, S., Hung, K. L., Zhang, F., Kay, M. A.

CELL PRESS.2022: 408

• ecDNA hubs drive cooperative intermolecular oncogene expression. Nature

Hung, K. L., Yost, K. E., Xie, L., Shi, Q., Helmsauer, K., Luebeck, J., Schopflin, R., Lange, J. T., Chamorro Gonzalez, R., Weiser, N. E., Chen, C., Valieva, M. E.,
Wong, et al

2021

• Genome-wide programmable transcriptional memory by CRISPR-based epigenome editing. Cell

Nunez, J. K., Chen, J., Pommier, G. C., Cogan, J. Z., Replogle, J. M., Adriaens, C., Ramadoss, G. N., Shi, Q., Hung, K. L., Samelson, A. J., Pogson, A. N., Kim, J.
Y., Chung, et al

2021

• A functional taxonomy of tumor suppression in oncogenic KRAS-driven lung cancer. Cancer discovery

Cai, H. n., Chew, S. K., Li, C. n., Tsai, M. K., Andrejka, L. n., Murray, C. W., Hughes, N. W., Shuldiner, E. G., Ashkin, E. L., Tang, R. n., Hung, K. L., Chen, L.
C., Lee, et al

2021

• Engineering Protein-Secreting Plasma Cells by Homology-Directed Repair in Primary Human B Cells MOLECULAR THERAPY

Hung, K. L., Meitlis, I., Hale, M., Chen, C., Singh, S., Jackson, S. W., Miao, C. H., Khan, I. F., Rawlings, D. J., James, R. G.

2018; 26 (2): 456–67

• Wnt signaling and tbx16 form a bistable switch to commit bipotential progenitors to mesoderm DEVELOPMENT

Bouldin, C. M., Manning, A. J., Peng, Y., Farr, G. H., Hung, K. L., Dong, A., Kimelman, D.

2015; 142 (14): 2499-+


