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Nigam H. Shah, MBBS, PhD
Professor of Medicine (Biomedical Informatics) and of Biomedical Data Science

Medicine - Biomedical Informatics Research

CONTACT INFORMATION

• Administrative Contact

 Mary Watson - Administrative Associate

 Email mwatson5@stanford.edu

Bio

BIO

Dr. Nigam Shah is Professor of Medicine at Stanford University, and Chief Data Scientist for Stanford Health Care. His research group analyzes multiple types of

health data (EHR, Claims, Wearables, Weblogs, and Patient blogs), to answer clinical questions, generate insights, and build predictive models for the learning health

system. At Stanford Healthcare, he leads artificial intelligence and data science efforts for advancing the scientific understanding of disease, improving the practice of

clinical medicine and orchestrating the delivery of health care.

Dr. Shah is an inventor on eight patents and patent applications, has authored over 200 scientific publications and has co-founded three companies. Dr. Shah was

elected into the American College of Medical Informatics (ACMI) in 2015 and was inducted into the American Society for Clinical Investigation (ASCI) in 2016. He

holds an MBBS from Baroda Medical College, India, a PhD from Penn State University and completed postdoctoral training at Stanford University.

ACADEMIC APPOINTMENTS

• Professor, Medicine - Biomedical Informatics Research

• Professor, Biomedical Data Science

• Member, Bio-X

• Member, Cardiovascular Institute

• Faculty Affiliate, Institute for Human-Centered Artificial Intelligence (HAI)

• Member, Wu Tsai Human Performance Alliance

• Member, Maternal & Child Health Research Institute (MCHRI)

• Member, Stanford Cancer Institute

• Member, Wu Tsai Neurosciences Institute

ADMINISTRATIVE APPOINTMENTS

• Chief Data Scientist, Stanford Healthcare, (2022- present)

• Co-director, Center for Artificial Intelligence in Medicine & Imaging (AIMI), (2020- present)

• Associate Dean for Research, School of Medicine, (2019- present)
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• Associate Director, Stanford Center for Biomedical Research (BMIR), (2013- present)

• Director, Informatics Core, Stanford Center for Clinical and Translational Research, and Education (Spectrum), (2017-2022)

• Associate CIO, Data Science, Stanford Healthcare, (2018-2022)

• Executive Committee Member, Biomedical Informatics Graduate Program, (2011-2021)

• Member, Cancer Institute Informatics Steering Committee, (2011-2015)

• Scientific Program Chair, AMIA Summit on Translational Bioinformatics, (2011-2012)

• Advisory Committee Member, Stanford Center for Clinical Informatics, (2011-2012)

HONORS AND AWARDS

• Fellow, American College of Medical Informatics (11/2015)

• New Investigator Award, American Medical Informatics Association (AMIA) (11/2013)

• Biosciences Faculty Award recognizing outstanding teaching contributions, Stanford School of Medicine (06/2012)

• Fellow, American Society for Clinical Investigation (04/2016)

• Ramoni Best paper award, AMIA Summit on Translational Bioinformatics (03/2013)

• Distinguished paper award, AMIA Summit on Translational Bioinformatics (03/2011)

• Outstanding paper award, AMIA Summit on Translational Bioinformatics (03/2009)

• Outstanding paper award, Summit on Translational Bioinformatics (03/2008)

PROFESSIONAL EDUCATION

• Postdoctoral, Stanford University , Biomedical Informatics (2007)

• PhD, The Pennsylvania State University , Molecular Medicine (2005)

• MBBS, Baroda Medical College , Medicine (1999)

LINKS

• Lab site: http://shahlab.stanford.edu/

• Personal site: https://web.stanford.edu/~nigam/

• ADRC: http://med.stanford.edu/adrc.html

Research & Scholarship

CURRENT RESEARCH AND SCHOLARLY INTERESTS

We analyze multiple types of health data (EHR, Claims, Wearables, Weblogs, and Patient blogs), to answer clinical questions, generate insights, and build predictive

models for the learning health system. Read more at http://shahlab.stanford.edu

We answer clinical questions to enable better medical decisions using EHR and Claims data, via a bedside consult service that enables the use of aggregate patient data

at the point of care. See more at http://greenbutton.stanford.edu

We make predictions that allow taking mitigating actions. We characterize the fairness and examine the ethical implications of using machine learning in clinical care.

We have built models for predicting future increases in cost, identifying slow healing wounds, missed diagnoses of depression and for improving palliative care. Learn

more at http://aihc.stanford.edu

We develop methods to analyze multiple datatypes for generating insights. Such as:
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(1) Combining molecular data with EHR data to identify biomarkers for poor outcomes in fibrotic diseases.

(2) Learning effective treatment pathways in Type 2 Diabetes using medical claims data from multiple countries.

(3) Monitoring Point-of-Care glucose meters using coincident testing with central laboratory measurements.

(4) Detecting skin adverse reactions by analyzing content in a health social network.

(5) Conducting surveillance for drug adverse events and safety of medical devices by analyzing using clinical notes in the EHR.

(6) Mining Web search logs to predict health utilization and analyzing information seeking behavior of health professionals.

(7) Inferring physical function from wearables data.

(8) Assessing the accuracy of automatic speech recognition for psychotherapy.

Teaching

COURSES

2023-24

• Data Driven Medicine: BIOMEDIN 225 (Spr)

• Data Science for Medicine: BIOMEDIN 215 (Aut)

2022-23

• Data Driven Medicine: BIOMEDIN 225 (Win)

• Data Science for Medicine: BIOMEDIN 215 (Aut)

2021-22

• Data Driven Medicine: BIOMEDIN 225 (Win)

• Data Science for Medicine: BIOMEDIN 215 (Aut)

2020-21

• Data Science for Medicine: BIOMEDIN 215 (Aut)

STANFORD ADVISEES

Med Scholar Project Advisor

Jonathan Lu

Postdoctoral Faculty Sponsor

Zepeng Huo

Master's Program Advisor

Michael Freedman

Doctoral (Program)

Sergio Gonzales, Michael Wornow

GRADUATE AND FELLOWSHIP PROGRAM AFFILIATIONS

• Biomedical Informatics (Phd Program)

• Biomedical Informatics (Masters Program)
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Publications

PUBLICATIONS

• External validation of AI models in health should be replaced with recurring local validation. Nature medicine

Youssef, A., Pencina, M., Thakur, A., Zhu, T., Clifton, D., Shah, N. H.

2023

• The Stanford Medicine data science ecosystem for clinical and translational research. JAMIA open

Callahan, A., Ashley, E., Datta, S., Desai, P., Ferris, T. A., Fries, J. A., Halaas, M., Langlotz, C. P., Mackey, S., Posada, J. D., Pfeffer, M. A., Shah, N. H.

2023; 6 (3): ooad054

• Creation and Adoption of Large Language Models in Medicine. JAMA

Shah, N. H., Entwistle, D., Pfeffer, M. A.

2023

• The shaky foundations of large language models and foundation models for electronic health records. NPJ digital medicine

Wornow, M., Xu, Y., Thapa, R., Patel, B., Steinberg, E., Fleming, S., Pfeffer, M. A., Fries, J., Shah, N. H.

2023; 6 (1): 135

• Discrepancies Between Clearance Summaries and Marketing Materials of Software-Enabled Medical Devices Cleared by the US Food and Drug
Administration. JAMA network open

Shah, N. H., Mello, M. M.

2023; 6 (7): e2321753

• DEPLOYR: a technical framework for deploying custom real-time machine learning models into the electronic medical record. Journal of the American
Medical Informatics Association : JAMIA

Corbin, C. K., Maclay, R., Acharya, A., Mony, S., Punnathanam, S., Thapa, R., Kotecha, N., Shah, N. H., Chen, J. H.

2023

• EHR foundation models improve robustness in the presence of temporal distribution shift. Scientific reports

Guo, L. L., Steinberg, E., Fleming, S. L., Posada, J., Lemmon, J., Pfohl, S. R., Shah, N., Fries, J., Sung, L.

2023; 13 (1): 3767

• A framework to identify ethical concerns with ML-guided care workflows: a case study of mortality prediction to guide advance care planning. Journal of
the American Medical Informatics Association : JAMIA

Cagliero, D., Deuitch, N., Shah, N., Feudtner, C., Char, D.

2023

• Assessing the net benefit of machine learning models in the presence of resource constraints. Journal of the American Medical Informatics Association :
JAMIA

Singh, K., Shah, N. H., Vickers, A. J.

2023

• Clinical utility gains from incorporating comorbidity and geographic location information into risk estimation equations for atherosclerotic
cardiovascular disease. Journal of the American Medical Informatics Association : JAMIA

Xu, Y., Foryciarz, A., Steinberg, E., Shah, N. H.

2023

• APLUS: A Python Library for Usefulness Simulations of Machine Learning Models in Healthcare. Journal of biomedical informatics

Wornow, M., Gyang Ross, E., Callahan, A., Shah, N. H.

2023: 104319

• Investigating real-world consequences of biases in commonly used clinical calculators. The American journal of managed care

Yoo, R. M., Dash, D., Lu, J. H., Genkins, J. Z., Rabbani, N., Fries, J. A., Shah, N. H.

2023; 29 (1): e1-e7

• Ethical and regulatory challenges of large language models in medicine. The Lancet. Digital health

Ong, J. C., Chang, S. Y., William, W., Butte, A. J., Shah, N. H., Chew, L. S., Liu, N., Doshi-Velez, F., Lu, W., Savulescu, J., Ting, D. S.

2024
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• Scalable Approach to Consumer Wearable Postmarket Surveillance: Development and Validation Study. JMIR medical informatics

Yoo, R. M., Viggiano, B. T., Pundi, K. N., Fries, J. A., Zahedivash, A., Podchiyska, T., Din, N., Shah, N. H.

2024; 12: e51171

• Ensuring useful adoption of generative artificial intelligence in healthcare. Journal of the American Medical Informatics Association : JAMIA

Jindal, J. A., Lungren, M. P., Shah, N. H.

2024

• Characterizing the limitations of using diagnosis codes in the context of machine learning for healthcare. BMC medical informatics and decision making

Guo, L. L., Morse, K. E., Aftandilian, C., Steinberg, E., Fries, J., Posada, J., Fleming, S. L., Lemmon, J., Jessa, K., Shah, N., Sung, L.

2024; 24 (1): 51

• Health AI Assurance Laboratories-Reply. JAMA

Shah, N. H., Halamka, J. D., Anderson, B.

2024

• Clinfo.ai: An Open-Source Retrieval-Augmented Large Language Model System for Answering Medical Questions using Scientific Literature. Pacific
Symposium on Biocomputing. Pacific Symposium on Biocomputing

Lozano, A., Fleming, S. L., Chiang, C., Shah, N.

2024; 29: 8-23

• A Nationwide Network of Health AI Assurance Laboratories. JAMA

Shah, N. H., Halamka, J. D., Saria, S., Pencina, M., Tazbaz, T., Tripathi, M., Callahan, A., Hildahl, H., Anderson, B.

2023

• Organizational Factors in Clinical Data Sharing for Artificial Intelligence in Health Care. JAMA network open

Youssef, A., Ng, M. Y., Long, J., Hernandez-Boussard, T., Shah, N., Miner, A., Larson, D., Langlotz, C. P.

2023; 6 (12): e2348422

• Beta-2 adrenergic receptor agonism alters astrocyte phagocytic activity and has potential applications to psychiatric disease. Discover mental health

Bowen, E. R., DiGiacomo, P., Fraser, H. P., Guttenplan, K., Smith, B. A., Heberling, M. L., Vidano, L., Shah, N., Shamloo, M., Wilson, J. L., Grimes, K. V.

2023; 3 (1): 27

• President Biden's Executive Order on Artificial Intelligence-Implications for Health Care Organizations. JAMA

Mello, M. M., Shah, N. H., Char, D. S.

2023

• Lessons Learned from a Multi-Site, Team-Based Serious Illness Care Program Implementation at an Academic Medical Center. Journal of palliative
medicine

Seevaratnam, B., Wang, S., Fong, R., Hui, F., Callahan, A., Chobot, S., Gensheimer, M. F., Li, R. C., Nguyen, D., Ramchandran, K., Shah, N. H., Shieh, L., Zeng,
et al

2023

• Multinational patterns of second line antihyperglycaemic drug initiation across cardiovascular risk groups: federated pharmacoepidemiological
evaluation in LEGEND-T2DM. BMJ medicine

Khera, R., Dhingra, L. S., Aminorroaya, A., Li, K., Zhou, J. J., Arshad, F., Blacketer, C., Bowring, M. G., Bu, F., Cook, M., Dorr, D. A., Duarte-Salles, T., DuVall,
et al

2023; 2 (1): e000651

• Using public clinical trial reports to probe non-experimental causal inference methods. BMC medical research methodology

Steinberg, E., Ignatiadis, N., Yadlowsky, S., Xu, Y., Shah, N.

2023; 23 (1): 204

• Ranitidine Use and Incident Cancer in a Multinational Cohort. JAMA network open

You, S. C., Seo, S. I., Falconer, T., Yanover, C., Duarte-Salles, T., Seager, S., Posada, J. D., Shah, N. H., Nguyen, P. A., Kim, Y., Hsu, J. C., Van Zandt, M., Hsu, et
al

2023; 6 (9): e2333495

• Self-supervised machine learning using adult inpatient data produces effective models for pediatric clinical prediction tasks. Journal of the American
Medical Informatics Association : JAMIA

Lemmon, J., Guo, L. L., Steinberg, E., Morse, K. E., Fleming, S. L., Aftandilian, C., Pfohl, S. R., Posada, J. D., Shah, N., Fries, J., Sung, L.
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2023

• Characterizing subgroup performance of probabilistic phenotype algorithms within older adults: a case study for dementia, mild cognitive impairment,
and Alzheimer's and Parkinson's diseases. JAMIA open

Banda, J. M., Shah, N. H., Periyakoil, V. S.

2023; 6 (2): ooad043

• Use of Electronic Health Record Data for Drug Safety Signal Identification: A Scoping Review. Drug safety

Davis, S. E., Zabotka, L., Desai, R. J., Wang, S. V., Maro, J. C., Coughlin, K., Hernández-Muñoz, J. J., Stojanovic, D., Shah, N. H., Smith, J. C.

2023

• Principled estimation and evaluation of treatment effect heterogeneity: A case study application to dabigatran for patients with atrial fibrillation. Journal
of biomedical informatics

Xu, Y., Bechler, K., Callahan, A., Shah, N.

2023: 104420

• Contextualising adverse events of special interest to characterise the baseline incidence rates in 24 million patients with COVID-19 across 26 databases: a
multinational retrospective cohort study. EClinicalMedicine

Voss, E. A., Shoaibi, A., Yin Hui Lai, L., Blacketer, C., Alshammari, T., Makadia, R., Haynes, K., Sena, A. G., Rao, G., van Sandijk, S., Fraboulet, C., Boyer, L.,
Le Carrour, et al

2023; 58: 101932

• Evaluation of Feature Selection Methods for Preserving Machine Learning Performance in the Presence of Temporal Dataset Shift in Clinical
Medicine. Methods of information in medicine

Lemmon, J., Guo, L. L., Posada, J., Pfohl, S. R., Fries, J., Fleming, S. L., Aftandilian, C., Shah, N., Sung, L.

2023

• Standardizing Multi-site Clinical Note Titles to LOINC Document Ontology: A Transformer-based Approach. AMIA ... Annual Symposium proceedings.
AMIA Symposium

Zuo, X., Zhou, Y., Duke, J., Hripcsak, G., Shah, N., Banda, J. M., Reeves, R., Miller, T., Waitman, L. R., Natarajan, K., Xu, H.

2023; 2023: 834-843

• Efficient Diagnosis Assignment Using Unstructured Clinical Notes

Blankemeier, L., Fries, J., Tinn, R., Preston, S., Shah, N., Chaudhari, A., Boyd-Graber, J., Okazaki, N., Rogers, A.

ASSOC COMPUTATIONAL LINGUISTICS-ACL.2023: 485-494

• A computational approach to measure the linguistic characteristics of psychotherapy timing, responsiveness, and consistency. Npj mental health research

Miner, A. S., Fleming, S. L., Haque, A., Fries, J. A., Althoff, T., Wilfley, D. E., Agras, W. S., Milstein, A., Hancock, J., Asch, S. M., Stirman, S. W., Arnow, B. A.,
Shah, et al

2022; 1 (1): 19

• Developing medical imaging AI for emerging infectious diseases. Nature communications

Huang, S., Chaudhari, A. S., Langlotz, C. P., Shah, N., Yeung, S., Lungren, M. P.

2022; 13 (1): 7060

• Use of Machine Learning and Lay Care Coaches to Increase Advance Care Planning Conversations for Patients With Metastatic Cancer. JCO oncology
practice

Gensheimer, M. F., Gupta, D., Patel, M. I., Fardeen, T., Hildebrand, R., Teuteberg, W., Seevaratnam, B., Asuncion, M. K., Alves, N., Rogers, B., Hansen, J.,
DeNofrio, J., Shah, et al

2022: OP2200128

• Perspective Toward Machine Learning Implementation in Pediatric Medicine: Mixed Methods Study. JMIR medical informatics

Alexander, N., Aftandilian, C., Guo, L. L., Plenert, E., Posada, J., Fries, J., Fleming, S., Johnson, A., Shah, N., Sung, L.

2022; 10 (11): e40039

• A network paradigm predicts drug synergistic effects using downstream protein-protein interactions. CPT: pharmacometrics & systems pharmacology

Wilson, J. L., Steinberg, E., Racz, R., Altman, R. B., Shah, N., Grimes, K.

2022

• User-centred design for machine learning in health care: a case study from care management. BMJ health & care informatics

Seneviratne, M. G., Li, R. C., Schreier, M., Lopez-Martinez, D., Patel, B. S., Yakubovich, A., Kemp, J. B., Loreaux, E., Gamble, P., El-Khoury, K., Vardoulakis,
L., Wong, D., Desai, et al
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2022; 29 (1)

• Assessment of Adherence to Reporting Guidelines by Commonly Used Clinical Prediction Models From a Single Vendor: A Systematic Review. JAMA
network open

Lu, J. H., Callahan, A., Patel, B. S., Morse, K. E., Dash, D., Pfeffer, M. A., Shah, N. H.

2022; 5 (8): e2227779

• Nursing Workflow Change in a COVID-19 Inpatient Unit Following the Deployment of Inpatient Telehealth: An Observational Study Using a Real-Time
Locating System. Journal of medical Internet research

Vilendrer, S., Lough, M. E., Garvert, D. W., Lambert, M. H., Lu, J. H., Patel, B., Shah, N. H., Williams, M. Y., Kling, S. M.

2022

• Evaluating algorithmic fairness in the presence of clinical guidelines: the case of atherosclerotic cardiovascular disease risk estimation. BMJ health & care
informatics

Foryciarz, A., Pfohl, S. R., Patel, B., Shah, N.

2022; 29 (1)

• DLMM as a lossless one-shot algorithm for collaborative multi-site distributed linear mixed models. Nature communications

Luo, C., Islam, M. N., Sheils, N. E., Buresh, J., Reps, J., Schuemie, M. J., Ryan, P. B., Edmondson, M., Duan, R., Tong, J., Marks-Anglin, A., Bian, J., Chen, et al

2022; 13 (1): 1678

• A comparison of approaches to improve worst-case predictive model performance over patient subpopulations. Scientific reports

Pfohl, S. R., Zhang, H., Xu, Y., Foryciarz, A., Ghassemi, M., Shah, N. H.

2022; 12 (1): 3254

• Evaluation of domain generalization and adaptation on improving model robustness to temporal dataset shift in clinical medicine. Scientific reports

Guo, L. L., Pfohl, S. R., Fries, J., Johnson, A. E., Posada, J., Aftandilian, C., Shah, N., Sung, L.

2022; 12 (1): 2726

• Characteristics and outcomes of COVID-19 patients with and without asthma from the United States, South Korea, and Europe. The Journal of asthma :
official journal of the Association for the Care of Asthma

Morales, D., Ostropolets, A., Lai, L., Sena, A., Duvall, S., Suchard, M., Verhamme, K., Rjinbeek, P., Posada, J., Ahmed, W., Alshammary, T., Alghoul, H., Alser,
et al

1800: 1-14

• Building a Learning Health System: Creating an Analytical Workflow for Evidence Generation to Inform Institutional Clinical Care Guidelines. Applied
clinical informatics

Dash, D., Gokhale, A., Patel, B. S., Callahan, A., Posada, J., Krishnan, G., Collins, W., Li, R., Schulman, K., Ren, L., Shah, N. H.

2022; 13 (1): 315-321

• Predicting patients who are likely to develop Lupus Nephritis of those newly diagnosed with Systemic Lupus Erythematosus. AMIA ... Annual Symposium
proceedings. AMIA Symposium

Bechler, K. K., Stolyar, L., Steinberg, E., Posada, J., Minty, E., Shah, N. H.

2022; 2022: 221-230

• Characteristics and outcomes of COVID-19 patients with COPD from the United States, South Korea, and Europe. Wellcome open research

Moreno-Martos, D., Verhamme, K., Ostropolets, A., Kostka, K., Duarte-Sales, T., Prieto-Alhambra, D., Alshammari, T. M., Alghoul, H., Ahmed, W., Blacketer, C.,
DuVall, S., Lai, L., Matheny, et al

2022; 7: 22

• Considerations in the reliability and fairness audits of predictive models for advance care planning Frontiers in Digital Health

Lu, J., Sattler, A., Wang, S., Khaki, A. R., Callahan, A., Fleming, S., Fong, R., Ehlert, B., Li, R., Shieh, L., Ramchandran, K., Gensheimer, M., Chobot, et al

2022: 943768

• Monitoring Approaches for a Pediatric Chronic Kidney Disease Machine Learning Model. Applied clinical informatics

Morse, K. E., Brown, C., Fleming, S., Todd, I., Powell, A., Russell, A., Scheinker, D., Sutherland, S. M., Lu, J., Watkins, B., Shah, N. H., Pageler, N. M., Palma, et
al

2022; 13 (2): 431-438

• Unraveling COVID-19: A Large-Scale Characterization of 4.5 Million COVID-19 Cases Using CHARYBDIS. Clinical epidemiology

Kostka, K., Duarte-Salles, T., Prats-Uribe, A., Sena, A. G., Pistillo, A., Khalid, S., Lai, L. Y., Golozar, A., Alshammari, T. M., Dawoud, D. M., Nyberg, F., Wilcox,
A. B., Andryc, et al
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2022; 14: 369-384

• Characteristics and outcomes of patients with COVID-19 with and without prevalent hypertension: a multinational cohort study. BMJ open

Reyes, C., Pistillo, A., Fernandez-Bertolin, S., Recalde, M., Roel, E., Puente, D., Sena, A. G., Blacketer, C., Lai, L., Alshammari, T. M., Ahmed, W., Alser, O.,
Alghoul, et al

1800; 11 (12): e057632

• Predictors of diagnostic transition from major depressive disorder to bipolar disorder: a retrospective observational network study. Translational
psychiatry

Nestsiarovich, A., Reps, J. M., Matheny, M. E., DuVall, S. L., Lynch, K. E., Beaton, M., Jiang, X., Spotnitz, M., Pfohl, S. R., Shah, N. H., Torre, C. O., Reich, C.
G., Lee, et al

1800; 11 (1): 642

• Unsupervised Learning for Automated Detection of Coronary Artery Disease Subgroups. Journal of the American Heart Association

Flores, A. M., Schuler, A., Eberhard, A. V., Olin, J. W., Cooke, J. P., Leeper, N. J., Shah, N. H., Ross, E. G.

2021: e021976

• An informatics consult approach for generating clinical evidence for treatment decisions. BMC medical informatics and decision making

Lai, A. G., Chang, W. H., Parisinos, C. A., Katsoulis, M., Blackburn, R. M., Shah, A. D., Nguyen, V., Denaxas, S., Davey Smith, G., Gaunt, T. R.,
Nirantharakumar, K., Cox, M. P., Forde, et al

2021; 21 (1): 281

• A quality assessment tool for artificial intelligence-centered diagnostic test accuracy studies: QUADAS-AI. Nature medicine

Sounderajah, V., Ashrafian, H., Rose, S., Shah, N. H., Ghassemi, M., Golub, R., Kahn, C. E., Esteva, A., Karthikesalingam, A., Mateen, B., Webster, D., Milea, D.,
Ting, et al

2021

• Exploring Workplace Testing with Real-Time Polymerase Chain Reaction SARS-CoV-2 Testing. Journal of the American Board of Family Medicine :
JABFM

Fuentes, L., Shah, N., Kelly, S., Harnett, G., Schulman, K. A.

2021; 35 (1): 96-101

• Computational drug repositioning of atorvastatin for ulcerative colitis. Journal of the American Medical Informatics Association : JAMIA

Bai, L., Scott, M. K., Steinberg, E., Kalesinskas, L., Habtezion, A., Shah, N. H., Khatri, P.

2021

• Summarizing Patients Like Mine via an On-demand Consultation Service PROCEEDINGS OF THE VLDB ENDOWMENT

Shah, N.

2021; 14 (13): 3417

• A survey of extant organizational and computational setups for deploying predictive models in health systems. Journal of the American Medical Informatics
Association : JAMIA

Kashyap, S., Morse, K. E., Patel, B., Shah, N. H.

2021

• Learning decision thresholds for risk stratification models from aggregate clinician behavior. Journal of the American Medical Informatics Association :
JAMIA

Patel, B. S., Steinberg, E., Pfohl, S. R., Shah, N. H.

2021

• Systematic Review of Approaches to Preserve Machine Learning Performance in the Presence of Temporal Dataset Shift in Clinical Medicine. Applied
clinical informatics

Guo, L. L., Pfohl, S. R., Fries, J., Posada, J., Fleming, S. L., Aftandilian, C., Shah, N., Sung, L.

2021; 12 (4): 808-815

• Heterogeneity and temporal variation in the management of COVID-19: A multinational drug utilisation study including 274,719 hospitalised patients
from, the United States of America, China, Spain, and South Korea

Prats-Uribe, A., Sena, A. G., Lai, L., Ahmed, W., Alghoul, H., Alser, O., Alshammari, T. M., Areia, C., Carter, W. A., Casajust, P., Dawoud, D., Golozar, A.,
Jonnagaddala, et al

WILEY.2021: 78-79
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• Characteristics and outcomes of over 300,000 COVID-19 individuals with history of cancer in the United States and Spain. Cancer epidemiology,
biomarkers & prevention : a publication of the American Association for Cancer Research, cosponsored by the American Society of Preventive Oncology

Roel, E., Pistillo, A., Recalde, M., Sena, A. G., Fernandez-Bertolin, S., Aragon, M., Puente, D., Ahmed, W., Alghoul, H., Alser, O., Alshammari, T. M., Areia, C.,
Blacketer, et al

2021

• Characteristics and outcomes of 627 044 COVID-19 patients living with and without obesity in the United States, Spain, and the United
Kingdom. International journal of obesity (2005)

Recalde, M., Roel, E., Pistillo, A., Sena, A. G., Prats-Uribe, A., Ahmed, W., Alghoul, H., Alshammari, T. M., Alser, O., Areia, C., Burn, E., Casajust, P., Dawoud,
et al

2021

• 30-Day Outcomes of Children and Adolescents With COVID-19: An International Experience. Pediatrics

Talita, D., Vizcaya, D., Pistillo, A., Casajust, P., Sena, A. G., Lai, L. Y., Prats-Uribe, A., Ahmed, W., Alshammari, T. M., Alghoul, H., Alser, O., Burn, E., You, et
al

2021

• Use of repurposed and adjuvant drugs in hospital patients with covid-19: multinational network cohort study. BMJ (Clinical research ed.)

Prats-Uribe, A., Sena, A. G., Lai, L. Y., Ahmed, W., Alghoul, H., Alser, O., Alshammari, T. M., Areia, C., Carter, W., Casajust, P., Dawoud, D., Golozar, A.,
Jonnagaddala, et al

2021; 373: n1038

• Ontology-driven weak supervision for clinical entity classification in electronic health records. Nature communications

Fries, J. A., Steinberg, E., Khattar, S., Fleming, S. L., Posada, J., Callahan, A., Shah, N. H.

2021; 12 (1): 2017

• ACE: the Advanced Cohort Engine for searching longitudinal patient records. Journal of the American Medical Informatics Association : JAMIA

Callahan, A., Polony, V., Posada, J. D., Banda, J. M., Gombar, S., Shah, N. H.

2021

• Conflicting information from the Food and Drug Administration: Missed opportunity to lead standards for safe and effective medical artificial intelligence
solutions. Journal of the American Medical Informatics Association : JAMIA

Hernandez-Boussard, T., Lundgren, M. P., Shah, N.

2021

• Unraveling COVID-19: a large-scale characterization of 4.5 million COVID-19 cases using CHARYBDIS. Research square

Prieto-Alhambra, D., Kostka, K., Duarte-Salles, T., Prats-Uribe, A., Sena, A., Pistillo, A., Khalid, S., Lai, L., Golozar, A., Alshammari, T. M., Dawoud, D., Nyberg,
F., Wilcox, et al

2021

• Assessment of Extractability and Accuracy of Electronic Health Record Data for Joint Implant Registries. JAMA network open

Giori, N. J., Radin, J., Callahan, A., Fries, J. A., Halilaj, E., Re, C., Delp, S. L., Shah, N. H., Harris, A. H.

2021; 4 (3): e211728

• Occurrence and Timing of Subsequent Severe Acute Respiratory Syndrome Coronavirus 2 Reverse-transcription Polymerase Chain Reaction Positivity
Among Initially Negative Patients. Clinical infectious diseases : an official publication of the Infectious Diseases Society of America

Long, D. R., Gombar, S., Hogan, C. A., Greninger, A. L., O'Reilly-Shah, V., Bryson-Cahn, C., Stevens, B., Rustagi, A., Jerome, K. R., Kong, C. S., Zehnder, J.,
Shah, N. H., Weiss, et al

2021; 72 (2): 323-326

• Occurrence and Timing of Subsequent Severe Acute Respiratory Syndrome Coronavirus 2 Reverse-transcription Polymerase Chain Reaction Positivity
Among Initially Negative Patients. Clinical infectious diseases : an official publication of the Infectious Diseases Society of America

Long, D. R., Gombar, S. n., Hogan, C. A., Greninger, A. L., O'Reilly-Shah, V. n., Bryson-Cahn, C. n., Stevens, B. n., Rustagi, A. n., Jerome, K. R., Kong, C. S.,
Zehnder, J. n., Shah, N. H., Weiss, et al

2021; 72 (2): 323–26

• An open repository of real-time COVID-19 indicators. Proceedings of the National Academy of Sciences of the United States of America

Reinhart, A., Brooks, L., Jahja, M., Rumack, A., Tang, J., Agrawal, S., Al Saeed, W., Arnold, T., Basu, A., Bien, J., Cabrera, Á. A., Chin, A., Chua, et al

2021; 118 (51)

• Improving Hospital Readmission Prediction using Individualized Utility Analysis. Journal of biomedical informatics
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Ko, M., Chen, E., Agrawal, A., Rajpurkar, P., Avati, A., Ng, A., Basu, S., Shah, N. H.

2021: 103826

• Treatment and Monitoring Variability in US Metastatic Breast Cancer Care. JCO clinical cancer informatics

Caswell-Jin, J. L., Callahan, A., Purington, N., Han, S. S., Itakura, H., John, E. M., Blayney, D. W., Sledge, G. W., Shah, N. H., Kurian, A. W.

2021; 5: 600-614

• COVID-19 in patients with autoimmune diseases: characteristics and outcomes in a multinational network of cohorts across three countries. Rheumatology
(Oxford, England)

Tan, E. H., Sena, A. G., Prats-Uribe, A. n., You, S. C., Ahmed, W. U., Kostka, K. n., Reich, C. n., Duvall, S. L., Lynch, K. E., Matheny, M. E., Duarte-Salles, T. n.,
Bertolin, S. F., Hripcsak, et al
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• SARS-CoV-2 infection and COVID-19 severity in individuals with prior seasonal coronavirus infection. Diagnostic microbiology and infectious disease

Gombar, S. n., Bergquist, T. n., Pejaver, V. n., Hammarlund, N. E., Murugesan, K. n., Mooney, S. n., Shah, N. n., Pinsky, B. A., Banaei, N. n.

2021; 100 (2): 115338

• A framework for making predictive models useful in practice. Journal of the American Medical Informatics Association : JAMIA

Jung, K., Kashyap, S., Avati, A., Harman, S., Shaw, H., Li, R., Smith, M., Shum, K., Javitz, J., Vetteth, Y., Seto, T., Bagley, S. C., Shah, et al

2020

• Prediction of Major Depressive Disorder Following Beta-Blocker Therapy in Patients with Cardiovascular Diseases. Journal of personalized medicine

Jin, S., Kostka, K., Posada, J. D., Kim, Y., Seo, S. I., Lee, D. Y., Shah, N. H., Roh, S., Lim, Y., Chae, S. G., Jin, U., Son, S. J., Reich, et al

2020; 10 (4)

• Use of dialysis, tracheostomy, and extracorporeal membrane oxygenation among 240,392 patients hospitalized with COVID-19 in the United
States. medRxiv : the preprint server for health sciences

Burn, E., Sena, A. G., Prats-Uribe, A., Spotnitz, M., DuVall, S., Lynch, K. E., Matheny, M. E., Nyberg, F., Ahmed, W. U., Alser, O., Alghoul, H., Alshammari, T.,
Zhang, et al

2020

• An empirical characterization of fair machine learning for clinical risk prediction. Journal of biomedical informatics

Pfohl, S. R., Foryciarz, A., Shah, N. H.

2020: 103621

• Development and utility assessment of a machine learning bloodstream infection classifier in pediatric patients receiving cancer treatments. BMC cancer

Sung, L., Corbin, C., Steinberg, E., Vettese, E., Campigotto, A., Lecce, L., Tomlinson, G. A., Shah, N.

2020; 20 (1): 1103

• Baseline characteristics, management, and outcomes of 55,270 children and adolescents diagnosed with COVID-19 and 1,952,693 with influenza in France,
Germany, Spain, South Korea and the United States: an international network cohort study. medRxiv : the preprint server for health sciences

Duarte-Salles, T., Vizcaya, D., Pistillo, A., Casajust, P., Sena, A. G., Lai, L. Y., Prats-Uribe, A., Ahmed, W. U., Alshammari, T. M., Alghoul, H., Alser, O., Burn,
E., You, et al

2020

• Baseline phenotype and 30-day outcomes of people tested for COVID-19: an international network cohort including >3.32 million people tested with real-
time PCR and >219,000 tested positive for SARS-CoV-2 in South Korea, Spain and the United States. medRxiv : the preprint server for health sciences

Golozar, A., Lai, L. Y., Sena, A. G., Vizcaya, D., Schilling, L. M., Huser, V., Nyberg, F., Duvall, S. L., Morales, D. R., Alshammari, T. M., Abedtash, H., Ahmed,
W. U., Alser, et al

2020

• Deep phenotyping of 34,128 adult patients hospitalised with COVID-19 in an international network study. Nature communications

Burn, E., You, S. C., Sena, A. G., Kostka, K., Abedtash, H., Abrahao, M. T., Alberga, A., Alghoul, H., Alser, O., Alshammari, T. M., Aragon, M., Areia, C., Banda,
et al

2020; 11 (1): 5009

• Developing a delivery science for artificial intelligence in healthcare. NPJ digital medicine

Li, R. C., Asch, S. M., Shah, N. H.

2020; 3 (1): 107

• SARS-CoV-2 Antibody Responses Correlate with Resolution of RNAemia But Are Short-Lived in Patients with Mild Illness. medRxiv : the preprint server
for health sciences
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Röltgen, K., Wirz, O. F., Stevens, B. A., Powell, A. E., Hogan, C. A., Najeeb, J., Hunter, M., Sahoo, M. K., Huang, C., Yamamoto, F., Manalac, J., Otrelo-Cardoso,
A. R., Pham, et al

2020

• Artificial Intelligence and Suicide Prevention: A Systematic Review of Machine Learning Investigations. International journal of environmental research and
public health

Bernert, R. A., Hilberg, A. M., Melia, R., Kim, J. P., Shah, N. H., Abnousi, F.

2020; 17 (16)

• Trove: Ontology-driven weak supervision for medical entity classification. ArXiv

Fries, J. A., Steinberg, E., Khattar, S., Fleming, S. L., Posada, J., Callahan, A., Shah, N. H.

2020

• Estimating the efficacy of symptom-based screening for COVID-19. NPJ digital medicine

Callahan, A., Steinberg, E., Fries, J. A., Gombar, S., Patel, B., Corbin, C. K., Shah, N. H.

2020; 3 (1): 95

• Comparative safety and effectiveness of alendronate versus raloxifene in women with osteoporosis. Scientific reports

Kim, Y., Tian, Y., Yang, J., Huser, V., Jin, P., Lambert, C. G., Park, H., You, S. C., Park, R. W., Rijnbeek, P. R., Van Zandt, M., Reich, C., Vashisht, et al

2020; 10 (1): 11115

• Toward Automated Detection of Peripheral Artery Disease Using Electronic Health Records

Vy Thuy Ho, Leeper, N., Shah, N., Ross, E.

MOSBY-ELSEVIER.2020: E41

• MINIMAR (MINimum Information for Medical AI Reporting): Developing reporting standards for artificial intelligence in health care. Journal of the
American Medical Informatics Association : JAMIA

Hernandez-Boussard, T., Bozkurt, S., Ioannidis, J. P., Shah, N. H.

2020

• Measure what matters: Counts of hospitalized patients are a better metric for health system capacity planning for a reopening. Journal of the American
Medical Informatics Association : JAMIA

Kashyap, S., Gombar, S., Yadlowsky, S., Callahan, A., Fries, J., Pinsky, B. A., Shah, N. H.

2020

• Assessing the accuracy of automatic speech recognition for psychotherapy NPJ DIGITAL MEDICINE

Miner, A. S., Haque, A., Fries, J. A., Fleming, S. L., Wilfley, D. E., Wilson, G., Milstein, A., Jurafsky, D., Arnow, B. A., Agras, W., Li Fei-Fei, Shah, N. H.

2020; 3 (1)

• Assessing the accuracy of automatic speech recognition for psychotherapy. NPJ digital medicine

Miner, A. S., Haque, A., Fries, J. A., Fleming, S. L., Wilfley, D. E., Terence Wilson, G., Milstein, A., Jurafsky, D., Arnow, B. A., Stewart Agras, W., Fei-Fei, L.,
Shah, N. H.

2020; 3: 82

• Research and Reporting Considerations for Observational Studies Using Electronic Health Record Data. Annals of internal medicine

Callahan, A., Shah, N. H., Chen, J. H.

2020; 172 (11_Supplement): S79–S84

• Persistent detection of SARS-CoV-2 RNA in patients and healthcare workers with COVID-19. Journal of clinical virology : the official publication of the Pan
American Society for Clinical Virology

Gombar, S., Chang, M., Hogan, C. A., Zehnder, J., Boyd, S., Pinsky, B. A., Shah, N. H.

2020; 129: 104477

• Linking insurance claims across time to characterize treatment, monitoring, and end-of-life care in metastatic breast cancer.

Caswell-Jin, J., Callahan, A., Purington, N., Han, S. S., Itakura, H., Sledge, G. W., Shah, N., Kurian, A. W.

AMER SOC CLINICAL ONCOLOGY.2020

• Occurrence and Timing of Subsequent SARS-CoV-2 RT-PCR Positivity Among Initially Negative Patients. medRxiv : the preprint server for health sciences

Long, D. R., Gombar, S., Hogan, C. A., Greninger, A. L., OReilly Shah, V., Bryson-Cahn, C., Stevens, B., Rustagi, A., Jerome, K. R., Kong, C. S., Zehnder, J.,
Shah, N. H., Weiss, et al
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• Development and validation of phenotype classifiers across multiple sites in the observational health data sciences and informatics network. Journal of the
American Medical Informatics Association : JAMIA

Kashyap, M., Seneviratne, M., Banda, J. M., Falconer, T., Ryu, B., Yoo, S., Hripcsak, G., Shah, N. H.

2020

• Deep Phenotyping: Embracing Complexity and Temporality-Towards Scalability, Portability, and Interoperability. Journal of biomedical informatics

Weng, C., Shah, N., Hripcsak, G.

2020: 103433

• Rates of Co-infection Between SARS-CoV-2 and Other Respiratory Pathogens. JAMA

Kim, D., Quinn, J., Pinsky, B., Shah, N. H., Brown, I.

2020

• Bridging the implementation gap of machine learning in healthcare BMJ INNOVATIONS

Seneviratne, M. G., Shah, N. H., Chu, L.

2020; 6 (2): 45-47

• Development and validation of a prognostic model predicting symptomatic hemorrhagic transformation in acute ischemic stroke at scale in the OHDSI
network. PloS one

Wang, Q., Reps, J. M., Kostka, K. F., Ryan, P. B., Zou, Y., Voss, E. A., Rijnbeek, P. R., Chen, R., Rao, G. A., Morgan Stewart, H., Williams, A. E., Williams, R.
D., Van Zandt, et al

2020; 15 (1): e0226718

• Countdown Regression: Sharp and Calibrated Survival Predictions

Avati, A., Duan, T., Zhou, S., Jung, K., Shah, N. H., Ng, A. Y., Adams, R. P., Gogate

JMLR-JOURNAL MACHINE LEARNING RESEARCH.2020: 145-155

• Characteristics, outcomes, and mortality amongst 133,589 patients with prevalent autoimmune diseases diagnosed with, and 48,418 hospitalised for
COVID-19: a multinational distributed network cohort analysis. medRxiv : the preprint server for health sciences

Tan, E. H., Sena, A. G., Prats-Uribe, A., You, S. C., Ahmed, W. U., Kostka, K., Reich, C., Duvall, S. L., Lynch, K. E., Matheny, M. E., Duarte-Salles, T., Bertolin,
S. F., Hripcsak, et al

2020

• Normalizing Clinical Document Titles to LOINC Document Ontology: an Initial Study. AMIA ... Annual Symposium proceedings. AMIA Symposium

Zuo, X., Li, J., Zhao, B., Zhou, Y., Dong, X., Duke, J., Natarajan, K., Hripcsak, G., Shah, N., Banda, J. M., Reeves, R., Miller, T., Xu, et al

2020; 2020: 1441–50

• Assessing the accuracy of automatic speech recognition for psychotherapy. NPJ digital medicine

Miner, A. S., Haque, A. n., Fries, J. A., Fleming, S. L., Wilfley, D. E., Terence Wilson, G. n., Milstein, A. n., Jurafsky, D. n., Arnow, B. A., Stewart Agras, W. n.,
Fei-Fei, L. n., Shah, N. H.

2020; 3 (1): 82

• Automated model versus treating physician for predicting survival time of patients with metastatic cancer. Journal of the American Medical Informatics
Association : JAMIA

Gensheimer, M. F., Aggarwal, S. n., Benson, K. R., Carter, J. N., Henry, A. S., Wood, D. J., Soltys, S. G., Hancock, S. n., Pollom, E. n., Shah, N. H., Chang, D. T.

2020

• Language models are an effective representation learning technique for electronic health record data. Journal of biomedical informatics

Steinberg, E. n., Jung, K. n., Fries, J. A., Corbin, C. K., Pfohl, S. R., Shah, N. H.

2020: 103637

• Defining the features and duration of antibody responses to SARS-CoV-2 infection associated with disease severity and outcome. Science immunology

Röltgen, K. n., Powell, A. E., Wirz, O. F., Stevens, B. A., Hogan, C. A., Najeeb, J. n., Hunter, M. n., Wang, H. n., Sahoo, M. K., Huang, C. n., Yamamoto, F. n.,
Manohar, M. n., Manalac, et al

2020; 5 (54)

• Developing a delivery science for artificial intelligence in healthcare. NPJ digital medicine

Li, R. C., Asch, S. M., Shah, N. H.

2020; 3: 107

• Estimating the efficacy of symptom-based screening for COVID-19. NPJ digital medicine
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Callahan, A., Steinberg, E., Fries, J. A., Gombar, S., Patel, B., Corbin, C. K., Shah, N. H.

2020; 3: 95

• A predictive tool for identification of SARS-CoV-2 PCR-negative emergency department patients using routine test results. Journal of clinical virology : the
official publication of the Pan American Society for Clinical Virology

Joshi, R. P., Pejaver, V. n., Hammarlund, N. E., Sung, H. n., Lee, S. K., Furmanchuk, A. n., Lee, H. Y., Scott, G. n., Gombar, S. n., Shah, N. n., Shen, S. n., Nassiri,
A. n., Schneider, et al

2020; 129: 104502

• An international characterisation of patients hospitalised with COVID-19 and a comparison with those previously hospitalised with influenza. medRxiv :
the preprint server for health sciences

Burn, E. n., You, S. C., Sena, A. G., Kostka, K. n., Abedtash, H. n., Abrahão, M. T., Alberga, A. n., Alghoul, H. n., Alser, O. n., Alshammari, T. M., Areia, C. n.,
Banda, J. M., Cho, et al

2020

• Occurrence and Timing of Subsequent SARS-CoV-2 RT-PCR Positivity Among Initially Negative Patients. Clinical infectious diseases : an official
publication of the Infectious Diseases Society of America

Long, D. R., Gombar, S. n., Hogan, C. A., Greninger, A. L., Shah, V. O., Bryson-Cahn, C. n., Stevens, B. n., Rustagi, A. n., Jerome, K. R., Kong, C. S., Zehnder, J.
n., Shah, N. H., Weiss, et al

2020

• The accuracy vs. coverage trade-off in patient-facing diagnosis models. AMIA Joint Summits on Translational Science proceedings. AMIA Joint Summits on
Translational Science

Kannan, A., Fries, J. A., Kramer, E., Chen, J. J., Shah, N., Amatriain, X.

2020; 2020: 298–307

• Author Correction: Estimate the hidden deployment cost of predictive models to improve patient care. Nature medicine

Morse, K. E., Bagley, S. C., Shah, N. H.

2020

• Ethics of Using and Sharing Clinical Imaging Data for Artificial Intelligence: A Proposed Framework. Radiology

Larson, D. B., Magnus, D. C., Lungren, M. P., Shah, N. H., Langlotz, C. P.

2020: 192536

• Treatment Patterns for Chronic Comorbid Conditions in Patients With Cancer Using a Large-Scale Observational Data Network. JCO clinical cancer
informatics

Chen, R. n., Ryan, P. n., Natarajan, K. n., Falconer, T. n., Crew, K. D., Reich, C. G., Vashisht, R. n., Randhawa, G. n., Shah, N. H., Hripcsak, G. n.

2020; 4: 171–83

• Estimate the hidden deployment cost of predictive models to improve patient care. Nature medicine

Morse, K. E., Bagely, S. C., Shah, N. H.

2020; 26 (1): 18–19

• Precision screening for familial hypercholesterolaemia: a machine learning study applied to electronic health encounter data LANCET DIGITAL HEALTH

Myers, K. D., Knowles, J. W., Staszak, D., Shapiro, M. D., Howard, W., Yadava, M., Zuzick, D., Williamson, L., Shah, N. H., Banda, J. M., Leader, J., Cromwell,
W. C., Trautman, et al

2019; 1 (8): E393–E402

• Precision screening for familial hypercholesterolaemia: a machine learning study applied to electronic health encounter data. The Lancet. Digital health

Myers, K. D., Knowles, J. W., Staszak, D., Shapiro, M. D., Howard, W., Yadava, M., Zuzick, D., Williamson, L., Shah, N. H., Banda, J. M., Leader, J., Cromwell,
W. C., Trautman, et al

2019; 1 (8): e393-e402

• Profiling off-label prescriptions in cancer treatment using social health networks. JAMIA open

Nikfarjam, A., Ransohoff, J. D., Callahan, A., Polony, V., Shah, N. H.

2019; 2 (3): 301–5

• Development and Performance of the Pulmonary Embolism Result Forecast Model (PERFORM) for Computed Tomography Clinical Decision
Support. JAMA network open

Banerjee, I., Sofela, M., Yang, J., Chen, J. H., Shah, N. H., Ball, R., Mushlin, A. I., Desai, M., Bledsoe, J., Amrhein, T., Rubin, D. L., Zamanian, R., Lungren, et al

2019; 2 (8): e198719
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• The Emotional Toll of Inflammatory Bowel Disease: Using Machine Learning to Analyze Online Community Forum Discourse CROHNS & COLITIS 360

Lerrigo, R., Coffey, J. R., Kravitz, J. L., Jadhav, P., Nikfarjam, A., Shah, N. H., Jurafsky, D., Sinha, S. R.

2019; 1 (2)

• Increased monocyte count as a cellular biomarker for poor outcomes in fibrotic diseases: a retrospective, multicentre cohort study LANCET
RESPIRATORY MEDICINE

Scott, M. D., Quinn, K., Li, Q., Carroll, R., Warsinske, H., Vallania, F., Chen, S., Carns, M. A., Aren, K., Sun, J., Koloms, K., Lee, J., Baral, et al

2019; 7 (6): 497–508

• Finding missed cases of familial hypercholesterolemia in health systems using machine learning NPJ DIGITAL MEDICINE

Banda, J. M., Sarraju, A., Abbasi, F., Parizo, J., Pariani, M., Ison, H., Briskin, E., Wand, H., Dubois, S., Jung, K., Myers, S. A., Rader, D. J., Leader, et al

2019; 2

• Finding missed cases of familial hypercholesterolemia in health systems using machine learning. NPJ digital medicine

Banda, J. M., Sarraju, A., Abbasi, F., Parizo, J., Pariani, M., Ison, H., Briskin, E., Wand, H., Dubois, S., Jung, K., Myers, S. A., Rader, D. J., Leader, et al

2019; 2: 23

• Predicting need for advanced illness or palliative care in a primary care population using electronic health record data JOURNAL OF BIOMEDICAL
INFORMATICS

Jung, K., Sudat, S. K., Kwon, N., Stewart, W. F., Shah, N. H.

2019; 92

• Increased monocyte count as a cellular biomarker for poor outcomes in fibrotic diseases: a retrospective, multicentre cohort study. The Lancet. Respiratory
medicine

Scott, M. K., Quinn, K., Li, Q., Carroll, R., Warsinske, H., Vallania, F., Chen, S., Carns, M. A., Aren, K., Sun, J., Koloms, K., Lee, J., Baral, et al

2019

• It is time to learn from patients like mine NPJ DIGITAL MEDICINE

Gombar, S., Callahan, A., Califf, R., Harrington, R., Shah, N. H.

2019; 2

• It is time to learn from patients like mine. NPJ digital medicine

Gombar, S., Callahan, A., Califf, R., Harrington, R., Shah, N. H.

2019; 2: 16

• Predicting Future Cardiovascular Events in Patients With Peripheral Artery Disease Using Electronic Health Record Data. Circulation. Cardiovascular
quality and outcomes

Ross, E. G., Jung, K., Dudley, J. T., Li, L., Leeper, N. J., Shah, N. H.

2019; 12 (3): e004741

• Predicting Future Cardiovascular Events in Patients With Peripheral Artery Disease Using Electronic Health Record Data CIRCULATION-
CARDIOVASCULAR QUALITY AND OUTCOMES

Ross, E., Jung, K., Dudley, J. T., Li, L., Leeper, N. J., Shah, N. H.

2019; 12 (3)

• Predicting Need for Advanced Illness or Palliative Care In A Primary Care Population Using Electronic Health Record Data. Journal of biomedical
informatics

Jung, K., Sudat, S. E., Kwon, N., Stewart, W. F., Shah, N. H.

2019: 103115

• Incorporating Observed Physiological Data to Personalize Pediatric Vital Sign Alarm Thresholds BIOMEDICAL INFORMATICS INSIGHTS

Poole, S., Shah, N.

2019; 11

• Incorporating Observed Physiological Data to Personalize Pediatric Vital Sign Alarm Thresholds. Biomedical informatics insights

Poole, S., Shah, N.

2019; 11: 1178222618818478

• Creating Fair Models of Atherosclerotic Cardiovascular Disease

Pfohl, S., Marafino, B., Coulet, A., Rodriguez, F., Palaniappan, L., Shah, N. H., Assoc Comp Machinery
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ASSOC COMPUTING MACHINERY.2019: 271–78

• Using natural language processing to construct a metastatic breast cancer cohort from linked cancer registry and electronic medical records data. JAMIA
open

Ling, A. Y., Kurian, A. W., Caswell-Jin, J. L., Sledge, G. W., Shah, N. H., Tamang, S. R.

2019; 2 (4): 528–37

• Key Considerations for Incorporating Conversational AI in Psychotherapy. Frontiers in psychiatry

Miner, A. S., Shah, N., Bullock, K. D., Arnow, B. A., Bailenson, J., Hancock, J.

2019; 10: 746

• Medical device surveillance with electronic health records. NPJ digital medicine

Callahan, A. n., Fries, J. A., Ré, C. n., Huddleston, J. I., Giori, N. J., Delp, S. n., Shah, N. H.

2019; 2: 94

• Making Machine Learning Models Clinically Useful. JAMA

Shah, N. H., Milstein, A. n., Bagley PhD, S. C.

2019

• The number needed to benefit: estimating the value of predictive analytics in healthcare. Journal of the American Medical Informatics Association : JAMIA

Liu, V. X., Bates, D. W., Wiens, J. n., Shah, N. H.

2019

• Early Detection of Adverse Drug Reactions in Social Health Networks: A Natural Language Processing Pipeline for Signal Detection. JMIR public health
and surveillance

Nikfarjam, A. n., Ransohoff, J. D., Callahan, A. n., Jones, E. n., Loew, B. n., Kwong, B. Y., Sarin, K. Y., Shah, N. H.

2019; 5 (2): e11264

• The Effectiveness of Multitask Learning for Phenotyping with Electronic Health Records Data

Ding, D., Simpson, C., Pfohl, S., Kale, D. C., Jung, K., Shah, N. H., Altman, R. B., Dunker, A. K., Hunter, L., Ritchie, M. D., Murray, T., Klein, T. E.

WORLD SCIENTIFIC PUBL CO PTE LTD.2019: 18–29

• The Effectiveness of Multitask Learning for Phenotyping with Electronic Health Records Data. Pacific Symposium on Biocomputing. Pacific Symposium on
Biocomputing

Ding, D. Y., Simpson, C., Pfohl, S., Kale, D. C., Jung, K., Shah, N. H.

2019; 24: 18–29

• Improving palliative care with deep learning. BMC medical informatics and decision making

Avati, A., Jung, K., Harman, S., Downing, L., Ng, A., Shah, N. H.

2018; 18 (Suppl 4): 122

• Improving palliative care with deep learning

Avati, A., Jung, K., Harman, S., Downing, L., Ng, A., Shah, N. H.

BMC.2018

• A Second Opinion From Observational Data on Second-line Diabetes Drugs. JAMA network open

Callahan, A., Shah, N. H.

2018; 1 (8): e186119

• A Second Opinion From Observational Data on Second-line Diabetes Drugs JAMA NETWORK OPEN

Callahan, A., Shah, N. H.

2018; 1 (8)

• Predicting the need for a reduced drug dose, at first prescription. Scientific reports

Coulet, A., Shah, N. H., Wack, M., Chawki, M. B., Jay, N., Dumontier, M.

2018; 8 (1): 15558

• Predicting the need for a reduced drug dose, at first prescription SCIENTIFIC REPORTS

Coulet, A., Shah, N. H., Wack, M., Chawki, M. B., Jay, N., Dumontier, M.

2018; 8
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• An evaluation of clinical order patterns machine-learned from clinician cohorts stratified by patient mortality outcomes JOURNAL OF BIOMEDICAL
INFORMATICS

Wang, J. K., Hom, J., Balasubramanian, S., Schuler, A., Shah, N. H., Goldstein, M. K., Baiocchi, M. M., Chen, J. H.

2018; 86: 109–19

• An Evaluation of Clinical Order Patterns Machine-Learned from Clinician Cohorts Stratified by Patient Mortality Outcomes. Journal of biomedical
informatics

Wang, J. K., Hom, J., Balasubramanian, S., Schuler, A., Shah, N. H., Goldstein, M. K., Baiocchi, M. T., Chen, J. H.

2018

• Association of Hemoglobin A1c Levels With Use of Sulfonylureas, Dipeptidyl Peptidase 4 Inhibitors, and Thiazolidinediones in Patients With Type 2
Diabetes Treated With Metformin: Analysis From the Observational Health Data Sciences and Informatics Initiative. JAMA network open

Vashisht, R., Jung, K., Schuler, A., Banda, J. M., Park, R. W., Jin, S., Li, L., Dudley, J. T., Johnson, K. W., Shervey, M. M., Xu, H., Wu, Y., Natrajan, et al

2018; 1 (4): e181755

• Comparative safety and effectiveness of alendronate versus raloxifene in women with osteoporosis

Tian, Y., Kim, Y., Yang, J., Huser, V., Jin, P., Lambert, C., Park, H., Park, R., Rijnbeek, P., Van Zandt, M., Vashisht, R., Wu, Y., You, et al

WILEY.2018: 184

• The Impact of Acute Organ Dysfunction on Long-Term Survival in Sepsis. Critical care medicine

Schuler, A., Wulf, D. A., Lu, Y., Iwashyna, T. J., Escobar, G. J., Shah, N. H., Liu, V. X.

2018; 46 (6): 843–49

• The Impact of Acute Organ Dysfunction on Long-Term Survival in Sepsis CRITICAL CARE MEDICINE

Schuler, A., Wulf, D. A., Lu, Y., Iwashyna, T. J., Escobar, G. J., Shah, N. H., Liu, V. X.

2018; 46 (6): 843–49

• Some methods for heterogeneous treatment effect estimation in high dimensions STATISTICS IN MEDICINE

Powers, S., Qian, J., Jung, K., Schuler, A., Shah, N. H., Hastie, T., Tibshirani, R.

2018; 37 (11): 1767–87

• Interpretation of biological experiments changes with evolution of the Gene Ontology and its annotations SCIENTIFIC REPORTS

Tomczak, A., Mortensen, J. M., Winnenburg, R., Liu, C., Alessi, D. T., Swamy, V., Vallania, F., Lofgren, S., Haynes, W., Shah, N. H., Musen, M. A., Khatri, P.

2018; 8: 5115

• U-Index, a dataset and an impact metric for informatics tools and databases SCIENTIFIC DATA

Callahan, A., Winnenburg, R., Shah, N. H.

2018; 5: 180043

• Implementing Machine Learning in Health Care - Addressing Ethical Challenges NEW ENGLAND JOURNAL OF MEDICINE

Char, D. S., Shah, N. H., Magnus, D.

2018; 378 (11): 981–83

• Performing an Informatics Consult: Methods and Challenges JOURNAL OF THE AMERICAN COLLEGE OF RADIOLOGY

Schuler, A., Callahan, A., Jung, K., Shah, N. H.

2018; 15 (3): 563–68

• What This Computer Needs Is a Physician Humanism and Artificial Intelligence JAMA-JOURNAL OF THE AMERICAN MEDICAL ASSOCIATION

Verghese, A., Shah, N. H., Harrington, R.

2018; 319 (1): 19–20

• Inferring Physical Function from Wearable Activity Monitors: Analysis of Activity Data from Patients with Knee Osteoarthritis. JMIR Mhealth Uhealth

Agarwal, V., Smuck, M., Tomkins-Lane, C., Shah, N. H.

2018

• Advances in Electronic Phenotyping: From Rule-Based Definitions to Machine Learning Models ANNUAL REVIEW OF BIOMEDICAL DATA SCIENCE,
VOL 1

Banda, J. M., Seneviratne, M., Hernandez-Boussard, T., Shah, N. H., Altman, R. B., Levitt, M.

2018; 1: 53–68
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• Inferring Physical Function From Wearable Activity Monitors: Analysis of Free-Living Activity Data From Patients With Knee Osteoarthritis. JMIR
mHealth and uHealth

Agarwal, V. n., Smuck, M. n., Tomkins-Lane, C. n., Shah, N. H.

2018; 6 (12): e11315

• Democratizing Health Data for Translational Research

Payne, P. O., Shah, N. H., Tenenbaum, J. D., Mangravite, L., Altman, R. B., Dunker, A. K., Hunter, L., Ritchie, M. D., Murray, T., Klein, T. E.

WORLD SCIENTIFIC PUBL CO PTE LTD.2018: 240–46

• Addressing vital sign alarm fatigue using personalized alarm thresholds

Poole, S., Shah, N., Altman, R. B., Dunker, A. K., Hunter, L., Ritchie, M. D., Murray, T., Klein, T. E.

WORLD SCIENTIFIC PUBL CO PTE LTD.2018: 472–83

• Identifying Cases of Metastatic Prostate Cancer Using Machine Learning on Electronic Health Records. AMIA ... Annual Symposium proceedings. AMIA
Symposium

Seneviratne, M. G., Banda, J. M., Brooks, J. D., Shah, N. H., Hernandez-Boussard, T. M.

2018; 2018: 1498–1504

• Association of Hemoglobin A1c Levels With Use of Sulfonylureas, Dipeptidyl Peptidase 4 Inhibitors, and Thiazolidinediones in Patients With Type 2
Diabetes Treated With MetforminAnalysis From the Observational Health Data Sciences and Informatics Initiative. JAMA Network Open

Vashisht, R., Jung, ., Schuler, A., Banda, . M., , , , , , , , , et al

2018

• Inpatient Clinical Order Patterns Machine-Learned From Teaching Versus Attending-Only Medical Services. AMIA Joint Summits on Translational Science
proceedings. AMIA Joint Summits on Translational Science

Wang, J. K., Schuler, A., Shah, N. H., Baiocchi, M. T., Chen, J. H.

2018; 2017: 226–35

• Accurate and interpretable intensive care risk adjustment for fused clinical data with generalized additive models. AMIA Joint Summits on Translational
Science proceedings. AMIA Joint Summits on Translational Science

Marafino, B. J., Dudley, R. A., Shah, N. H., Chen, J. H.

2018; 2017: 166–75

• Detecting Chemotherapeutic Skin Adverse Reactions in Social Health Networks Using Deep Learning. JAMA oncology

Ransohoff, J. D., Nikfarjam, A. n., Jones, E. n., Loew, B. n., Kwong, B. Y., Sarin, K. Y., Shah, N. H.

2018; 4 (4): 581–83

• Toward multimodal signal detection of adverse drug reactions JOURNAL OF BIOMEDICAL INFORMATICS

Harpaz, R., DuMouchel, W., Schuemie, M., Bodenreider, O., Friedman, C., Horvitz, E., Ripple, A., Sorbello, A., White, R. W., Winnenburg, R., Shah, N. H.

2017; 76: 41–49

• Toward multimodal signal detection of adverse drug reactions. Journal of biomedical informatics

Harpaz, R., DuMouchel, W., Schuemie, M., Bodenreider, O., Friedman, C., Horvitz, E., Ripple, A., Sorbello, A., White, R. W., Winnenburg, R., Shah, N. H.

2017; 76: 41-49

• Pharmacovigilance Using Textual Data: The Need to Go Deeper and Wider into the Con(text) DRUG SAFETY

Sethi, T., Shah, N. H.

2017; 40 (11): 1047-1048

• A dataset quantifying polypharmacy in the United States SCIENTIFIC DATA

Quinn, K. J., Shah, N. H.

2017; 4: 170167

• Androgen Deprivation Therapy and Subsequent Dementia-Reply. JAMA oncology

Nead, K. T., Swisher-McClure, S., Shah, N. H.

2017

• Research on Gun Violence vs Other Causes of Death. JAMA

Stark, D. E., Shah, N. H.

2017; 317 (13): 1379
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• Predicting patient 'cost blooms' in Denmark: a longitudinal population-based study. BMJ open

Tamang, S., Milstein, A., Sørensen, H. T., Pedersen, L., Mackey, L., Betterton, J., Janson, L., Shah, N.

2017; 7 (1)

• Funding and Publication of Research on Gun Violence and Other Leading Causes of Death. JAMA

Stark, D. E., Shah, N. H.

2017; 317 (1): 84-85

• Assessing Screening Guidelines for Cardiovascular Disease Risk Factors using Routinely Collected Data. Scientific reports

Pannu, J. n., Poole, S. n., Shah, N. n., Shah, N. H.

2017; 7 (1): 6488

• OPEN DATA FOR DISCOVERY SCIENCE

Payne, P. O., Huang, K., Shah, N. H., Tenenbaum, J., Altman, R. B., Dunker, A. K., Hunter, L., Ritchie, M. D., Murray, T., Klein, T. E.

WORLD SCIENTIFIC PUBL CO PTE LTD.2017: 649-652

• Electronic phenotyping with APHRODITE and the Observational Health Sciences and Informatics (OHDSI) data network. AMIA Joint Summits on
Translational Science proceedings. AMIA Joint Summits on Translational Science

Banda, J. M., Halpern, Y., Sontag, D., Shah, N. H.

2017; 2017: 48-57

• Risk of angioedema associated with levetiracetam compared with phenytoin: Findings of the observational health data sciences and informatics research
network. Epilepsia

Duke, J. D., Ryan, P. B., Suchard, M. A., Hripcsak, G. n., Jin, P. n., Reich, C. n., Schwalm, M. S., Khoma, Y. n., Wu, Y. n., Xu, H. n., Shah, N. H., Banda, J. M.,
Schuemie, et al

2017; 58 (8): e101–e106

• Quantifying the relative change in physical activity after Total Knee Arthroplasty using accelerometer based measurements. AMIA Joint Summits on
Translational Science proceedings. AMIA Joint Summits on Translational Science

Agarwal, V., Smuck, M., Shah, N. H.

2017; 2017: 463–72

• Enhanced Quality Measurement Event Detection: An Application to Physician Reporting. EGEMS (Washington, DC)

Tamang, S. R., Hernandez-Boussard, T. n., Ross, E. G., Gaskin, G. n., Patel, M. I., Shah, N. H.

2017; 5 (1): 5

• A Clinical Score for Predicting Atrial Fibrillation in Patients with Cryptogenic Stroke or Transient Ischemic Attack CARDIOLOGY

Kwong, C., Ling, A. Y., Crawford, M. H., Zhao, S. X., Shah, N. H.

2017; 138 (3): 133–40

• Machine Learning in Healthcare KEY ADVANCES IN CLINICAL INFORMATICS: TRANSFORMING HEALTH CARE THROUGH HEALTH INFORMATION
TECHNOLOGY

Callahan, A., Shah, N. H., Sheikh, A., Cresswell, K. M., Wright, A., Bates, D. W.

2017: 279–91

• Improving Palliative Care with Deep Learning

Avati, A., Jung, K., Harman, S., Downing, L., Ng, A., Shah, N. H., Hu, X. H., Shyu, C. R., Bromberg, Y., Gao, J., Gong, Y., Korkin, D., Yoo, et al

IEEE.2017: 311–16

• Association Between Androgen Deprivation Therapy and Risk of Dementia JAMA ONCOLOGY

Nead, K. T., Gaskin, G., Chester, C., Swisher-McClure, S., Leeper, N. J., Shah, N. H.

2017; 3 (1): 49-55

• Thematic issue of the Second combined Bio-ontologies and Phenotypes Workshop JOURNAL OF BIOMEDICAL SEMANTICS

Verspoor, K., Oellrich, A., Collier, N., Groza, T., Rocca-Serra, P., Soldatova, L., Dumontier, M., Shah, N.

2016; 7

• Synergistic drug combinations from electronic health records and gene expression. Journal of the American Medical Informatics Association

Low, Y. S., Daugherty, A. C., Schroeder, E. A., Chen, W., Seto, T., Weber, S., Lim, M., Hastie, T., Mathur, M., Desai, M., Farrington, C., Radin, A. A., Sirota, et al

2016
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• The use of machine learning for the identification of peripheral artery disease and future mortality risk. Journal of vascular surgery

Ross, E. G., Shah, N. H., Dalman, R. L., Nead, K. T., Cooke, J. P., Leeper, N. J.

2016; 64 (5): 1515-1522 e3

• Influence of age on androgen deprivation therapy-associated Alzheimer's disease SCIENTIFIC REPORTS

Nead, K. T., Gaskin, G., Chester, C., Swisher-McClure, S., Dudley, J. T., Leeper, N. J., Shah, N. H.

2016; 6

• Association Between Androgen Deprivation Therapy and Risk of Dementia. JAMA oncology

Nead, K. T., Gaskin, G., Chester, C., Swisher-McClure, S., Leeper, N. J., Shah, N. H.

2016

• Evolutionary Pressures on the Electronic Health Record: Caring for Complexity. JAMA

Zulman, D. M., Shah, N. H., Verghese, A.

2016; 316 (9): 923-924

• The digital revolution in phenotyping BRIEFINGS IN BIOINFORMATICS

Oellrich, A., Collier, N., Groza, T., Rebholz-Schuhmann, D., Shah, N., Bodenreider, O., Boland, M. R., Georgiev, I., Liu, H., Livingston, K., Luna, A., Mallon, A.,
Manda, et al

2016; 17 (5): 819-830

• Impact of Predicting Health Care Utilization Via Web Search Behavior: A Data-Driven Analysis JOURNAL OF MEDICAL INTERNET RESEARCH

Agarwal, V., Zhang, L., Zhu, J., Fang, S., Cheng, T., Hong, C., Shah, N. H.

2016; 18 (9): 241-253

• Reply to R.L. Bowen et al, M. Froehner et al, J.L. Leow et al, and C. Brady et al. Journal of clinical oncology

Nead, K. T., Gaskin, G., Chester, C., Swisher-McClure, S., Dudley, J. T., Leeper, N. J., Shah, N. H.

2016; 34 (23): 2804-2805

• Characterizing treatment pathways at scale using the OHDSI network PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED
STATES OF AMERICA

Hripcsak, G., Ryan, P. B., Duke, J. D., Shah, N. H., Park, R. W., Huser, V., Suchard, M. A., Schuemie, M. J., DeFalco, F. J., Perotte, A., Banda, J. M., Reich, C. G.,
Schilling, et al

2016; 113 (27): 7329-7336

• Generalized enrichment analysis improves the detection of adverse drug events from the biomedical literature BMC BIOINFORMATICS

Winnenburg, R., Shah, N. H.

2016; 17

• Predictive modeling of risk factors and complications of cataract surgery. European journal of ophthalmology

Gaskin, G. L., Pershing, S., Cole, T. S., Shah, N. H.

2016; 26 (4): 328-337

• Use of Predictive Analytics for the Identification of Latent Vascular Disease and Future Adverse Cardiac Events

Ross, E. G., Shah, N., Dalman, R. L., Nead, K., Leeper, N. J.

MOSBY-ELSEVIER.2016: 28S–29S

• Use of Machine Learning to Accurately Predict Adverse Events in Patients with Peripheral Artery Disease Using Electronic Health Record Data

Ross, E. G., Shah, N., Leeper, N.

SAGE PUBLICATIONS LTD.2016: 290

• Statin Intensity or Achieved LDL? Practice-based Evidence for the Evaluation of New Cholesterol Treatment Guidelines PLOS ONE

Ross, E. G., Shah, N., Leeper, N.

2016; 11 (5)

• Learning statistical models of phenotypes using noisy labeled training data. Journal of the American Medical Informatics Association

Agarwal, V., Podchiyska, T., Banda, J. M., Goel, V., Leung, T. I., Minty, E. P., Sweeney, T. E., Gyang, E., Shah, N. H.

2016: -?

• Postmarket Surveillance of Point-of-Care Glucose Meters through Analysis of Electronic Medical Records CLINICAL CHEMISTRY
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Schroeder, L. F., Giacherio, D., Gianchandani, R., Engoren, M., Shah, N. H.

2016; 62 (5): 716-724

• RegenBase: a knowledge base of spinal cord injury biology for translational research DATABASE-THE JOURNAL OF BIOLOGICAL DATABASES AND
CURATION

Callahan, A., Abeyruwan, S. W., Al-Ali, H., Sakurai, K., Ferguson, A. R., Popovich, P. G., Shah, N. H., Visser, U., Bixby, J. L., Lemmon, V. P.

2016

• Comparing high-dimensional confounder control methods for rapid cohort studies from electronic health records JOURNAL OF COMPARATIVE
EFFECTIVENESS RESEARCH

Low, Y. S., Gallego, B., Shah, N. H.

2016; 5 (2): 179-192

• Harnessing next-generation informatics for personalizing medicine: a report from AMIA's 2014 Health Policy Invitational Meeting. Journal of the
American Medical Informatics Association : JAMIA

Wiley, L. K., Tarczy-Hornoch, P., Denny, J. C., Freimuth, R. R., Overby, C. L., Shah, N., Martin, R. D., Sarkar, I. N.

2016; 23 (2): 413-9

• Comparing high-dimensional confounder control methods for rapid cohort studies from electronic health records. Journal of comparative effectiveness
research

Low, Y. S., Gallego, B., Shah, N. H.

2016; 5 (2): 179-192

• Androgen Deprivation Therapy and Future Alzheimer's Disease Risk. Journal of clinical oncology

Nead, K. T., Gaskin, G., Chester, C., Swisher-McClure, S., Dudley, J. T., Leeper, N. J., Shah, N. H.

2016; 34 (6): 566-571

• Reply. Gastroenterology

Shah, N. H., Cooke, J. P., Leeper, N. J.

2016; 150 (2): 528-?

• Distribution of Opioids by Different Types of Medicare Prescribers. JAMA internal medicine

Chen, J. H., Humphreys, K., Shah, N. H., Lembke, A.

2016; 176 (2): 259-61

• An unsupervised learning method to identify reference intervals from a clinical database. Journal of biomedical informatics

Poole, S., Schroeder, L. F., Shah, N.

2016; 59: 276-284

• Feasibility of Prioritizing Drug-Drug-Event Associations Found in Electronic Health Records. Drug safety

Banda, J. M., Callahan, A., Winnenburg, R., Strasberg, H. R., Cami, A., Reis, B. Y., Vilar, S., Hripcsak, G., Dumontier, M., Shah, N. H.

2016; 39 (1): 45-57

• DISCOVERY OF MOLECULARLY TARGETED THERAPIES

Regan, K., Abrams, Z., Sharpnack, M., Srivastava, A., Huang, K., Shah, N., Payne, P. O., Altman, R. B., Dunker, A. K., Hunter, L., Ritchie, M. D., Murray, T.,
Klein, et al

WORLD SCIENTIFIC PUBL CO PTE LTD.2016: 1-8

• LEARNING ATTRIBUTES OF DISEASE PROGRESSION FROM TRAJECTORIES OF SPARSE LAB VALUES. Pacific Symposium on Biocomputing.
Pacific Symposium on Biocomputing

Agarwal, V., Shah, N. H.

2016; 22: 184-194

• Learning Effective Treatment Pathways for Type-2 Diabetes from a clinical data warehouse. AMIA ... Annual Symposium proceedings. AMIA Symposium

Vashisht, R., Jung, K., Shah, N.

2016; 2016: 2036-2042

• Predicting hospital visits from geo-tagged Internet search logs. AMIA Joint Summits on Translational Science proceedings. AMIA Joint Summits on
Translational Science

Agarwal, V., Han, L., Madan, I., Saluja, S., Shidham, A., Shah, N. H.

2016; 2016: 15-24
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• New Paradigms for Patient-Centered Outcomes Research in Electronic Medical Records: An Example of Detecting Urinary Incontinence Following
Prostatectomy. EGEMS (Washington, DC)

Hernandez-Boussard, T., Tamang, S., Blayney, D., Brooks, J., Shah, N.

2016; 4 (3): 1231-?

• A curated and standardized adverse drug event resource to accelerate drug safety research. Scientific data

Banda, J. M., Evans, L., Vanguri, R. S., Tatonetti, N. P., Ryan, P. B., Shah, N. H.

2016; 3: 160026-?

• Rapid identification of slow healing wounds. Wound repair and regeneration

Jung, K., Covington, S., Sen, C. K., Januszyk, M., Kirsner, R. S., Gurtner, G. C., Shah, N. H.

2016; 24 (1): 181-188

• Rapid identification of slow healing wounds WOUND REPAIR AND REGENERATION

Jung, K., Covington, S., Sen, C. K., Januszyk, M., Kirsner, R. S., Gurtner, G. C., Shah, N. H.

2016; 24 (1): 181-188

• DISCOVERING PATIENT PHENOTYPES USING GENERALIZED LOW RANK MODELS. Pacific Symposium on Biocomputing. Pacific Symposium on
Biocomputing

Schuler, A., Liu, V., Wan, J., Callahan, A., Udell, M., Stark, D. E., Shah, N. H.

2016; 21: 144-155

• Special issue on bio-ontologies and phenotypes JOURNAL OF BIOMEDICAL SEMANTICS

Soldatova, L. N., Collier, N., Oellrich, A., Groza, T., Verspoor, K., Rocca-Serra, P., Dumontier, M., Shah, N. H.

2015; 6

• Implications of non-stationarity on predictive modeling using EHRs JOURNAL OF BIOMEDICAL INFORMATICS

Jung, K., Shah, N. H.

2015; 58: 168-174

• A method for systematic discovery of adverse drug events from clinical notes. Journal of the American Medical Informatics Association

Wang, G., Jung, K., Winnenburg, R., Shah, N. H.

2015; 22 (6): 1196-1204

• Pattern mining of drug prescriptions suggests complications from chronic opioid use

Low, Y., Podchiyska, T., Shah, N., Lembke, A.

WILEY-BLACKWELL.2015: 128

• Proton pump inhibitors and vascular function: A prospective cross-over pilot study VASCULAR MEDICINE

Ghebremariam, Y. T., Cooke, J. P., Khan, F., Thakker, R. N., Chang, P., Shah, N. H., Nead, K. T., Leeper, N. J.

2015; 20 (4): 309-316

• Text-mining methods applied to clinical records support an association between androgen deprivation therapy and subsequent cardiometabolic disease

Nead, K. T., Gaskin, G. L., Chester, C., Shah, N. H., Leeper, N. J.

AMER ASSOC CANCER RESEARCH.2015

• Analyzing Information Seeking and Drug-Safety Alert Response by Health Care Professionals as New Methods for Surveillance JOURNAL OF MEDICAL
INTERNET RESEARCH

Callahan, A., Pernek, I., Stiglic, G., Leskovec, J., Strasberg, H. R., Shah, N. H.

2015; 17 (8)

• Proton Pump Inhibitor Usage and the Risk of Myocardial Infarction in the General Population PLOS ONE

Shah, N. H., LePendu, P., Bauer-Mehren, A., Ghebremariam, Y. T., Iyer, S. V., Marcus, J., Nead, K. T., Cooke, J. P., Leeper, N. J.

2015; 10 (6)

• What Matters Most, Statin Intensity or Achieved LDL? - Evaluating Concordance of AHA/ACC Guidelines for Statin Use with Practice Outcomes at
Stanford Hospital & Clinics

Gyang, E., Shah, N., Leeper, N.

SAGE PUBLICATIONS LTD.2015: 295
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• A formal concept analysis and semantic query expansion cooperation to refine health outcomes of interest BMC MEDICAL INFORMATICS AND DECISION
MAKING

Cure, O. C., Maurer, H., Shah, N. H., Le Pendu, P.

2015; 15

• Using clinical data text-mining analysis to examine the association between androgen deprivation therapy and depression.

Nead, K. T., Gaskin, G. L., Chester, C., Leeper, N. J., Shah, N. H.

AMER SOC CLINICAL ONCOLOGY.2015

• Lymphopenia after adjuvant radiotherapy (RT) to predict poor survival in triple-negative breast cancer (TNBC).

Afghahi, A., Mathur, M., Seto, T., Desai, M., Kenkare, P., Horst, K. C., Das, A. K., Thompson, C. A., Luft, H. S., Yu, P., Gomez, S., Low, Y., Shah, et al

AMER SOC CLINICAL ONCOLOGY.2015

• Detecting unplanned care from clinician notes in electronic health records. Journal of oncology practice / American Society of Clinical Oncology

Tamang, S., Patel, M. I., Blayney, D. W., Kuznetsov, J., Finlayson, S. G., Vetteth, Y., Shah, N.

2015; 11 (3): e313-9

• Analyzing search behavior of healthcare professionals for drug safety surveillance. Pacific Symposium on Biocomputing. Pacific Symposium on Biocomputing

Odgers, D. J., Harpaz, R., Callahan, A., Stiglic, G., Shah, N. H.

2015; 20: 306-317

• Provenance-Centered Dataset of Drug-Drug Interactions

Banda, J. M., Kuhn, T., Shah, N. H., Dumontier, M., Arenas, M., Corcho, O., Simperl, E., Strohmaier, M., DAquin, M., Srinivas, K., Groth, P., Dumontier, M.,
Heflin, et al

SPRINGER INTERNATIONAL PUBLISHING AG.2015: 293-300

• Observational Health Data Sciences and Informatics (OHDSI): Opportunities for Observational Researchers. Studies in health technology and informatics

Hripcsak, G. n., Duke, J. D., Shah, N. H., Reich, C. G., Huser, V. n., Schuemie, M. J., Suchard, M. A., Park, R. W., Wong, I. C., Rijnbeek, P. R., van der Lei, J. n.,
Pratt, N. n., Norén, et al

2015; 216: 574–78

• Analyzing Information Seeking and Drug-Safety Alert Response by Health Care Professionals as New Methods for Surveillance. Journal of medical
Internet research

Callahan, A., Pernek, I., Stiglic, G., Leskovec, J., Strasberg, H. R., Shah, N. H.

2015; 17 (8)

• Proton Pump Inhibitor Usage and the Risk of Myocardial Infarction in the General Population. PloS one

Shah, N. H., LePendu, P., Bauer-Mehren, A., Ghebremariam, Y. T., Iyer, S. V., Marcus, J., Nead, K. T., Cooke, J. P., Leeper, N. J.

2015; 10 (6)

• A formal concept analysis and semantic query expansion cooperation to refine health outcomes of interest. BMC medical informatics and decision making

Curé, O. C., Maurer, H., Shah, N. H., Le Pendu, P.

2015; 15: S8-?

• Bringing cohort studies to the bedside: framework for a "green button' to support clinical decision-making JOURNAL OF COMPARATIVE
EFFECTIVENESS RESEARCH

Gallego, B., Walter, S. R., Day, R. O., Dunn, A. G., Sivaraman, V., Shah, N., Longhurst, C. A., Coiera, E.

2015; 4 (3): 191-197

• Functional evaluation of out-of-the-box text-mining tools for data-mining tasks. Journal of the American Medical Informatics Association

Jung, K., LePendu, P., Iyer, S., Bauer-Mehren, A., Percha, B., Shah, N. H.

2015; 22 (1): 121-131

• Comment on: "Zoo or savannah? Choice of training ground for evidence-based pharmacovigilance". Drug safety

Harpaz, R., DuMouchel, W., Shah, N. H.

2015; 38 (1): 113-114

• A time-indexed reference standard of adverse drug reactions. Scientific data

Harpaz, R., Odgers, D., Gaskin, G., DuMouchel, W., Winnenburg, R., Bodenreider, O., Ripple, A., Szarfman, A., Sorbello, A., Horvitz, E., White, R. W., Shah, N.
H.
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2014; 1: 140043-?

• Toward personalizing treatment for depression: predicting diagnosis and severity JOURNAL OF THE AMERICAN MEDICAL INFORMATICS
ASSOCIATION

Huang, S. H., LePendu, P., Iyer, S. V., Tai-Seale, M., Carrell, D., Shah, N. H.

2014; 21 (6): 1069-1075

• Toward personalizing treatment for depression: predicting diagnosis and severity. Journal of the American Medical Informatics Association

Huang, S. H., LePendu, P., Iyer, S. V., Tai-Seale, M., Carrell, D., Shah, N. H.

2014; 21 (6): 1069-1075

• Repurposing cAMP-Modulating Medications to Promote beta-Cell Replication MOLECULAR ENDOCRINOLOGY

Zhao, Z., Low, Y. S., Armstrong, N. A., Ryu, J. H., Sun, S. A., Arvanites, A. C., Hollister-Lock, J., Shah, N. H., Weir, G. C., Annes, J. P.

2014; 28 (10): 1682-1697

• Text mining for adverse drug events: the promise, challenges, and state of the art. Drug safety

Harpaz, R., Callahan, A., Tamang, S., Low, Y., Odgers, D., Finlayson, S., Jung, K., LePendu, P., Shah, N. H.

2014; 37 (10): 777-790

• Text Mining for Adverse Drug Events: the Promise, Challenges, and State of the Art DRUG SAFETY

Harpaz, R., Callahan, A., Tamang, S., Low, Y., Odgers, D., Finlayson, S., Jung, K., LePendu, P., Shah, N. H.

2014; 37 (10): 777-790

• Toward Enhanced Pharmacovigilance Using Patient-Generated Data on the Internet CLINICAL PHARMACOLOGY & THERAPEUTICS

WHITE, R. W., Harpaz, R., Shah, N. H., Dumouchel, W., Horvitz, E.

2014; 96 (2): 239-246

• A 'green button' for using aggregate patient data at the point of care. Health affairs

Longhurst, C. A., Harrington, R. A., Shah, N. H.

2014; 33 (7): 1229-1235

• Selected papers from the 16th Annual Bio-Ontologies Special Interest Group Meeting JOURNAL OF BIOMEDICAL SEMANTICS

Soldatova, L. N., Rocca-Serra, P., Dumontier, M., Shah, N. H.

2014; 5

• Mining the internet for drug information. Clinical advances in hematology & oncology : H&O

Shah, N.

2014; 12 (6): 391-393

• Measurement of urinary incontinence after prostate surgery from data-mining electronic health records (EHR).

Hernandez-Boussard, T., Tamang, S., Brooks, J. D., Blayney, D. W., Shah, N.

AMER SOC CLINICAL ONCOLOGY.2014

• Response to letters regarding article, "unexpected effect of proton pump inhibitors: elevation of the cardiovascular risk factor asymmetric
dimethylarginine". Circulation

Ghebremariam, Y. T., Lee, J. C., LePendu, P., Erlanson, D. A., Slaviero, A., Shah, N. H., Leiper, J. M., Cooke, J. P.

2014; 129 (13)

• Mining clinical text for signals of adverse drug-drug interactions. Journal of the American Medical Informatics Association

Iyer, S. V., Harpaz, R., LePendu, P., Bauer-Mehren, A., Shah, N. H.

2014; 21 (2): 353-362

• Automated detection of off-label drug use. PloS one

Jung, K., LePendu, P., Chen, W. S., Iyer, S. V., Readhead, B., Dudley, J. T., Shah, N. H.

2014; 9 (2)

• TEXT AND DATA MINING FOR BIOMEDICAL DISCOVERY

Gonzalez, G., Cohen, K., Leaman, R., Greene, C. S., Shah, N., Kann, M. G., Ye, J., Altman, R. B., Dunker, A. K., Hunter, L., Ritchie, M. D., Murray, T., Klein, et
al

WORLD SCIENTIFIC PUBL CO PTE LTD.2014: 312-315
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• Medicine in the Age of Electronic Health Records

Shah, N., ACM

ASSOC COMPUTING MACHINERY.2014: 1518

• Finding Progression Stages in Time-evolving Event Sequences

Yang, J., McAuley, J., Leskovec, J., LePendu, P., Shah, N., Assoc Comp Machinery

ASSOC COMPUTING MACHINERY.2014: 783–93

• A time-indexed reference standard of adverse drug reactions SCIENTIFIC DATA

Harpaz, R., Odgers, D., Gaskin, G., DuMouchel, W., Winnenburg, R., Bodenreider, O., Ripple, A., Szarfman, A., Sorbello, A., Horvitz, E., White, R. W., Shah, N.
H.

2014; 1

• Building the graph of medicine from millions of clinical narratives SCIENTIFIC DATA

Finlayson, S. G., LePendu, P., Shah, N. H.

2014; 1

• Building the graph of medicine from millions of clinical narratives. Scientific data

Finlayson, S. G., LePendu, P., Shah, N. H.

2014; 1: 140032-?

• Automated detection of off-label drug use. PloS one

Jung, K., LePendu, P., Chen, W. S., Iyer, S. V., Readhead, B., Dudley, J. T., Shah, N. H.

2014; 9 (2): e89324

• Profiling risk factors for chronic uveitis in juvenile idiopathic arthritis: a new model for EHR-based research PEDIATRIC RHEUMATOLOGY

Cole, T. S., Frankovich, J., Iyer, S., LePendu, P., Bauer-Mehren, A., Shah, N. H.

2013; 11

• Mining the ultimate phenome repository NATURE BIOTECHNOLOGY

Shah, N. H.

2013; 31 (12): 1095-1097

• Identifying phenotypic signatures of neuropsychiatric disorders from electronic medical records. Journal of the American Medical Informatics Association

Lyalina, S., Percha, B., LePendu, P., Iyer, S. V., Altman, R. B., Shah, N. H.

2013; 20 (e2): e297-305

• Identifying phenotypic signatures of neuropsychiatric disorders from electronic medical records. Journal of the American Medical Informatics Association

Lyalina, S., Percha, B., LePendu, P., Iyer, S. V., Altman, R. B., Shah, N. H.

2013; 20 (e2): e297-305

• A Nondegenerate Code of Deleterious Variants in Mendelian Loci Contributes to Complex Disease Risk CELL

Blair, D. R., Lyttle, C. S., Mortensen, J. M., Bearden, C. F., Jensen, A. B., Khiabanian, H., Melamed, R., Rabadan, R., Bernstam, E. V., Brunak, S., Jensen, L. J.,
Nicolae, D., Shah, et al

2013; 155 (1): 70-80

• Response to "Logistic regression in signal detection: another piece added to the puzzle". Clinical pharmacology & therapeutics

Harpaz, R., Dumouchel, W., Lependu, P., Bauer-Mehren, A., Ryan, P., Shah, N. H.

2013; 94 (3): 313-?

• Unexpected effect of proton pump inhibitors: elevation of the cardiovascular risk factor asymmetric dimethylarginine. Circulation

Ghebremariam, Y. T., LePendu, P., Lee, J. C., Erlanson, D. A., Slaviero, A., Shah, N. H., Leiper, J., Cooke, J. P.

2013; 128 (8): 845-853

• Pharmacovigilance using clinical notes. Clinical pharmacology & therapeutics

Lependu, P., Iyer, S. V., Bauer-Mehren, A., Harpaz, R., MORTENSEN, J. M., Podchiyska, T., Ferris, T. A., Shah, N. H.

2013; 93 (6): 547-555

• Performance of pharmacovigilance signal-detection algorithms for the FDA adverse event reporting system. Clinical pharmacology & therapeutics

Harpaz, R., Dumouchel, W., Lependu, P., Bauer-Mehren, A., Ryan, P., Shah, N. H.
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2013; 93 (6): 539-546

• Web-scale pharmacovigilance: listening to signals from the crowd JOURNAL OF THE AMERICAN MEDICAL INFORMATICS ASSOCIATION

White, R. W., Tatonetti, N. P., Shah, N. H., Altman, R. B., Horvitz, E.

2013; 20 (3): 404-408

• Combing signals from spontaneous reports and electronic health records for detection of adverse drug reactions JOURNAL OF THE AMERICAN MEDICAL
INFORMATICS ASSOCIATION

Harpaz, R., Vilar, S., DuMouchel, W., Salmasian, H., Haerian, K., Shah, N. H., Chase, H. S., Friedman, C.

2013; 20 (3): 413-419

• Selected papers from the 15th Annual Bio-Ontologies Special Interest Group Meeting. Journal of biomedical semantics

Soldatova, L. N., Sansone, S., Dumontier, M., Shah, N. H.

2013; 4: I1-?

• STOP using just GO: a multi-ontology hypothesis generation tool for high throughput experimentation BMC BIOINFORMATICS

Wittkop, T., Teravest, E., Evani, U. S., Fleisch, K. M., Berman, A. E., Powell, C., Shah, N. H., Mooney, S. D.

2013; 14

• Practice-based evidence: profiling the safety of cilostazol by text-mining of clinical notes. PloS one

Leeper, N. J., Bauer-Mehren, A., Iyer, S. V., LePendu, P., Olson, C., Shah, N. H.

2013; 8 (5)

• Empirical Bayes Model to Combine Signals of Adverse Drug Reactions

Harpaz, R., DuMouchel, W., LePendu, P., Shah, N. H., ACM

ASSOC COMPUTING MACHINERY.2013: 1339-1347

• Mining Biomedical Ontologies and Data Using RDF Hypergraphs 12th International Conference on Machine Learning and Applications (ICMLA)

Liu, H., Dou, D., Jin, R., LePendu, P., Shah, N.

IEEE.2013: 141–146

• Practice-based evidence: profiling the safety of cilostazol by text-mining of clinical notes. PloS one

Leeper, N. J., Bauer-Mehren, A., Iyer, S. V., LePendu, P., Olson, C., Shah, N. H.

2013; 8 (5)

• Profiling risk factors for chronic uveitis in juvenile idiopathic arthritis: a new model for EHR-based research. Pediatric rheumatology online journal

Cole, T. S., Frankovich, J., Iyer, S., LePendu, P., Bauer-Mehren, A., Shah, N. H.

2013; 11 (1): 45-?

• Automated Detection of Systematic Off-label Drug Use in Free Text of Electronic Medical Records. AMIA Summits on Translational Science proceedings
AMIA Summit on Translational Science

Jung, K., LePendu, P., Shah, N.

2013; 2013: 94-98

• Network analysis of unstructured EHR data for clinical research. AMIA Summits on Translational Science proceedings AMIA Summit on Translational Science

Bauer-Mehren, A., LePendu, P., Iyer, S. V., Harpaz, R., Leeper, N. J., Shah, N. H.

2013; 2013: 14-18

• Chapter 9: Analyses Using Disease Ontologies PLOS COMPUTATIONAL BIOLOGY

Shah, N. H., Cole, T., Musen, M. A.

2012; 8 (12)

• Analyzing Unstructured Clinical Notes for Phase IV Drug Safety Surveillance

LePendu, P., Bauer-Mehren, A., Iyer, S., Shah, N. H.

LIPPINCOTT WILLIAMS & WILKINS.2012

• Proton Pump Inhibitors (PPIs) Increase Risk of MACE: Role of DDAH

Ghebremariam, Y. T., Lee, J. C., LePendu, P., Erlanson, D. A., Shah, N. H., Cooke, J. P.

LIPPINCOTT WILLIAMS & WILKINS.2012

• Mining the pharmacogenomics literature-a survey of the state of the art BRIEFINGS IN BIOINFORMATICS
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Hahn, U., Cohen, K. B., Garten, Y., Shah, N. H.

2012; 13 (4): 460-494

• Using ontology-based annotation to profile disease research JOURNAL OF THE AMERICAN MEDICAL INFORMATICS ASSOCIATION

Liu, Y., Coulet, A., LePendu, P., Shah, N. H.

2012; 19 (E1): E177-E186

• Novel Data-Mining Methodologies for Adverse Drug Event Discovery and Analysis CLINICAL PHARMACOLOGY & THERAPEUTICS

Harpaz, R., Dumouchel, W., Shah, N. H., Madigan, D., Ryan, P., Friedman, C.

2012; 91 (6): 1010-1021

• Unified Medical Language System term occurrences in clinical notes: a large-scale corpus analysis JOURNAL OF THE AMERICAN MEDICAL
INFORMATICS ASSOCIATION

Wu, S. T., Liu, H., Li, D., Tao, C., Musen, M. A., Chute, C. G., Shah, N. H.

2012; 19 (E1): E149-E156

• The coming age of data-driven medicine: translational bioinformatics' next frontier JOURNAL OF THE AMERICAN MEDICAL INFORMATICS
ASSOCIATION

Shah, N. H., Tenenbaum, J. D.

2012; 19 (E1): E2-E4

• The National Center for Biomedical Ontology JOURNAL OF THE AMERICAN MEDICAL INFORMATICS ASSOCIATION

Musen, M. A., Noy, N. F., Shah, N. H., Whetzel, P. L., Chute, C. G., Story, M., Smith, B.

2012; 19 (2): 190-195

• Annotation Analysis for Testing Drug Safety Signals using Unstructured Clinical Notes. Journal of biomedical semantics

LePendu, P., Iyer, S. V., Fairon, C., Shah, N. H.

2012; 3: S5-?

• TEXT AND KNOWLEDGE MINING FOR PHARMACOGENOMICS: GENOTYPE-PHENOTYPE-DRUG RELATIONSHIPS

Cohen, K., Garten, Y., Shah, N., Hahn, U., Altman, R. B., Dunker, A. K., Hunter, L., Murray, T., Klein, T. E.

WORLD SCIENTIFIC PUBL CO PTE LTD.2012: 375

• Selected papers from the 14th Annual Bio-Ontologies Special Interest Group Meeting. Journal of biomedical semantics

Soldatova, L. N., Sansone, S., Dumontier, M., Shah, N. H.

2012; 3: I1-?

• Translational bioinformatics embraces big data. Yearbook of medical informatics

Shah, N. H.

2012; 7 (1): 130-134

• Analyzing patterns of drug use in clinical notes for patient safety. AMIA Summits on Translational Science proceedings AMIA Summit on Translational Science

LePendu, P., Liu, Y., Iyer, S., Udell, M. R., Shah, N. H.

2012; 2012: 63-70

• Using temporal patterns in medical records to discern adverse drug events from indications. AMIA Summits on Translational Science proceedings AMIA
Summit on Translational Science

Liu, Y., LePendu, P., Iyer, S., Shah, N. H.

2012; 2012: 47-56

• Enabling enrichment analysis with the Human Disease Ontology. Journal of biomedical informatics

LePendu, P., Musen, M. A., Shah, N. H.

2011; 44: S31-8

• NCBO Resource Index: Ontology-based search and mining of biomedical resources JOURNAL OF WEB SEMANTICS

Jonquet, C., LePendu, P., Falconer, S., Coulet, A., Noy, N. F., Musen, M. A., Shah, N. H.

2011; 9 (3): 316-324

• NCBO Resource Index: Ontology-Based Search and Mining of Biomedical Resources. Web semantics (Online)

Jonquet, C., Lependu, P., Falconer, S., Coulet, A., Noy, N. F., Musen, M. A., Shah, N. H.

2011; 9 (3): 316-324
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• Computationally translating molecular discoveries into tools for medicine: translational bioinformatics articles now featured in JAMIA JOURNAL OF
THE AMERICAN MEDICAL INFORMATICS ASSOCIATION

Butte, A. J., Shah, N. H.

2011; 18 (4): 352-353

• BioPortal: enhanced functionality via new Web services from the National Center for Biomedical Ontology to access and use ontologies in software
applications NUCLEIC ACIDS RESEARCH

Whetzel, P. L., Noy, N. F., Shah, N. H., Alexander, P. R., Nyulas, C., Tudorache, T., Musen, M. A.

2011; 39: W541-W545

• Integration and publication of heterogeneous text-mined relationships on the Semantic Web. Journal of biomedical semantics

Coulet, A., Garten, Y., Dumontier, M., Altman, R. B., Musen, M. A., Shah, N. H.

2011; 2: S10-?

• MINING THE PHARMACOGENOMICS LITERATURE

Cohen, K., Garten, Y., Hahn, U., Shah, N. H., Altman, R. B., Dunker, A. K., Hunter, L., Murray, T., Klein, T. E.

WORLD SCIENTIFIC PUBL CO PTE LTD.2011: 362-368

• Mapping between the OBO and OWL ontology languages. Journal of biomedical semantics

Tirmizi, S. H., Aitken, S., Moreira, D. A., Mungall, C., Sequeda, J., Shah, N. H., Miranker, D. P.

2011; 2: S3-?

• Selected papers from the 13th Annual Bio-Ontologies Special Interest Group Meeting. Journal of biomedical semantics

Soldatova, L. N., Sansone, S., Stephens, S. M., Shah, N. H.

2011; 2: I1-?

• HyQue: evaluating hypotheses using Semantic Web technologies. Journal of biomedical semantics

Callahan, A., Dumontier, M., Shah, N. H.

2011; 2: S3-?

• Using text to build semantic networks for pharmacogenomics JOURNAL OF BIOMEDICAL INFORMATICS

Coulet, A., Shah, N. H., Garten, Y., Musen, M., Altman, R. B.

2010; 43 (6): 1009-1019

• The BioPAX community standard for pathway data sharing NATURE BIOTECHNOLOGY

Demir, E., Cary, M. P., Paley, S., Fukuda, K., Lemer, C., Vastrik, I., Wu, G., D'Eustachio, P., Schaefer, C., Luciano, J., Schacherer, F., Martinez-Flores, I., Hu, et al

2010; 28 (9): 935-942

• A UIMA wrapper for the NCBO annotator BIOINFORMATICS

Roeder, C., Jonquet, C., Shah, N. H., Baumgartner, W. A., Verspoor, K., Hunter, L.

2010; 26 (14): 1800-1801

• In Silico Functional Profiling of Human Disease-Associated and Polymorphic Amino Acid Substitutions HUMAN MUTATION

Mort, M., Evani, U. S., Krishnan, V. G., Kamati, K. K., Baenziger, P. H., Bagchi, A., Peters, B. J., Sathyesh, R., Li, B., Sun, Y., Xue, B., Shah, N. H., Kann, et al

2010; 31 (3): 335-346

• Extraction of genotype-phenotype-drug relationships from text: from entity recognition to bioinformatics application. Pacific Symposium on Biocomputing.
Pacific Symposium on Biocomputing

Coulet, A., Shah, N., Hunter, L., Barral, C., Altman, R. B.

2010: 485-487

• The Lexicon Builder Web service: Building Custom Lexicons from two hundred Biomedical Ontologies. AMIA ... Annual Symposium proceedings / AMIA
Symposium. AMIA Symposium

Parai, G. K., Jonquet, C., xu, r., Musen, M. A., Shah, N. H.

2010; 2010: 587-591

• Optimize First, Buy Later: Analyzing Metrics to Ramp-Up Very Large Knowledge Bases 9th International Semantic Web Conference

LePendu, P., Noy, N. F., Jonquet, C., Alexander, P. R., Shah, N. H., Musen, M. A.

SPRINGER-VERLAG BERLIN.2010: 486–501
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• A Comprehensive Analysis of Five Million UMLS Metathesaurus Terms Using Eighteen Million MEDLINE Citations. AMIA ... Annual Symposium
proceedings / AMIA Symposium. AMIA Symposium

xu, r., Musen, M. A., Shah, N. H.

2010; 2010: 907-911

• An ontology-neutral framework for enrichment analysis. AMIA ... Annual Symposium proceedings / AMIA Symposium. AMIA Symposium

Tirrell, R., Evani, U., Berman, A. E., Mooney, S. D., Musen, M. A., Shah, N. H.

2010; 2010: 797-801

• Building a biomedical ontology recommender web service. Journal of biomedical semantics

Jonquet, C., Musen, M. A., Shah, N. H.

2010; 1: S1-?

• Selected papers from the 12th annual Bio-Ontologies meeting. Journal of biomedical semantics

Soldatova, L. N., Lord, P., Sansone, S., Stephens, S. M., Shah, N. H.

2010; 1: I1-?

• BioPortal: ontologies and integrated data resources at the click of a mouse NUCLEIC ACIDS RESEARCH

Noy, N. F., Shah, N. H., Whetzel, P. L., Dai, B., Dorf, M., Griffith, N., Jonquet, C., Rubin, D. L., Storey, M., Chute, C. G., Musen, M. A.

2009; 37: W170-W173

• Ontology-driven indexing of public datasets for translational bioinformatics 1st Summit on Translational Bioinformatics

Shah, N. H., Jonquet, C., Chiang, A. P., Butte, A. J., Chen, R., Musen, M. A.

BIOMED CENTRAL LTD.2009

• Comparison of concept recognizers for building the Open Biomedical Annotator 2nd Summit on Translational Bioinformatics

Shah, N. H., Bhatia, N., Jonquet, C., Rubin, D., Chiang, A. P., Musen, M. A.

BIOMED CENTRAL LTD.2009

• What Four Million Mappings Can Tell You about Two Hundred Ontologies 8th International Semantic Web Conference

Ghazvinian, A., Noy, N. F., Jonquet, C., Shah, N., Musen, M. A.

SPRINGER-VERLAG BERLIN.2009: 229–242

• The open biomedical annotator. Summit on translational bioinformatics

Jonquet, C., Shah, N. H., Musen, M. A.

2009; 2009: 56-60

• The Stanford Tissue Microarray Database NUCLEIC ACIDS RESEARCH

Marinelli, R. J., Montgomery, K., Liu, C. L., Shah, N. H., Prapong, W., Nitzberg, M., Zachariah, Z. K., Sherlock, G. J., Natkunam, Y., West, R. B., van de Rijn, M.,
Brown, P. O., Ball, et al

2008; 36: D871-D877

• Pathway knowledge base: An integrated pathway resource using BioPAX APPLIED ONTOLOGY

Kotecha, N., Bruck, K., Lu, W., Shah, N.

2008; 3 (4): 235-245

• A system for ontology-based annotation of biomedical data 5th International Workshop on Data Integration in the Life Sciences

Jonquet, C., Musen, M. A., Shah, N.

SPRINGER-VERLAG BERLIN.2008: 144–152

• Comparison of ontology-based semantic-similarity measures. AMIA ... Annual Symposium proceedings / AMIA Symposium. AMIA Symposium

Lee, W., Shah, N., Sundlass, K., Musen, M.

2008: 384-388

• BioPortal: ontologies and data resources with the click of a mouse. AMIA ... Annual Symposium proceedings / AMIA Symposium. AMIA Symposium

Musen, M. A., Shah, N. H., Noy, N. F., Dai, B. Y., Dorf, M., Griffith, N., Buntrok, J., Jonquet, C., Montegut, M. J., Rubin, D. L.

2008: 1223-1224

• UMLS-Query: a perl module for querying the UMLS. AMIA ... Annual Symposium proceedings / AMIA Symposium. AMIA Symposium

Shah, N. H., Muse, M. A.
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2008: 652-656

• Biomedical ontologies: a functional perspective BRIEFINGS IN BIOINFORMATICS

Rubin, D. L., Shah, N. H., Noy, N. F.

2008; 9 (1): 75-90

• The OBO Foundry: coordinated evolution of ontologies to support biomedical data integration NATURE BIOTECHNOLOGY

Smith, B., Ashburner, M., Rosse, C., Bard, J., Bug, W., Ceusters, W., Goldberg, L. J., Eilbeck, K., Ireland, A., Mungall, C. J., Leontis, N., Rocca-Serra, P.,
Ruttenberg, et al

2007; 25 (11): 1251-1255

• Current progress in network research: toward reference networks for key model organisms BRIEFINGS IN BIOINFORMATICS

Srinivasan, B. S., Shah, N. H., Flannick, J. A., Abeliuk, E., Novak, A. F., Batzoglou, S.

2007; 8 (5): 318-332

• Annotation and query of tissue microarray data using the NCI Thesaurus BMC BIOINFORMATICS

Shah, N. H., Rubin, D. L., Espinosa, I., Montgomery, K., Musen, M. A.

2007; 8

• Interpretation errors related to the GO annotation file format. AMIA ... Annual Symposium proceedings / AMIA Symposium. AMIA Symposium

Moreira, D. A., Shah, N. H., Musen, M. A.

2007: 538-542

• Using annotations from controlled vocabularies to find meaningful associations 4th International Workshop on Data Integration in the Life Sciences

Lee, W., Raschid, L., Srinivasan, P., Shah, N., Rubin, D., Noy, N.
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