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Bio

BIO

Ash A Alizadeh is the Moghadam Family Professor of Medicine, Oncology, and Hematology (by courtesy) at Stanford University, and leader of the
Cancer Genomics Program at Stanford Cancer Institute. His primary research interests are in the development and application of genome technologies
and computing (machine learning & data science) to a range of problems in human disease, with special focus on cancer detection, classification,
monitoring, and tumor immunology. As a longstanding member of NIH Cancer Genetics (CG) Study Section, he helps the Center for Scientific Review

with genome scale studies focused on cancer pathogenesis.

Dr. Alizadeh leads a group interested in techniques and methods for understanding tumor behavior at molecular, cellular, organism and population
levels. In this effort, his group studies cancer genomic profiles obtained either from tumor tissues, or from noninvasive “liquid biopsies”. Using
machine learning techniques, his lab studies how cellular compositional variation impacts cancer behavior and therapeutic response (e.g., http://

cibersortx.stanford.edu, http://precog.stanford.edu, and http://ecotyper.stanford.edu), including anti-tumor immunity (http://maria.stanford.edu).

Dr. Alizadeh's group has helped pioneer a range of noninvasive cancer genomic techniques that enable “liquid biopsies”, including CAPP-Seq (https://
cappseq.stanford.edu), PhasED-Seq (https://phasedseq.stanford.edu), and EPIC-Seq (https://epicseq.stanford.edu). Using such techniques work from
his group focuses on the analysis of circulating nucleic acids to address problems for early cancer detection (http://clip.stanford.edu) and noninvasive

cancer monitoring, including prediction of therapeutic response (http://ciri.stanford.edu & http://direct.stanford.edu).

Dr. Alizadeh holds a BS in Biochemistry from UCLA, an MD from Stanford Medical School, a PhD in Biophysics from Stanford, with additional training at
the National Cancer Institute (NCI), the National Institutes of Health (NIH), and the Howard Hughes Medical Institute (HHMI). He has received a number
of key awards for his work, including the Scholar Award from the American Society of Hematology (ASH), the Leukemia & Lymphoma Society (LLS),
the V-Foundation, as well as awards from the American Red Cross, Damon Runyon Cancer Research Foundation, Doris Duke Charitable Research
Foundation, among others. He is an elected member of the American Society for Clinical Investigation (ASCI), and an elected member of the Scientific

Advisory Board (SAB) of the Lymphoma Research Foundation (LRF).
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Dr. Alizadeh is a past-President of the American Society of Hematology (ASH) Meeting on Lymphoma Biology, a founding member of the International
Lymphoma ctDNA Consortium & Working Group, and past-Chair of the Scientific Committee on Genetics & Epigenetics for the American Society of
Hematology (ASH), and past-Chair the Scientific Committee on Lymphoma & Myeloma for the American Society of Clinical Oncology (ASCO). Dr.
Alizadeh is a co-founder of CAPP Medical, CiberMED, and Foresight Diagnostics. Dr. Alizadeh is board certified in Medical Oncology, Hematology, and
Internal Medicine, a member of the Stanford Lymphoma Program, and received the Stanford Department of Medicine Research Award in 2005. He is a
member of the Scientific Advisory Board for Cell, and Scientific Editor for Blood, Cancer Discovery, Blood Cancer Discovery, and the Journal of Clinical

Oncology (JCO) and Precision Oncology (PO).

CLINICAL FOCUS

e Cancer > Lymphoma

® Lymphoma

e B-Cell Chronic Lymphocytic Leukemia
e \Waldenstrom Macroglobulinemia

e Burkitt Lymphoma

e Follicular Lymphoma

o Diffuse Large-Cell Lymphomas

® | eukemia, Hairy Cell

e | ymphoma, B-Cell, Marginal Zone

® Hodgkin Disease

e Medical Oncology

ACADEMIC APPOINTMENTS

® Professor, Medicine - Oncology

¢ Member, Bio-X

e Member, Institute for Stem Cell Biology and Regenerative Medicine
® Member, Maternal & Child Health Research Institute (MCHRI)

¢ Member, Stanford Cancer Institute

ADMINISTRATIVE APPOINTMENTS

® Chair, Seminar Committee, Stanford Immunology Program, (2011- present)
e Admissions Panel, Medical Scientist Training Program, Stanford University, (2011- present)
e Admissions Panel, Stanford Medical School, (2012- present)

e Steering Committee Member & Mentor, Stanford Computational & Systems Immunology, (2012- present)

HONORS AND AWARDS
e Magna cum laude, College & Departmental Honors, UCLA (6/1993)

® NIH Research Fellow Award, NIH/NCI (6/1995)
® Research Scholar Award, HHMI-NIH (1996 1998)
e |ntramural Research Award, NIH/NCI (1997 1998)

Research Scholar Award for Outstanding Research, HHMI (1998)
® Medical Scientist Training Program Award, NIH (1996-2003)
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e Sandler Fellow Award, UCSF (2003-2004)

e Franklin G. Ebaugh, Jr. Award for Outstanding Research, Dept of Medicine, Stanford (2004-2005)

® | eukemia & Lymphoma Society Special Fellow in Clinical Research, Stanford University (2010-2013)
® American Society for Clinical Oncology Career Development Award, Stanford University (2010-2013)
e Clinical Investigator Program: Fellow Award, Stanford University Medical Center (2004-2010)

e Josephine Q. Berry Faculty Scholar in Cancer Research, Stanford University (2010)

® Bent & Janet Cardan Oncology Research Fellow, Stanford University (2010)

e Garbrielle's Angel Foundation, Stanford University (2012-2015)

e Doris Duke Clinical Scientist Development Award, Stanford University (2011)

® Cancer Innovation Award, Stanford Hospital & Clinics (2012-2013)

e Damon Runyon Cancer Research Foundation Clinical Investigator Award, Stanford University (2014-2017)
e \/-Foundation Scholar/Martin D Abeloff Award (1st Place), Stanford University (2014-2016)

e Celgene Young Investigator Award, Stanford University (2014-2015)

e American Society of Hematology Scholar Award, Stanford University (2015-2017)

BOARDS, ADVISORY COMMITTEES, PROFESSIONAL ORGANIZATIONS

e \/ice Chair, Committee on Epigenetics and Genomics, American Society of Hematology (2014 - present)
® Mentor, Lymphoma Clinical Research Mentoring Program, Lymphoma Research Foundation (2013 - present)

® | eader, Scientific Program Committee on Lymphoma, Myeloma, Plasma Cell Disorders, American Society of Clinical Oncology (2011 - 2014)

PROFESSIONAL EDUCATION

e Board Certification: Medical Oncology, American Board of Internal Medicine (2021)

® Medical Education: Stanford University School of Medicine (2003) CA

e Fellowship: Stanford University Hematology and Oncology Fellowship (2009) CA

e Residency: Stanford University Internal Medicine Residency (2006) CA

e MD, Stanford university School of Medicine , Medicine (2003)

e PhD, Stanford university School of Medicine , Biophysics/Dept of Biochemistry (2003)
e B.S., UCLA, Biochemistry (1994)

LINKS
e Alizadeh Lab: http://med.stanford.edu/labs/ash_alizadeh/

e Scholar Profile: http://scholar.google.com/citations?user=KRKHMBIAAAAJ&hl=en
e NIH Bibliography: http://www.ncbi.nlm.nih.gov/sites/myncbi/arash ash.alizadeh.1/bibliography/40471369/public/?sort=date&direction=descending

e Get a Second Opinion: https://stanfordhealthcare.org/second-opinion/overview.html

Research & Scholarship

CURRENT RESEARCH AND SCHOLARLY INTERESTS
My group's research is focused on attaining a better understanding of the initiation, maintenance, and progression of tumors, and their response to

current therapies toward improving future treatment strategies.
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My group develops and applies genomic biomarkers of tumor cells, whether detected through biopsy of the primary neoplasm, or noninvasively through
monitoring of the bodily fluids including blood. We apply such genomic biomarkers for the early detection, diagnosis, and monitoring of diverse tumors

including lymphomas and solid tumors.

We are also interested in better molecular understanding of normal tissue stem cells and their malignant tumor-initiating counterparts (cancer stem
cells), toward identification of the underlying mechanisms relevant to specific cancers of the hematopoietic system. These tumors include follicular

lymphoma, diffuse large B-cell lymphoma, and mantle cell ymphoma.

We have also worked to build prognostic and predictive models for clinical and therapeutic outcomes of diverse human malignancies, through large-

scale bioinformatic meta-analysis of human tumor transcriptomes, including deconvolution of complex tumor admixtures including infiltrating leukocytes.

In this effort, we help build and employ tools from functional genomics, computational biology, molecular genetics, and mouse models. We are applying
this knowledge toward the design of clinical trials in the treatment of patients with various malignancies, whom | care for directly or indirectly, as a

clinician specializing in Medical Oncology and Hematology.

CLINICAL TRIALS
e Clinical and Pathologic Studies in Non-Hodgkin's Lymphoma and Hodgkin's Disease, Recruiting
e Defining ctDNA Metrics in Posttransplant Lymphoproliferative Disorder (PTLD), Recruiting

o A Multi-Center Study of Ibrutinib in Combination With MEDI4736 in Subjects With Relapsed or Refractory Lymphomas, Not Recruiting

o A Study of Atezolizumab (an Engineered Anti-Programmed Death-Ligand 1 [PDL1] Antibody) to Evaluate Safety, Tolerability and Pharmacokinetics in
Participants With Locally Advanced or Metastatic Solid Tumors, Not Recruiting

e A Study of PCI-32765 (lbrutinib) in Patients With Refractory Follicular Lymphoma, Not Recruiting

o An Extension Study for Subjects Who Are Deriving Benefit With Idelalisib (GS-1101; CAL-101) Following Completion of a Prior Idelalisib Study, Not
Recruiting

o Efficacy and Safety of Idelalisib (GS-1101) in Combination With Bendamustine and Rituximab for Previously Treated Indolent Non-Hodgkin
Lymphomas, Not Recruiting

e Efficacy and Safety of Idelalisib (GS-1101) in Combination With Rituximab for Previously Treated Indolent Non-Hodgkin Lymphomas, Not Recruiting
® Genes in Predicting Outcome of Patients With DLBCL Treated With Rituximab and Combination Chemotherapy (R-CHOP), Not Recruiting

® Phase 1-2 of a CpG-Activated Whole Cell Vaccine Followed by Autologous Immunotransplant for MCL, Not Recruiting

Teaching

COURSES
2022-23
e Seminar in Immunology: IMMUNOL 311 (Aut, Win, Spr)

STANFORD ADVISEES

Med Scholar Project Advisor

Karan Kathuria

Doctoral Dissertation Reader (AC)

Kevin Liu, Santiago Sanchez, Emily Shen, William Shi
Postdoctoral Faculty Sponsor

Julia Kuehn, Caroline Lee, Troy Noordenbos, Lena Osswald, Takeshi Sugio, Steven Wang
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Doctoral Dissertation Advisor (AC)
Nick Phillips

Doctoral Dissertation Co-Advisor (AC)
Shuyu Shi

Postdoctoral Research Mentor

Amirsaman Ashtari, Takeshi Sugio, Rui Wang

GRADUATE AND FELLOWSHIP PROGRAM AFFILIATIONS
® Biochemistry (Phd Program)

e Biophysics (Phd Program)
e Cancer Biology (Phd Program)
® Immunology (Phd Program)

® Medicine (Masters Program)

Publications

PUBLICATIONS

o Field-effect-informed urine liquid biopsy for bladder cancer. Cell

Shi, W. Y., Liu, K. J., Esfahani, M. S., Mach, K. E., Phillips, N. A., Almanza, D., Bajpai, R. K., Schroers-Martin, J. G., Trabanino, L., Lee, T. J,, La, V.,
Rodriguez, G., Holton, et al

2026

o Optimizing First-Line Therapy for Diffuse Large B-Cell Lymphoma JOURNAL OF THE NATIONAL COMPREHENSIVE CANCER NETWORK
Alizadeh, A. A.
2025; 23: 21-23

o Remission Assessment by Circulating Tumor DNA in Large B-cell Lymphoma. Journal of clinical oncology : official journal of the American
Society of Clinical Oncology

Roschewski, M., Kurtz, D. M., Westin, J. R., Lynch, R. C., Gopal, A. K., Alig, S. K., Sworder, B. J., Cherng, H. J., Kuffer, C., Blair, D., Brown, K.,
Goldstein, J. S., Schultz, et al

2025: 101200JC0O2501534

o An ultrasensitive method for detection of cell-free RNA. Nature

Nesselbush, M. C., Luca, B. A., Jeon, Y. J., Jabara, |., Meador, C. B., Garofalo, A., Binkley, M. S., Hui, A. B., van 't Erve, ., Xu, N., Shi, W. Y., Liu, K.
J., Sugio, et al

2025

o Risk of Second Tumors and T-Cell Lymphoma after CAR T-Cell Therapy. Reply. The New England journal of medicine
Hamilton, M. P., Miklos, D. B., Alizadeh, A. A.
2024; 391 (9): 870-871

o Risk of Second Tumors and T-Cell Lymphoma after CAR T-Cell Therapy. The New England journal of medicine

Hamilton, M. P., Sugio, T., Noordenbos, T., Shi, S., Bulterys, P. L., Liu, C. L., Kang, X., Olsen, M. N., Good, Z., Dahiya, S., Frank, M. J., Sahaf, B.,
Mackall, et al

2024; 390 (22): 2047-2060

o Cell-free RNA analysis for non-invasive cancer detection and characterization

Nesselbush, M. C., Luca, B. A,, Jeon, Y., Jabara, I., Meador, C. B., Binkley, M. S., Xu, N., Hui, A. B., Garofalo, A., Shi, W. Y., Liu, K. J., Sugio, T.,
Kastelowitz, et al

AMER ASSOC CANCER RESEARCH.2024

Distinct Hodgkin lymphoma subtypes defined by noninvasive genomic profiling. Nature
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Alig, S. K., Esfahani, M. S., Garofalo, A,, Li, M. Y., Rossi, C., Flerlage, T., Flerlage, J. E., Adams, R., Binkley, M. S., Shukla, N., Jin, M. C., Olsen, M.,
Telenius, et al

2023

Cell-of-Origin Subtypes and Therapeutic Benefit from Polatuzumab Vedotin. The New England journal of medicine
Palmer, A. C., Kurtz, D. M., Alizadeh, A. A.
2023; 389 (8): 764-766

Tracing founder mutations in circulating and tissue-resident follicular ymphoma precursors. Cancer discovery

Schroers-Martin, J. G., Soo, J., Brisou, G., Scherer, F., Kurtz, D. M., Sworder, B. J., Khodadoust, M. S., Jin, M. C., Bru, A,, Liu, C. L., Stehr, H.,
Vineis, P., Natkunam, et al

2023

From patterns to patients: Advances in clinical machine learning for cancer diagnosis, prognosis, and treatment. Cell
Swanson, K., Wu, E., Zhang, A., Alizadeh, A. A., Zou, J.
2023

Determinants of resistance to engineered T cell therapies targeting CD19 in large B cell ymphomas. Cancer cell

Sworder, B. J., Kurtz, D. M., Alig, S. K., Frank, M. J., Shukla, N., Garofalo, A., Macaulay, C. W., Shahrokh Esfahani, M., Olsen, M. N., Hamilton, J.,
Hosoya, H., Hamilton, M., Spiegel, et al

2022

Molecular Monitoring of Lymphomas. Annual review of pathology
Schroers-Martin, J. G., Alig, S., Garofalo, A., Tessoulin, B., Sugio, T., Alizadeh, A. A.
2022

Genomic Profiling for Clinical Decision Making in Lymphoid Neoplasms. Blood

de Leval, L., Alizadeh, A. A, Bergsagel, P. L., Campo, E., Davies, A. J., Dogan, A., Fitzgibbon, J., Horwitz, S. M., Melnick, A. M., Morice, W. G.,
Morin, R. D., Nadel, B., Pileri, et al

2022

Inferring gene expression from cell-free DNA fragmentation profiles. Nature biotechnology

Esfahani, M. S., Hamilton, E. G., Mehrmohamadi, M., Nabet, B. Y., Alig, S. K., King, D. A., Steen, C. B., Macaulay, C. W., Schultz, A., Nesselbush, M.
C., Soo, J., Schroers-Martin, J. G., Chen, et al

2022

Enhanced detection of minimal residual disease by targeted sequencing of phased variants in circulating tumor DNA. Nature biotechnology

Kurtz, D. M., Soo, J., Co Ting Keh, L., Alig, S., Chabon, J. J., Sworder, B. J., Schultz, A., Jin, M. C., Scherer, F., Garofalo, A., Macaulay, C. W.,
Hamilton, E. G., Chen, et al

2021

Short Diagnosis-to-Treatment Interval Is Associated With Higher Circulating Tumor DNA Levels in Diffuse Large B-Cell Lymphoma. Journal
of clinical oncology : official journal of the American Society of Clinical Oncology

Alig, S. n., Macaulay, C. W., Kurtz, D. M., Dihrsen, U. n., Hittmann, A. n., Schmitz, C. n., Jin, M. C., Sworder, B. J., Garofalo, A. n., Shahrokh
Esfahani, M. n., Nabet, B. Y., Soo, J. n., Scherer, et al

2021: JCO2002573

The landscape of tumor cell states and ecosystems in diffuse large B cell ymphoma. Cancer cell

Steen, C. B., Luca, B. A., Esfahani, M. S., Azizi, A., Sworder, B. J., Nabet, B. Y., Kurtz, D. M., Liu, C. L., Khameneh, F., Advani, R. H., Natkunam, Y.,
Myklebust, J. H., Diehn, et al

2021

Atlas of clinically distinct cell states and ecosystems across human solid tumors. Cell

Luca, B. A,, Steen, C. B., Matusiak, M., Azizi, A., Varma, S., Zhu, C., Przybyl, J., Espin-Pérez, A., Diehn, M., Alizadeh, A. A, van de Rijn, M.,
Gentles, A. J., Newman, et al

2021

Integrating genomic features for non-invasive early lung cancer detection. Nature

Chabon, J. J., Hamilton, E. G., Kurtz, D. M., Esfahani, M. S., Moding, E. J., Stehr, H., Schroers-Martin, J., Nabet, B. Y., Chen, B., Chaudhuri, A. A,,
Liu, C. L., Hui, A. B,, Jin, et al

2020; 580 (7802): 245-251
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Integrating genomic features for non-invasive early lung cancer detection NATURE

Chabon, J. J., Hamilton, E. G., Kurtz, D. M., Esfahani, M. S., Moding, E. J., Stehr, H., Schroers-Martin, J., Nabet, B. Y., Chen, B., Chaudhuri, A. A,,
Liu, C., Hui, A. B., Jin, et al

2020

Noninvasive Early Identification of Therapeutic Benefit from Immune Checkpoint Inhibition. Cell

Nabet, B. Y., Esfahani, M. S., Moding, E. J., Hamilton, E. G., Chabon, J. J., Rizvi, H. n., Steen, C. B., Chaudhuri, A. A., Liu, C. L., Hui, A. B.,
Almanza, D. n., Stehr, H. n., Gojenola, et al

2020

Dynamic Risk Profiling Using Serial Tumor Biomarkers for Personalized Outcome Prediction. Cell

Kurtz, D. M., Esfahani, M. S., Scherer, F., Soo, J., Jin, M. C., Liu, C. L., Newman, A. M., Duhrsen, U., Huttmann, A., Casasnovas, O., Westin, J. R,,
Ritgen, M., Bottcher, et al

2019

Determining cell type abundance and expression from bulk tissues with digital cytometry NATURE BIOTECHNOLOGY

Newman, A. M., Steen, C. B, Liu, C., Gentles, A. J., Chaudhuri, A. A., Scherer, F., Khodadoust, M. S., Esfahani, M. S., Luca, B. A, Steiner, D.,
Diehn, M., Alizadeh, A. A.

2019; 37 (7): 773-+

Detection and Surveillance of Bladder Cancer Using Urine Tumor DNA CANCER DISCOVERY

Dudley, J. C., Schroers-Martin, J., Lazzareschi, D., Shi, W., Chen, S. B., Esfahani, M. S., Trivedi, D., Chabon, J. J., Chaudhuri, A. A., Stehr, H., Liu,
C., Lim, H., Costa, et al

2019; 9 (4): 500-509

Determining cell type abundance and expression from bulk tissues with digital cytometry. Nature biotechnology

Newman, A. M., Steen, C. B, Liu, C. L., Gentles, A. J., Chaudhuri, A. A., Scherer, F. n., Khodadoust, M. S., Esfahani, M. S, Luca, B. A., Steiner, D.
n., Diehn, M. n., Alizadeh, A. A.

2019

Predicting HLA class Il antigen presentation through integrated deep learning. Nature biotechnology

Chen, B. n., Khodadoust, M. S., Olsson, N. n., Wagar, L. E., Fast, E. n., Liu, C. L., Muftuoglu, Y. n., Sworder, B. J., Diehn, M. n., Levy, R. n., Davis, M.
M., Elias, J. E., Altman, et al

2019

Analysis of Urinary Cell-free DNA for Early Detection and Surveillance of Bladder Cancer
Dudley, J., Schroers-Martin, J., Lazzareschi, D., Shi, W., Chen, S., Liao, J., Alizadeh, A., Diehn, M.
ELSEVIER SCIENCE INC.2018: 968

Circulating Tumor DNA Measurements As Early Outcome Predictors in Diffuse Large B-Cell Lymphoma JOURNAL OF CLINICAL
ONCOLOGY

Kurtz, D. M., Scherer, F., Jin, M. C., Soo, J., Craig, A. F. M., Esfahani, M., Chabon, J. J., Stehr, H., Liu, C., Tibshirani, R., Maeda, L. S., Gupta, N. K.,
Khodadoust, et al

2018; 36 (28): 2845-+

Circulating Tumor DNA Measurements As Early Outcome Predictors in Diffuse Large B-Cell Lymphoma. Journal of clinical oncology : official
Journal of the American Society of Clinical Oncology

Kurtz, D. M., Scherer, F., Jin, M. C., Soo, J., Craig, A. F., Esfahani, M. S., Chabon, J. J., Stehr, H., Liu, C. L., Tibshirani, R., Maeda, L. S., Gupta, N.
K., Khodadoust, et al

2018: JCO2018785246

B cell lymphomas present immunoglobulin neoantigens. Blood

Khodadoust, M. S., Olsson, N. n., Chen, B. n., Sworder, B. n., Shree, T. n., Liu, C. L., Zhang, L. n., Czerwinski, D. K., Davis, M. M., Levy, R. n., Elias,
J. E., Alizadeh, A. A.

2018

Distinct biological subtypes and patterns of genome evolution in lymphoma revealed by circulating tumor DNA SC/IENCE TRANSLATIONAL
MEDICINE

Scherer, F., Kurtz, D. M., Newman, A. M., Stehr, H., Craig, A. F., Esfahani, M. S., Lovejoy, A. F., Chabon, J. J., Klass, D. M., Liu, C. L., Zhou, L.,
Glover, C., Visser, et al

2016; 8 (364)
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Circulating tumour DNA profiling reveals heterogeneity of EGFR inhibitor resistance mechanisms in lung cancer patients NATURE
COMMUNICATIONS

Chabon, J. J., Simmons, A. D., Lovejoy, A. F., Esfahani, M. S., Newman, A. M., Haringsma, H. J., Kurtz, D. M., Stehr, H., Scherer, F., Karlovich, C. A,,
Harding, T. C., Durkin, K. A., Otterson, et al

2016; 7

Integrated digital error suppression for improved detection of circulating tumor DNA NATURE BIOTECHNOLOGY

Newman, A. M., Lovejoy, A. F., Klass, D. M., Kurtz, D. M., Chabon, J. J., Scherer, F., Stehr, H., Liu, C. L., Bratman, S. V., Say, C., Zhou, L., Carter, J.
N., West, et al

2016; 34 (5): 547-555

The prognostic landscape of genes and infiltrating immune cells across human cancers NATURE MEDICINE

Gentles, A. J., Newman, A. M,, Liy, C. L., Bratman, S. V., Feng, W., Kim, D., Nair, V. S., Xu, Y., Khuong, A., Hoang, C. D., Diehn, M., West, R. B.,
Plevritis, et al

2015; 21 (8): 938-945

Toward understanding and exploiting tumor heterogeneity NATURE MEDICINE

Alizadeh, A. A, Aranda, V., Bardelli, A., Blanpain, C., Bock, C., Borowski, C., Caldas, C., Califano, A., Doherty, M., Elsner, M., Esteller, M., Fitzgerald,
R., Korbel, et al

2015; 21 (8): 846-853

Noninvasive monitoring of diffuse large B-cell ymphoma by immunoglobulin high-throughput sequencing. Blood

Kurtz, D. M., Green, M. R., Bratman, S. V., Scherer, F,, Liu, C. L., Kunder, C. A., Takahashi, K., Glover, C., Keane, C., Kihira, S., Visser, B., Callahan,
J., Kong, et al

2015; 125 (24): 3679-3687

Robust enumeration of cell subsets from tissue expression profiles. Nature methods
Newman, A. M, Liu, C. L., Green, M. R., Gentles, A. J., Feng, W., Xu, Y., Hoang, C. D., Diehn, M., Alizadeh, A. A.
2015; 12 (5): 453-457

Robust enumeration of cell subsets from tissue expression profiles NATURE METHODS
Newman, A. M., Liu, C. L., Green, M. R, Gentles, A. J., Feng, W., Xu, Y., Hoang, C. D., Diehn, M., Alizadeh, A. A.
2015; 12 (5): 453-?

Mutations in early follicular ymphoma progenitors are associated with suppressed antigen presentation. Proceedings of the National
Academy of Sciences of the United States of America

Green, M. R,, Kihira, S., Liu, C. L., Nair, R. V., Salari, R., Gentles, A. J., Irish, J., Stehr, H., Vicente-Duefias, C., Romero-Camarero, |., Sanchez-
Garcia, |., Plevritis, S. K., Arber, et al

2015; 112 (10): E1116-25

Mutations in early follicular ymphoma progenitors are associated with suppressed antigen presentation. Proceedings of the National
Academy of Sciences of the United States of America

Green, M. R., Kihira, S, Liu, C. L., Nair, R. V., Salari, R., Gentles, A. J., Irish, J., Stehr, H., Vicente-Duenas, C., Romero-Camarero, |., Sanchez-
Garcia, |., Plevritis, S. K., Arber, et al

2015; 112 (10): E1116-25

FACTERA: a practical method for the discovery of genomic rearrangements at breakpoint resolution BIOINFORMATICS
Newman, A. M., Bratman, S. V., Stehr, H., Lee, L. J., Liu, C. L., Diehn, M., Alizadeh, A. A.
2014; 30 (23): 3390-3393

Active idiotypic vaccination versus control immunotherapy for follicular lymphoma. Journal of clinical oncology

Levy, R., Ganjoo, K. N., Leonard, J. P., Vose, J. M., Flinn, I. W., Ambinder, R. F., Connors, J. M., Berinstein, N. L., Belch, A. R., Bartlett, N. L.,
Nichols, C., Emmanouilides, C. E., Timmerman, et al

2014; 32 (17): 1797-1803

Transient expression of Bcl6 is sufficient for oncogenic function and induction of mature B-cell ymphoma NATURE COMMUNICATIONS

Green, M. R,, Vicente-Duenas, C., Romero-Camarero, |., Liu, C. L., Dai, B., Gonzalez-Herrero, |., Garcia-Ramirez, |., Alonso-Escudero, E., Igbal, J.,
Chan, W. C., Campos-Sanchez, E., Orfao, A., Pintado, et al

2014; 5

An ultrasensitive method for quantitating circulating tumor DNA with broad patient coverage. Nature medicine
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2012; 14 (4): 403-?
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Specific post-translational histone modifications of neutrophil extracellular traps as immunogens and potential targets of lupus
autoantibodies ARTHRITIS RESEARCH & THERAPY

Liu, C. L., Tangsombatvisit, S., Rosenberg, J. M., Mandelbaum, G., Gillespie, E. C., Gozani, O. P, Alizadeh, A. A., Utz, P. J.
2012;14 (1)

Immunotransplant for Mantle Cell Lymphoma: Phase I/ll Study Preliminary Results 53rd Annual Meeting and Exposition of the American-
Society-of-Hematology (ASH)

Brody, J. D., Czerwinski, D. K., Carlton, V., Moorhead, M., Zheng, J., Klinger, M., Faham, M., Advani, R., Kohrt, H. E., Alizadeh, A. A., Negrin, R. S.,
Weng, W., Sheehan, et al

AMER SOC HEMATOLOGY.2011: 1323-23

Absolute Lymphocyte Count At Day 28 Independently Predicts Event-Free and Overall Survival in Adults with Newly Diagnosed Acute
Lymphocytic Leukemia

Sun, D., Elson, P,, Liedtke, M., Medeiros, B. C., Earl, M., Alizadeh, A. A., Bates, J., Sekeres, M. A, Coutre, S. E., Kalaycio, M., Sobecks, R.,
Copelan, E., Advani, et al

AMER SOC HEMATOLOGY.2011: 1095

HGAL-a Germinal Center Specific Protein, Enhances B-Cell Receptor Signaling by Activation of Syk, Leading to Follicular
Lymphoproliferation

Jiang, X., Romero-Camarero, I., Lu, X., Vicente-Duenas, C., Gonzalez-Herrero, |., Flores, T., Luis Garcia, J., McNamara, G., Kunder, C., Natkunam,
Y., Segura, V., Fontan-Gabas, L., Martinez-Climent, et al

AMER SOC HEMATOLOGY.2011: 269

A few good genes Simple, biologically motivated signatures for cancer prognosis CELL CYCLE
Gentles, A. J., Alizadeh, A. A.
2011; 10 (21): 3615-3616

A proteomic approach for the identification of novel lysine methyltransferase substrates EPIGENETICS & CHROMATIN
Levy, D, Liu, C. L., Yang, Z., Newman, A. M., Alizadeh, A. A., Utz, P. J., Gozani, O.
2011; 4

Utility of positron emission tomography scans in mantle cell lymphoma AMERICAN JOURNAL OF HEMATOLOGY
Hosein, P. J., Pastorini, V. H., Paes, F. M., Eber, D., Chapman, J. R., Serafini, A. N., Alizadeh, A. A., Lossos, I. S.
2011; 86 (10): 841-845

Impact of TET2 mutations on mRNA expression and clinical outcomes in MDS patients treated with DNA methyltransferase
inhibitors HEMATOLOGICAL ONCOLOGY

Pollyea, D. A., Raval, A., Kusler, B., Gotlib, J. R., Alizadeh, A. A., Mitchell, B. S.
2011; 29 (3): 157-160

Surprise! HSC Are Aberrant in Chronic Lymphocytic Leukemia CANCER CELL
Alizadeh, A. A., Majeti, R.
2011; 20 (2): 135-136

Prediction of survival in diffuse large B-cell lymphoma based on the expression of 2 genes reflecting tumor and microenvironment BLOOD

Alizadeh, A. A., Gentles, A. J., Alencar, A. J., Liu, C. L., Kohrt, H. E., Houot, R., Goldstein, M. J., Zhao, S., Natkunam, Y., Advani, R. H., Gascoyne,
R. D., Briones, J., Tibshirani, et al

2011; 118 (5): 1350-1358

Immunotransplant for mantle cell lymphoma: Phase l/ll study preliminary results.
Brody, J., Advani, R., Weng, W., Czerwinski, D., Alizadeh, A. A., Kohrt, H. E., Negrin, R., Levy, R.
AMER SOC CLINICAL ONCOLOGY.2011

Prospective separation of normal and leukemic stem cells based on differential expression of TIM3, a human acute myeloid leukemia stem
cell marker PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Jan, M., Chao, M. P,, Cha, A. C., Alizadeh, A. A, Gentles, A. J., Weissman, I. L., Majeti, R.
2011; 108 (12): 5009-5014

Leukemic Stem Cell Gene Expression Signature and Clinical Outcomes in Acute Myeloid Leukemia Reply JAMA-JOURNAL OF THE
AMERICAN MEDICAL ASSOCIATION

Gentles, A. J., Majeti, R., Alizadeh, A. A.
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CD137 stimulation enhances the antilymphoma activity of anti-CD20 antibodies BLOOD

Kohrt, H. E., Houot, R., Goldstein, M. J., Weiskopf, K., Alizadeh, A. A., Brody, J., Mueller, A., Pachynski, R., Czerwinski, D., Coutre, S., Chao, M. P,,
Chen, L., Tedder, et al

2011; 117 (8): 2423-2432

Therapeutic Antibody Targeting of CD47 Eliminates Human Acute Lymphoblastic Leukemia CANCER RESEARCH
Chao, M. P, Alizadeh, A. A, Tang, C., Jan, M., Weissman-Tsukamoto, R., Zhao, F., Park, C. Y., Weissman, I. L., Majeti, R.
2011; 71 (4): 1374-1384

NONINVASIVE PREDICTION OF GRAFT-VERUS-HOST DISEASE FOLLOWING ALLOGENEIC HEMATOPOIETIC CELL TRANSPLANTATION
BY GENE EXPRESSION PROFILING

Kohrt, H. E., Li, L., Alizadeh, A. A., Heish, S., Goldstein, M. J., Strober, S., Sarwal, M., Lowsky, R.
ELSEVIER SCIENCE INC.2011: S336

Expression of CD137 Protein in Select Hematopoietic Tumors: Implications for Anti-CD137 Immunomodulatory Therapy
Anderson, M. W., Freud, A. G., Zhao, S., Alizadeh, A. A., Kohrt, H. E., Warnke, R., Levy, R., Natkunam, Y.
NATURE PUBLISHING GROUP.2011: 285A

Expression of CD137 Protein in Select Hematopoietic Tumors: Implications for Anti-CD137 Immunomodulatory Therapy
Anderson, M. W., Freud, A. G., Zhao, S., Alizadeh, A. A, Kohrt, H. E., Warnke, R., Levy, R., Natkunam, Y.
NATURE PUBLISHING GROUP.2011: 285A

Mixed Phenotype Acute Leukemia (MPAL): A Study of 61 Cases Using WHO and EGIL Criteria
Weinberg, O. K., Seetharam, M., Ren, L., Alizadeh, A., Arber, D. A.
NATURE PUBLISHING GROUP.2011: 328A

Mixed Phenotype Acute Leukemia (MPAL): A Study of 61 Cases Using WHO and EGIL Criteria
Weinberg, O. K., Seetharam, M., Ren, L., Alizadeh, A., Arber, D. A.
NATURE PUBLISHING GROUP.2011: 328A

Association of a Leukemic Stem Cell Gene Expression Signature With Clinical Outcomes in Acute Myeloid Leukemia JAMA-JOURNAL OF
THE AMERICAN MEDICAL ASSOCIATION

Gentles, A. J., Plevritis, S. K., Majeti, R., Alizadeh, A. A.
2010; 304 (24): 2706-2715

Calreticulin Is the Dominant Pro-Phagocytic Signal on Multiple Human Cancers and Is Counterbalanced by CD47 SCIENCE
TRANSLATIONAL MEDICINE

Chao, M. P, Jaiswal, S., Weissman-Tsukamoto, R., Alizadeh, A. A., Gentles, A. J., Volkmer, J., Weiskopf, K., Willingham, S. B., Raveh, T., Park, C.
Y., Majeti, R., Weissman, I. L.

2010; 2 (63)

NF-kappa B Signaling In Response to CpG Stratifies Mantle Cell Lymphoma Patient Outcome 52nd Annual Meeting and Exposition of the
American-Society-of-Hematology (ASH)

Myklebust, J. H., Irish, J. M., Brody, J., Alizadeh, A. A., Czerwinski, D., Houot, R., Kohrt, H. E., Kolstad, A., Levy, R.
AMER SOC HEMATOLOGY.2010: 67-68

A Novel Missense Mutation In An MDS Patient and Effects on TET2 mRNA Expression and Clinical Outcomes
Pollyea, D. A., Raval, A., Kusler, B., Gotlib, J. R., Alizadeh, A. A., Mitchell, B. S.
AMER SOC HEMATOLOGY.2010: 788

Prediction of Survival In Diffuse Large B-Cell Lymphoma Based On the Expression of Two Genes Reflecting Tumor and
Microenvironment 52nd Annual Meeting and Exposition of the American-Society-of-Hematology (ASH)

Alizadeh, A. A, Gentles, A. J., Alencar, A. J., Kohrt, H. E., Houot, R., Goldstein, M. J., Zhao, S., Natkunam, Y., Advani, R., Gascoyne, R. D., Briones,
J., Tibshirani, R. J., Myklebust, et al

AMER SOC HEMATOLOGY.2010: 836-37

Noninvasive Prediction of Graft-Verus-Host Disease Following Allogeneic Hematopoietic Cell Transplantation by Gene Expression
Profiling 52nd Annual Meeting and Exposition of the American-Society-of-Hematology (ASH)

Kohrt, H. E., Li, L., Alizadeh, A. A., Goldstein, M. J., Strober, S., Sarwal, M., Lowsky, R.
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Self-Antigen Recognition by the B Cell Receptors of Follicular Lymphoma 52nd Annual Meeting and Exposition of the American-Society-of-
Hematology (ASH)

Layn, K., Alizadeh, A. A., Kattah, N., Levy, S., Levy, R.
AMER SOC HEMATOLOGY.2010: 1678-79

Clinical and Pathological Features of Non-Hodgkin Lymphomas Harboring Concurrent t(14;18) and 8924 Anomalies 52nd Annual Meeting
and Exposition of the American-Society-of-Hematology (ASH)

Alizadeh, A. A., Anderson, M., Kohrt, H. E., Shyam, R. M., Bangs, C. D., Cherry, A. M., Advani, R., Natkunam, Y., Levy, R.
AMER SOC HEMATOLOGY.2010: 1291-92

Second-line mitoxantrone, etoposide, and cytarabine for acute myeloid leukemia: A single-center experience AMERICAN JOURNAL OF
HEMATOLOGY

Kohrt, H. E., Patel, S., Ho, M., Owen, T., Pollyea, D. A., Majeti, R., Gotlib, J., Coutre, S., Liedtke, M., Berube, C., Alizadeh, A. A., Medeiros, B. C.
2010; 85 (11): 877-881

B-cell signaling networks reveal a negative prognostic human lymphoma cell subset that emerges during tumor
progression PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Irish, J. M., Myklebust, J. H., Alizadeh, A. A., Houot, R., Sharman, J. P., Czerwinski, D. K., Nolan, G. P,, Levy, R.
2010; 107 (29): 12747-12754

Expression profiles of adult T-cell leukemia-lymphoma and associations with clinical responses to zidovudine and interferon
alpha LEUKEMIA & LYMPHOMA

Alizadeh, A. A., Bohen, S. P,, Lossos, C., Martinez-Climent, J. A., Ramos, J. C., Cubedo-Gil, E., Harrington, W. J., Lossos, I. S.
2010; 51 (7): 1200-1216

Immunophenotypic features of acute myeloid leukemia with inv(3)(q21q26.2)/t(3;3)(q21;926.2) LEUKEMIA RESEARCH
Medeiros, B. C., Kohrt, H. E., Arber, D. A, Bangs, C. D., Cherry, A. M., Majeti, R., Kogel, K. E., Azar, C. A., Patel, S., Alizadeh, A. A.
2010; 34 (5): 594-597

Noninvasive Prediction of Graft-Versus-Host Disease Following Allogeneic Hematopoietic Cell Transplantation by Gene Expression
Profiling. 10th American Transplant Congress

Li, L., Kohrt, H., Heish, S., Alizadeh, A., Laport, G., Shizuru, J., Negrin, R., Strober, S., Lowsky, R., Sarwal, M.
WILEY-BLACKWELL.2010: 483483

Is Time of the Essence in Adult Acute Myeloid Leukemia (AML)? Time to Blast Clearance and Time to Induction Therapy Fail to Predict
Overall Survival (OS) Blood (e-Letter)

Kohrt HE, Patel S, Ho M, Owen T, Majeti R, Gotlib JR, Coutre SE, Medeiros BC, Alizadeh AA.
2010; 113 (1): 28-36

Therapeutic Antibody Targeting of CD47 Synergizes with Rituximab to Completely Eradicate Human B-Cell Lymphoma Xenografts 57st
Annual Meeting and Exposition of the American-Society-of-Hematology

Chao, M. P, Alizadeh, A. A, Tang, C. Z., Myklebust, J. H., Varghese, B., Jan, M., Levy, R., Weissman, I. L., Majeti, R.
AMER SOC HEMATOLOGY.2009: 1063-64

High Risk of Early Mortality in Adult Patients with Acquired Hemophagocytic Lymphohistiocytosis.
Logan, A. C,, Su, R., George, T. I, Kohrt, H. E., Medeiros, B. C., Alizadeh, A. A.
AMER SOC HEMATOLOGY.2009: 554

Gene Expression Signature of Host Inmune Response Is Predictive of Follicular Lymphoma Patient Survival in Independent Cohorts, and
Correlates with Transformation to Diffuse Large B-Cell Lymphoma. 57st Annual Meeting and Exposition of the American-Society-of-Hematology

Alizadeh, A. A., Gentles, A. J., Plevritis, S. K., Levy, R.
AMER SOC HEMATOLOGY.2009: 1153-53

Prediction of Survival in Diffuse Large B-Cell Lymphoma Based On the Expression of Two Genes: Integration of Tumor and
Microenvironment Contributions 57st Annual Meeting and Exposition of the American-Society-of-Hematology

Alizadeh, A. A, Gentles, A. J., Alencar, A. J., Kohrt, H. E., Houot, R., Talreja, N., Shyam, R., Natkunam, Y., Gascoyne, R. D., Briones, J., Advani, R.,
Lossos, I. S., Levy, et al

AMER SOC HEMATOLOGY.2009: 258-58
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Is Time of the Essence in Adult Acute Myeloid Leukemia (AML)? Time to Blast Clearance and Time to Induction Therapy Fail to Predict
Overall Survival (0S). 57st Annual Meeting and Exposition of the American-Society-of-Hematology

Kohrt, H. E., Patel, S., Ho, M., Owen, T., Majeti, R., Gotlib, J. R., Coutre, S., Medeiros, B. C., Alizadeh, A. A.
AMER SOC HEMATOLOGY.2009: 646-47

Early Mortality in Acute Promyelocytic Leukemia May Be Higher Than Previously Reported. 571st Annual Meeting and Exposition of the
American-Society-of-Hematology

Alizadeh, A. A., McClellan, J. S., Gotlib, J. R., Coutre, S., Majeti, R., Kohrt, H. E., Medeiros, B. C.
AMER SOC HEMATOLOGY.2009: 420-21

A Subpopulation of Follicular Lymphoma Tumor Infiltrating T Cells Shows Suppressed Common Gamma Chain Cytokine Signaling 57st
Annual Meeting and Exposition of the American-Society-of-Hematology

Myklebust, J. H., Irish, J. M., Houot, R., Brody, J., Czerwinski, D. K., Alizadeh, A. A., Kolstad, A., Levy, R.
AMER SOC HEMATOLOGY.2009: 316-16

Therapeutic Potential of Anti-CD137 Antibody in Lymphoma 517st Annual Meeting and Exposition of the American-Society-of-Hematology
Houot, R., Goldstein, M. J., Kohrt, H. E., Myklebust, J. H., Alizadeh, A. A, Lin, J. T., Irish, J. M., Torchia, J. A., Kolstad, A., Chen, L., Levy, R.
AMER SOC HEMATOLOGY.2009: 301-2

Therapeutic effect of CD137 immunomodulation in lymphoma and its enhancement by T-reg depletion BLOOD
Houot, R., Goldstein, M. J., Kohrt, H. E., Myklebust, J. H., Alizadeh, A. A, Lin, J. T., Irish, J. M., Torchia, J. A., Kolstad, A., Chen, L., Levy, R.
2009; 114 (16): 3431-3438

CDA47 IS AN ADVERSE PROGNOSTIC FACTOR IN NON-HODGKIN LYMPHOMA AND A THERAPEUTIC ANTIBODY TARGET THAT
SYNERGIZES WITH RITUXIMAB 38th Annual Scientific Meeting of the ISEH-Society-for-Hematology-and-Stem-Cells

Chao, M. P, Alizadeh, A., Tang, C. Z., Jan, M., Levy, R., Majeti, R., Weissman, I. L.
ELSEVIER SCIENCE INC.2009: S8-S9

CDA47 Is an Adverse Prognostic Factor and Therapeutic Antibody Target on Human Acute Myeloid Leukemia Stem Cells CELL
Majeti, R., Chao, M. P., Alizadeh, A. A., Pang, W. W., Jaiswal, S., Gibbs, K. D., van Rooijen, N., Weissman, I. L.
2009; 138 (2): 286-299

A stem cell-like signature predicts histological transformation and influences survival in follicular lymphoma patients
Gentles, A., Alizadeh, A., Lee, S., Shahbaba, B., Shachaf, C., Levy, R., Koller, D., Plevritis, S.
AMER ASSOC CANCER RESEARCH.2009

A pluripotency signature predicts histological transformation and influences survival in follicular lymphoma patients Blood
Gentles AJ**, Alizadeh AA** (contributed equally), Lee S, Myklebust JH, Shachaf CM, Shahbaba B, Levy R, Koller D, Plevritis SK.
2009

Evaluation and management of angioimmunoblastic T-cell ymphoma: a review of current approaches and future strategies. Clinical
advances in hematology & oncology : H&O

Alizadeh, A. A., Advani, R. H.
2008; 6 (12): 899-909

CDA47 Is An Independent Prognostic Factor and Therapeutic Antibody Target on Human Acute Myeloid Leukemia Stem Cells 50th Annual
Meeting of the American-Society-of-Hematology/ASH/ASCO Joint Symposium

Majeti, R., Chao, M. P., Alizadeh, A. A., Pang, W. W., Weissman, |I. L.
AMER SOC HEMATOLOGY.2008: 284-84

LMO2 Protein Expression Predicts Survival in Patients with Diffuse Large B-Cell Lymphoma Treated with Inmunochemotherapy (RCHOP):
A Multicenter Validation Study. 50th Annual Meeting of the American-Society-of-Hematology/ASH/ASCO Joint Symposium

Advani, R., Talreja, N., Tibshirani, R., Zhao, S., Alizadeh, A., Briones, J., Bordes, R., Cohen, J., Horning, S., Levy, R., Lossos, I. S., Natkunam, Y.
AMER SOC HEMATOLOGY.2008: 1291-91

Double trouble in follicular lymphoma: A rare and unusual synergy of oncogenes in the germinal center LEUKEMIA & LYMPHOMA
Alizadeh, A. A., Lossos, I. S.
2008; 49 (3): 377-380

Diagnosis of a critical respiratory illness caused by human metapneumovirus by use of a pan-virus microarray JOURNAL OF CLINICAL
MICROBIOLOGY
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Cell-type specific gene expression profiles of leukocytes in human peripheral blood BMC GENOMICS
Palmer, C., Diehn, M., Alizadeh, A. A., Brown, P. O.
2006; 7

Distinct IL-4-induced gene expression, proliferation, and intracellular signaling in germinal center B-cell-like and activated B-cell-like
diffuse large-cell lymphomas BLOOD

Lu, X. Q., Nechushtan, H., Ding, F. Y., Rosado, M. F., Singal, R., Alizadeh, A. A,, Lossos, |. S.
2005; 105 (7): 2924-2932

Distinct IL-4 intracellular signaling in germinal center B-cell like and activated B-cell like diffuse large B-cell ymphoma: Novel
opportunities for therapeutic interventions.

Lossos, I. S., Lu, X. Q., Ding, F. Y., Rosado, M., Alizadeh, A. A., Nechushtan, H.
AMER SOC HEMATOLOGY.2004: 73A-74A

AID is expressed in germinal center B-cell-like and activated B-cell-like diffuse large-cell ymphomas and is not correlated with intraclonal
heterogeneity LEUKEMIA

Lossos, I. S., Levy, R., Alizadeh, A. A.
2004; 18 (11): 1775-1779

Fludarabine treatment of patients with chronic lymphocytic leukemia induces a p53-dependent gene expression response BLOOD

Rosenwald, A., Chuang, E. Y., Davis, R. E., Wiestner, A., Alizadeh, A. A., Arthur, D. C., Mitchell, J. B., Marti, G. E., Fowler, D. H., Wilson, W. H.,
Staudt, L. M.

2004; 104 (5): 1428-1434

Prediction of survival in diffuse large-B-cell ymphoma based on the expression of six genes NEW ENGLAND JOURNAL OF MEDICINE
Lossos, I. S., Czerwinski, D. K., Alizadeh, A. A., Wechser, M. A., Tibshirani, R., Botstein, D., Levy, R.
2004; 350 (18): 1828-1837

Gene expression signature of fibroblast serum response predicts human cancer progression: similarities between tumors and
wounds. PLoS biology

Chang, H. Y., Sneddon, J. B., Alizadeh, A. A., Sood, R., West, R. B., Montgomery, K., Chi, J., van de Rijn, M., Botstein, D., Brown, P. O.
2004; 2 (2): E7-?

Fibroblast-like synoviocytes derived from patients with rheumatoid arthritis show the imprint of synovial tissue heterogeneity: evidence
for the existence of distinctive pathways relevant to disease

Kasperkovitz, P., Verbeet, N. L., Smeets, T., Tak, P. P., Huizinga, T., Baltus, B., Timmer, T., Pieterman, E., Fero, M., Firestein, G. S., Alizadeh, A. A.,
van der Pouw Kraan, T. C., Verweij, et al
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Gene expression signature of fibroblast serum response predicts human cancer progression: Similarities between tumors and
wounds PLOS BIOLOGY

Chang, H. Y., Sneddon, J. B., Alizadeh, A. A., Sood, R., West, R. B., Montgomery, K., Chi, J. T., van de Rijn, M., Botstein, D., Brown, P. O.
2004; 2 (2): 206-214

Role of interleukin 6 in myocardial dysfunction of meningococcal septic shock LANCET

Pathan, N., Hemingway, C. A., Alizadeh, A. A, Stephens, A. C., Boldrick, J. C., Oragui, E. E., McCabe, C., Welch, S. B., Whitney, A., O'Gara, P.,
Nadel, S., Relman, D. A., Harding, et al
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Prediction of survival in diffuse large B-Cell lymphoma (DLBCL) based on the expression of six genes.
Lossos, L. S., Czerwinski, D., Tibshirani, R., Wechser, M., Alizadeh, A. A, Botstein, D., Levy, R.
AMER SOC HEMATOLOGY.2003: 391A

T cell receptor-independent basal signaling via Erk and Abl kinases suppresses RAG gene expression PLOS BIOLOGY
Roose, J. P., Diehn, M., Tomlinson, M. G., Lin, J., Alizadeh, A. A., Botstein, D., Brown, P. O., Weiss, A.
2003; 1 (2): 271-287

T cell receptor-independent basal signaling via Erk and Abl kinases suppresses RAG gene expression. PLoS biology
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Rheumatoid arthritis is a heterogeneous disease - Evidence for differences in the activation of the STAT-1 pathway between rheumatoid
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2003; 101 (8): 3109-3117
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Whitney, A. R., Diehn, M., Popper, S. J., Alizadeh, A. A., Boldrick, J. C., Relman, D. A., Brown, P. O.
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Molecular heterogeneity in acute renal allograft rejection identified by DNA microarray profiling N Engl J Med
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Comparison of molecular abnormalities in bronchial brushings and tumor touch preps: The potential use of fluorescence in situ
hybridization (FISH) as a predictive marker in early stage lung carcinomas

Barkan, G. A., Caraway, N. P., Zaidi, T., Alizadeh, A., Johnston, D., Jiang, F., Katz, R. L.
NATURE PUBLISHING GROUP.2003: 59A

SOURCE: a unified genomic resource of functional annotations, ontologies, and gene expression data NUCLEIC ACIDS RESEARCH

Diehn, M., Sherlock, G., Binkley, G., Jin, H., Matese, J. C., Hernandez-Boussard, T., Rees, C. A., Cherry, J. M., Botstein, D., Brown, P. O., Alizadeh,
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Caspase-12 expression is markedly reduced in NF-E2(-/-)megakaryocytes and caspase-12(-/-) platelets exhibit a defect in integrin alpha llb
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