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Bio

ACADEMIC APPOINTMENTS
• Professor, Medicine

• Member, Bio-X

• Member, Cardiovascular Institute

• Member, Wu Tsai Human Performance Alliance

• Member, Maternal & Child Health Research Institute (MCHRI)

• Member, Stanford Medicine Children’s Health Center for IBD and Celiac Disease

ADMINISTRATIVE APPOINTMENTS
• Assistant Professor, Institute for Immunity, Transplantation and Infection, (2014- present)

Research & Scholarship

CLINICAL TRIALS
• Longitudinal Gene Expression Profiling in Adults After Traumatic Injury, Not Recruiting

Teaching

COURSES
2025-26

• Emerging Topics in Computational Immunology: IMMUNOL 312 (Sum)

2023-24

• Emerging Topics in Computational Immunology: IMMUNOL 312 (Sum)

2022-23

• Seminars in Computational and Systems Immunology: IMMUNOL 310 (Sum)
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STANFORD ADVISEES
Doctoral Dissertation Reader (AC)

Filipe Araujo Hoffmann, Humza Khan

Postdoctoral Faculty Sponsor

Caroline Duncombe

Doctoral Dissertation Advisor (AC)

Isha Arora, Jeanna Enriquez, Ania Howley, Evan Maestri, Holly McCann, Chris Geo Provido

Master's Program Advisor

Loran Baxter Mercado, Spencer Cha, Helen Sun

GRADUATE AND FELLOWSHIP PROGRAM AFFILIATIONS
• Biomedical Data Science (Phd Program)

• Immunology (Phd Program)

Publications

PUBLICATIONS

• CRITICAL CARE IMMUNE DYSREGULATION FRAMEWORK DIFFERENTIATES SEPTIC AND CARDIOGENIC SHOCK
Ghaffari, K., Moore, A., Sanchez, P., Rogers, A., Khatri, P.
LIPPINCOTT WILLIAMS & WILKINS.2026

• Author Correction: Combined inhibition of BET family proteins and histone deacetylases as a potential epigenetics-based therapy for
pancreatic ductal adenocarcinoma. Nature medicine
Mazur, P. K., Herner, A., Mello, S. S., Wirth, M., Hausmann, S., Sánchez-Rivera, F. J., Lofgren, S. M., Kuschma, T., Hahn, S. A., Vangala, D.,
Trajkovic-Arsic, M., Gupta, A., Heid, et al
2026

• Compact RNA sensors for increasingly complex functions of multiple inputs. Nature chemistry
Choe, C. A., Andreasson, J. O., Melaine, F., Kladwang, W., Wu, M. J., Portela, F., Wellington-Oguri, R., Nicol, J. J., Wayment-Steele, H. K., Gotrik,
M., Khatri, P., Greenleaf, W. J., Das, et al
2025

• International multi-cohort analysis identifies novel framework for quantifying immune dysregulation in sepsis with prognostic and
therapeutic significance
Moore, A. R., Zheng, H., Ganesan, A., Hasin-Brumshtein, Y., Sweeney, T. E., Rogers, A. J., Khatri, P.
OXFORD UNIV PRESS.2025: 75-76

• Cross-tissue single-cell landscape of neutrophil heterogeneity and immunity in health and disease
Zheng, H., Maestri, E., Ganesan, A., Moore, A. R., Enriquez, J., Khatri, P.
OXFORD UNIV PRESS.2025

• Multi-cohort single-cell transcriptomic analysis reveals conserved endotypes of lupus
Maestri, E., Zheng, H., Khatri, P.
OXFORD UNIV PRESS.2025

• A natural adjuvant underlies vaccine response variability in humans
Chen, G., Sola, E., Mohsin, A., Grant, P., Shen-Orr, S. S., Maecker, H. T., Khatri, P., Davis, M. M.
OXFORD UNIV PRESS.2025

• Author Correction: A consensus immune dysregulation framework for sepsis and critical illnesses. Nature medicine
Moore, A. R., Zheng, H., Ganesan, A., Hasin-Brumshtein, Y., Maddali, M. V., Levitt, J. E., van der Poll, T., Lu, J., Bouma, H. R., Scicluna, B. P.,
Giamarellos-Bourboulis, E. J., Kotsaki, A., Martin-Loeches, et al
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2025

• Targeting IL6-Edn1-FoxO1 axis enables lung growth in mechanically ventilated newborn mice. The European respiratory journal
Hirani, D., Selle, J., Wagde, V., Klymenko, O., Kuiper-Makris, C., Danopoulos, S., Donato, M., Preuss, S., Preuss, M., Mujahid, S., Vohlen, C., Wulf,
K., van Koningsbruggen-Rietschel, et al
2025

• Clinical validation of an AI-based blood testing device for diagnosis and prognosis of acute infection and sepsis. Nature medicine
Liesenfeld, O., Arora, S., Aufderheide, T. P., Clements, C. M., DeVos, E., Fischer, M., Giamarellos-Bourboulis, E. J., House, S., Humphries, R. L.,
Gill, J. K., Liu, E., Mace, S. E., May, et al
2025

• A consensus immune dysregulation framework for sepsis and critical illnesses. Nature medicine
Moore, A. R., Zheng, H., Ganesan, A., Hasin-Brumshtein, Y., Maddali, M. V., Levitt, J. E., van der Poll, T., Lu, J., Bouma, H. R., Scicluna, B. P.,
Giamarellos-Bourboulis, E. J., Kotsaki, A., Martin-Loeches, et al
2025

• A consensus blood transcriptomic framework for sepsis. Nature medicine
Scicluna, B. P., Cano-Gamez, K., Burnham, K. L., Davenport, E. E., Moore, A. R., Khan, S., Hinds, C. J., Cremer, O. L., Khatri, P., Sweeney, T. E.,
Knight, J. C., van der Poll, T.
2025

• Normal Treg homeostasis and suppressive function require both FOXP1 and FOXP4. JCI insight
Dong, D., Sindhava, V. J., Ganesan, A., Naradikian, M. S., Stephen, T. L., Frisch, A., Valentine, K. M., Buza, E., Wiehagen, K. R., Cancro, M. P.,
Morrisey, E. E., Tucker, H., Hoyer, et al
2025

• Multi-cohort analysis identifies a blood-based immune transcriptomic signature for early lung cancer detection. NPJ precision oncology
Zheng, H., Rao, A. M., Ganesan, A., Soh, H. T., Ponder, B. A., Rintoul, R. C., Khatri, P.
2025; 9 (1): 246

• 29-mRNA host response signatures for classification of bacterial infection, viral infection and disease progression in COVID-19
pneumonia: a post hoc analysis of the SAVE-MORE randomized clinical trial. Intensive care medicine experimental
Kyriazopoulou, E., Kotsaki, A., Safarika, A., Poulakou, G., Milionis, H., Metallidis, S., Adamis, G., Fragkou, A., Rapti, A., Del Vecchio, P.,
Kalomenidis, I., Kitzoglou, D., Angheben, et al
2025; 13 (1): 67

• A conserved immune dysregulation signature is associated with infection severity, risk factors prior to infection, and treatment
response. Immunity
Ganesan, A., Moore, A. R., Zheng, H., Toh, J., Freedman, M., Magis, A. T., Heath, J. R., Khatri, P.
2025

• scMetaIntegrator: a meta-analysis approach to paired single-cell differential expression analysis. bioRxiv : the preprint server for biology
Ratnasiri, K., Mach, S. N., Blish, C. A., Khatri, P.
2025

• Distinct type I and II interferon responses direct cortical and medullary thymic epithelial cell development. Science immunology
Mohammed, A., Wang, W., Arreola, M., Solomon, B. D., Slepicka, P. F., Hubka, K. M., Nguyen, H. D., Zheng, Z., Chavez, M. G., Yeh, C. Y., Kim, D.
K., Ma, M. R., Martin, et al
2025; 10 (107): eado4720

• Age-dependent cytokine surge in blood precedes cancer diagnosis. Proceedings of the National Academy of Sciences of the United States of
America
Chen, G., Mohsin, A., Zheng, H., Rosenberg-Hasson, Y., Padilla, C., Sarin, K. Y., Dekker, C. L., Grant, P., Maecker, H. T., Lu, Y., Furman, D., Shen-
Orr, S., Khatri, et al
2025; 122 (12): e2420502122

• A 29-MRNA HOST RESPONSE TEST REDUCES FALSE NEGATIVES AND ACCURATELY PREDICTS INFECTION SEVERITY
Damaraju, N., Mayhew, M., Hasin-Brumshtein, Y., Buturovic, L., Khatri, P.
LIPPINCOTT WILLIAMS & WILKINS.2025
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• SEVERE OR MILD TRANSCRIPTOMIC SCORE IS CONSERVED IN INFECTIOUS AND NONINFECTIOUS CRITICAL ILLNESS
Ganesan, A., Moore, A., Zheng, H., Freedman, M., Rogers, A., Khatri, P.
LIPPINCOTT WILLIAMS & WILKINS.2025

• MULTI-COHORT ANALYSIS IDENTIFIES CONSENSUS SEPSIS CLUSTERS WITH PROGNOSTIC AND THERAPEUTIC RELEVANCE
Moore, A., Zheng, H., Ganesan, A., Hasin-Brumshtein, Y., van der Poll, T., Scicluna, B., Giamarellos-Bourboulis, E., Martin-Loeches, I., Rothman, R.,
Atreya, M., Moldawer, L., Marcela, K., Karvunidis, et al
LIPPINCOTT WILLIAMS & WILKINS.2025

• Multicohort Analysis of Bronchial Epithelial Cell Expression in Healthy Subjects and Patients with Asthma Reveals Four Clinically Distinct
Clusters. American journal of respiratory cell and molecular biology
Lee, I., Ganesan, A., Kalesinskas, L., Zheng, H., Ahn, H. C., Christenson, S., Erzurum, S. C., Zein, J., Bleecker, E. R., Meyers, D. A., Castro, M.,
Fahy, J. V., Israel, et al
2024

• Multi-modal analysis reveals tumor and immune features distinguishing EBV-positive and EBV-negative post-transplant
lymphoproliferative disorders. Cell reports. Medicine
Toh, J., Reitsma, A. J., Tajima, T., Younes, S. F., Ezeiruaku, C., Jenkins, K. C., Peña, J. K., Zhao, S., Wang, X., Lee, E. Y., Glass, M. C., Kalesinskas,
L., Ganesan, et al
2024: 101851

• Impact of air pollution exposure on cytokines and histone modification profiles at single-cell levels during pregnancy. Science advances
Jung, Y. S., Aguilera, J., Kaushik, A., Ha, J. W., Cansdale, S., Yang, E., Ahmed, R., Lurmann, F., Lutzker, L., Hammond, S. K., Balmes, J., Noth, E.,
Burt, et al
2024; 10 (48): eadp5227

• International multi-cohort analysis identifies novel framework for quantifying immune dysregulation in critical illness: results of the
SUBSPACE consortium. bioRxiv : the preprint server for biology
Moore, A. R., Zheng, H., Ganesan, A., Hasin-Brumshtein, Y., Maddali, M. V., Levitt, J. E., van der Poll, T., Scicluna, B. P., Giamarellos-Bourboulis, E.
J., Kotsaki, A., Martin-Loeches, I., Garduno, A., Rothman, et al
2024

• Sialylated IgG induces the transcription factor REST in alveolar macrophages to protect against lung inflammation and severe influenza
disease. Immunity
Chakraborty, S., Cheng, B. Y., Edwards, D. L., Gonzalez, J. C., Chiu, D. K., Zheng, H., Scallan, C., Guo, X., Tan, G. S., Coffey, G. P., Conley, P. B.,
Hume, P. S., Janssen, et al
2024

• Causal inference can lead us to modifiable mechanisms and informative archetypes in sepsis. Intensive care medicine
Baillie, J. K., Angus, D., Burnham, K., Calandra, T., Calfee, C., Gutteridge, A., Hacohen, N., Khatri, P., Langley, R., Ma'ayan, A., Marshall, J.,
Maslove, D., Prescott, et al
2024

• Clustering of clinical symptoms using large language models reveals low diagnostic specificity of proposed alternatives to consensus
mast cell activation syndrome criteria. The Journal of allergy and clinical immunology
Solomon, B. D., Khatri, P.
2024

• Author Correction: Specific CD4+ T cell phenotypes associate with bacterial control in people who 'resist' infection with Mycobacterium
tuberculosis. Nature immunology
Sun, M., Phan, J. M., Kieswetter, N. S., Huang, H., Yu, K. K., Smith, M. T., Liu, Y. E., Wang, C., Gupta, S., Obermoser, G., Maecker, H. T., Krishnan,
A., Suresh, et al
2024

• Clinical immunity to malaria involves epigenetic reprogramming of innate immune cells. PNAS nexus
Nideffer, J., Ty, M., Donato, M., John, R., Kajubi, R., Ji, X., Nankya, F., Musinguzi, K., Press, K. D., Yang, N., Camanag, K., Greenhouse, B., Kamya,
et al
2024; 3 (8): pgae325

• Identification and transcriptomic assessment of latent profile pediatric septic shock phenotypes. Critical care (London, England)
Atreya, M. R., Huang, M., Moore, A. R., Zheng, H., Hasin-Brumshtein, Y., Fitzgerald, J. C., Weiss, S. L., Cvijanovich, N. Z., Bigham, M. T., Jain, P. N.,
Schwarz, A. J., Lutfi, R., Nowak, et al
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2024; 28 (1): 246

• Specific CD4+ T cell phenotypes associate with bacterial control in people who 'resist' infection with Mycobacterium tuberculosis. Nature
immunology
Sun, M., Phan, J. M., Kieswetter, N. S., Huang, H., Yu, K. K., Smith, M. T., Liu, Y. E., Wang, C., Gupta, S., Obermoser, G., Maecker, H. T., Krishnan,
A., Suresh, et al
2024

• Author Correction: Combined inhibition of BET family proteins and histone deacetylases as a potential epigenetics-based therapy for
pancreatic ductal adenocarcinoma. Nature medicine
Mazur, P. K., Herner, A., Mello, S. S., Wirth, M., Hausmann, S., Sánchez-Rivera, F. J., Lofgren, S. M., Kuschma, T., Hahn, S. A., Vangala, D.,
Trajkovic-Arsic, M., Gupta, A., Heid, et al
2024

• Altered T cell phenotypes in M. tuberculosis 'resisters' correlated with bacterial control
Sun, M., Phan, J., Kieswetter, N., Yu, K., Smith, M., Huang, H., Liu, Y., Gupta, S., Obermoser, G., Maecker, H., Krishnan, A., Suresh, S., Rieck, et al
AMER ASSOC IMMUNOLOGISTS.2024

• 42-gene Severe-or-Mild (SOM) gene expression signature is conserved across viral and bacterial infections and originates from
developing neutrophils
Moore, A., Freedman, M., Zheng, H., Ganesan, A., Rogers, A., Khatri, P.
AMER ASSOC IMMUNOLOGISTS.2024

• Cross-tissue single-cell landscape of neutrophil heterogeneity and immunity in health and disease
Zheng, H., Maestri, E., Khatri, P.
AMER ASSOC IMMUNOLOGISTS.2024

• Transitions of blood immune endotypes and improved outcome by anakinra in COVID-19 pneumonia: an analysis of the SAVE-MORE
randomized controlled trial. Critical care (London, England)
Kyriazopoulou, E., Hasin-Brumshtein, Y., Midic, U., Poulakou, G., Milionis, H., Metallidis, S., Astriti, M., Fragkou, A., Rapti, A., Taddei, E.,
Kalomenidis, I., Chrysos, G., Angheben, et al
2024; 28 (1): 73

• Impaired innate and adaptive immune responses to BNT162b2 SARS-CoV-2 vaccination in systemic lupus erythematosus. JCI insight
Sarin, K. Y., Zheng, H., Chaichian, Y., Arunachalam, P. S., Swaminathan, G., Eschholz, A., Gao, F., Wirz, O. F., Lam, B., Yang, E., Lee, L. W., Feng,
A., Lewis, et al
2024; 9 (5)

• Integrative systems biology reveals NKG2A-biased immune responses correlate with protection in infectious disease, autoimmune
disease, and cancer. Cell reports
Chen, D. G., Xie, J., Choi, J., Ng, R. H., Zhang, R., Li, S., Edmark, R., Zheng, H., Solomon, B., Campbell, K. M., Medina, E., Ribas, A., Khatri, et al
2024; 43 (3): 113872

• Corrigendum: Advances and potential of omics studies for understanding the development of food allergy. Frontiers in allergy
Sindher, S. B., Chin, A. R., Aghaeepour, N., Prince, L., Maecker, H., Shaw, G. M., Stevenson, D., Nadeau, K. C., Snyder, M., Khatri, P., Boyd, S. D.,
Winn, V. D., Angst, et al
2024; 5: 1373485

• Air Pollution and Pregnancy: Insights into Immune Response, Histone Modifications, and Cytokine Signatures
Jung, Y., Ha, J., Aguilera, J., Kaushik, A., Cansdale, S., Yang, E., Dermadi, D., Lurmann, F., Lutzker, L., Hammond, K., Balmes, J., Noth, E., Eisen, et
al
MOSBY-ELSEVIER.2024: AB370

• Systems immunology of transcriptional responses to viral infection identifies conserved antiviral pathways across macaques and
humans. Cell reports
Ratnasiri, K., Zheng, H., Toh, J., Yao, Z., Duran, V., Donato, M., Roederer, M., Kamath, M., Todd, J. M., Gagne, M., Foulds, K. E., Francica, J. R.,
Corbett, et al
2024; 43 (2): 113706

• Compact RNA sensors for increasingly complex functions of multiple inputs. bioRxiv : the preprint server for biology
Choe, C., Andreasson, J. O., Melaine, F., Kladwang, W., Wu, M. J., Portela, F., Wellington-Oguri, R., Nicol, J. J., Wayment-Steele, H. K., Gotrik, M.,
Participants, E., Khatri, P., Greenleaf, et al
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2024

• Structured Knowledge Base Enhances Effective Use of Large Language Models for Metadata Curation. AMIA ... Annual Symposium
proceedings. AMIA Symposium
Sundaram, S. S., Solomon, B., Khatri, A., Laumas, A., Khatri, P., Musen, M. A.
2024; 2024: 1050-1058

• Derivation, validation, and transcriptomic assessment of pediatric septic shock phenotypes identified through latent profile analyses:
Results from a prospective multi-center observational cohort. Research square
Atreya, M. R., Huang, M., Moore, A. R., Zheng, H., Hasin-Brumshtein, Y., Fitzgerald, J. C., Weiss, S. L., Cvijanovich, N. Z., Bigham, M. T., Jain, P. N.,
Schwarz, A. J., Lutfi, R., Nowak, et al
2023

• Epigenetic Profiling of PTPN11 Mutant JMML Hematopoietic Stem and Progenitor Cells Reveals an Aberrant Histone Landscape. Cancers
Sinha, R., Dvorak, M., Ganesan, A., Kalesinskas, L., Niemeyer, C. M., Flotho, C., Sakamoto, K. M., Lacayo, N., Patil, R. V., Perriman, R., Cepika, A.
M., Liu, Y. L., Kuo, et al
2023; 15 (21)

• An NKG2A biased immune response confers protection for infection, autoimmune disease, and cancer. Research square
Heath, J., Chen, D., Xie, J., Choi, J., Ng, R., Zhang, R., Li, S., Edmark, R., Zheng, H., Solomon, B., Campbell, K., Medina, E., Ribas, et al
2023

• Signature-driven repurposing of Midostaurin for combination with MEK1/2 and KRASG12C inhibitors in lung cancer. Nature
communications
Macaya, I., Roman, M., Welch, C., Entrialgo-Cadierno, R., Salmon, M., Santos, A., Feliu, I., Kovalski, J., Lopez, I., Rodriguez-Remirez, M., Palomino-
Echeverria, S., Lonfgren, S. M., Ferrero, et al
2023; 14 (1): 6332

• Multi-omics analysis of mucosal and systemic immunity to SARS-CoV-2 after birth. Cell
Wimmers, F., Burrell, A. R., Feng, Y., Zheng, H., Arunachalam, P. S., Hu, M., Spranger, S., Nyhoff, L. E., Joshi, D., Trisal, M., Awasthi, M., Bellusci,
L., Ashraf, et al
2023

• A machine learning classifier using 33 host immune response mRNAs accurately distinguishes viral and non-viral acute respiratory
illnesses in nasal swab samples. Genome medicine
Pandya, R., He, Y. D., Sweeney, T. E., Hasin-Brumshtein, Y., Khatri, P.
2023; 15 (1): 64

• Ancestry-based differences in the immune phenotype are associated with lupus activity. JCI insight
Slight-Webb, S., Thomas, K., Smith, M., Wagner, C. A., Macwana, S., Bylinska, A., Donato, M., Dvorak, M., Chang, S. E., Kuo, A., Cheung, P.,
Kalesinskas, L., Ganesan, et al
2023; 8 (16)

• RUNX1 loss renders hematopoietic and leukemic cells dependent on interleukin-3 and sensitive to JAK inhibition. The Journal of clinical
investigation
Fan, A. C., Nakauchi, Y., Bai, L., Azizi, A., Nuno, K. A., Zhao, F., Köhnke, T., Karigane, D., Cruz-Hernandez, D., Reinisch, A., Khatri, P., Majeti, R.
2023

• Blood transcriptional correlates of BCG-induced protection against tuberculosis in rhesus macaques. Cell reports. Medicine
Liu, Y. E., Darrah, P. A., Zeppa, J. J., Kamath, M., Laboune, F., Douek, D. C., Maiello, P., Roederer, M., Flynn, J. L., Seder, R. A., Khatri, P.
2023: 101096

• Addendum: Systems vaccinology of the BNT162b2 mRNA vaccine in humans. Nature
Arunachalam, P. S., Scott, M. K., Hagan, T., Li, C., Feng, Y., Wimmers, F., Grigoryan, L., Trisal, M., Edara, V. V., Lai, L., Chang, S. E., Feng, A.,
Dhingra, et al
2023

• Advances and potential of omics studies for understanding the development of food allergy. Frontiers in allergy
Sindher, S. B., Chin, A. R., Aghaeepour, N., Prince, L., Maecker, H., Shaw, G. M., Stevenson, D. K., Nadeau, K. C., Snyder, M., Khatri, P., Boyd, S.
D., Winn, V. D., Angst, et al
2023; 4: 1149008
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• The impacts of ambient air pollution exposure during pregnancy on maternal and neonatal inflammatory biomarkers
Ha, J., Aguilera, J., Jung, Y., Cansdale, S., Lurmann, F., Lutzker, L., Hammond, K., Balmes, J., Noth, E., Eisen, E., Aghaeepour, N., Shaw, G.,
Waldrop, et al
MOSBY-ELSEVIER.2023: AB119

• Malaria-driven expansion of adaptive-like functional CD56-negative NK cells correlates with clinical immunity to malaria. Science
translational medicine
Ty, M., Sun, S., Callaway, P. C., Rek, J., Press, K. D., van der Ploeg, K., Nideffer, J., Hu, Z., Klemm, S., Greenleaf, W., Donato, M., Tukwasibwe, S.,
Arinaitwe, et al
2023; 15 (680): eadd9012

• Multi-site validation of a host response signature for predicting likelihood of bacterial and viral infections in patients with suspected
influenza. European journal of clinical investigation
Shojaei, M., Chen, U., Midic, U., Thair, S., Teoh, S., McLean, A., Sweeney, T. E., Thompson, M., Liesenfeld, O., Khatri, P., Tang, B.
2023: e13957

• Inferring direction of associations between histone modifications using a neural processes-based framework. iScience
Ganesan, A., Dermadi, D., Kalesinskas, L., Donato, M., Sowers, R., Utz, P. J., Khatri, P.
2023; 26 (1): 105756

• Characterising the autoantibody repertoire in systemic sclerosis following myeloablative haematopoietic stem cell transplantation. Annals
of the rheumatic diseases
Ayoglu, B., Donato, M., Furst, D. E., Crofford, L. J., Goldmuntz, E., Keyes-Elstein, L., James, J., Macwana, S., Mayes, M. D., McSweeney, P., Nash,
R. A., Sullivan, K. M., Welch, et al
2023

• Lamc2 Regulates Key Transcriptional and Targetable Effectors to Support Pancreatic Cancer Growth. Clinical cancer research : an official
journal of the American Association for Cancer Research
Erice, O., Narayanan, S., Feliu, I., Entrialgo-Cadierno, R., Malinova, A., Vicentini, C., Guruceaga, E., Delfino, P., Trajkovic-Arsic, M., Moreno, H.,
Valencia, K., Blanco, E., Macaya, et al
2023

• Prediction of HLA genotypes from single-cell transcriptome data. Frontiers in immunology
Solomon, B. D., Zheng, H., Dillon, L. W., Goldman, J. D., Hourigan, C. S., Heath, J. R., Khatri, P.
2023; 14: 1146826

• Mass-cytometry-based quantitation of global histone post-translational modifications at single-cell resolution across peripheral immune
cells in IBD. Journal of Crohn's & colitis
Bai, L., Dermadi, D., Kalesinskas, L., Dvorak, M., Chang, S. E., Ganesan, A., Rubin, S. J., Kuo, A., Cheung, P., Donato, M., Utz, P. J., Habtezion, A.,
Khatri, et al
2022

• A robust host-response-based signature distinguishes bacterial and viral infections across diverse global populations. Cell reports.
Medicine
Rao, A. M., Popper, S. J., Gupta, S., Davong, V., Vaidya, K., Chanthongthip, A., Dittrich, S., Robinson, M. T., Vongsouvath, M., Mayxay, M.,
Nawtaisong, P., Karmacharya, B., Thair, et al
2022; 3 (12): 100842

• Single-cell RNA-seq methods to interrogate virus-host interactions. Seminars in immunopathology
Ratnasiri, K., Wilk, A. J., Lee, M. J., Khatri, P., Blish, C. A.
2022

• Programmable antivirals targeting critical conserved viral RNA secondary structures from influenza A virus and SARS-CoV-2. Nature
medicine
Hagey, R. J., Elazar, M., Pham, E. A., Tian, S., Ben-Avi, L., Bernardin-Souibgui, C., Yee, M. F., Moreira, F. R., Rabinovitch, M. V., Meganck, R. M.,
Fram, B., Beck, A., Gibson, et al
2022

• Rapid GPR183-mediated recruitment of eosinophils to the lung after Mycobacterium tuberculosis infection. Cell reports
Bohrer, A. C., Castro, E., Tocheny, C. E., Assmann, M., Schwarz, B., Bohrnsen, E., Makiya, M. A., Legrand, F., Hilligan, K. L., Baker, P. J., Torres-
Juarez, F., Hu, Z., Ma, et al
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2022; 40 (4): 111144

• Increasing reproducibility, robustness, and generalizability of biomarker selection from meta-analysis using Bayesian methodology. PLoS
computational biology
Kalesinskas, L., Gupta, S., Khatri, P.
2022; 18 (6): e1010260

• Host protease activity classifies pneumonia etiology. Proceedings of the National Academy of Sciences of the United States of America
Anahtar, M., Chan, L. W., Ko, H., Rao, A., Soleimany, A. P., Khatri, P., Bhatia, S. N.
2022; 119 (25): e2121778119

• An 8-gene machine learning model improves clinical prediction of severe dengue progression. Genome medicine
Liu, Y. E., Saul, S., Rao, A. M., Robinson, M. L., Agudelo Rojas, O. L., Sanz, A. M., Verghese, M., Solis, D., Sibai, M., Huang, C. H., Sahoo, M. K.,
Gelvez, R. M., Bueno, et al
2022; 14 (1): 33

• Increases in ambient air pollutants during pregnancy are linked to increases in methylation of IL4, IL10, and IFNgamma. Clinical epigenetics
Aguilera, J., Han, X., Cao, S., Balmes, J., Lurmann, F., Tyner, T., Lutzker, L., Noth, E., Hammond, S. K., Sampath, V., Burt, T., Utz, P. J., Khatri, et al
2022; 14 (1): 40

• Mechanisms of innate and adaptive immunity to the Pfizer-BioNTech BNT162b2 vaccine. Nature immunology
Li, C., Lee, A., Grigoryan, L., Arunachalam, P. S., Scott, M. K., Trisal, M., Wimmers, F., Sanyal, M., Weidenbacher, P. A., Feng, Y., Adamska, J. Z.,
Valore, E., Wang, et al
2022

• Author Correction: The immunoregulatory landscape of human tuberculosis granulomas. Nature immunology
McCaffrey, E. F., Donato, M., Keren, L., Chen, Z., Delmastro, A., Fitzpatrick, M. B., Gupta, S., Greenwald, N. F., Baranski, A., Graf, W., Kumar, R.,
Bosse, M., Fullaway, et al
2022

• Serum proteome analysis of systemic JIA and related lung disease identifies distinct inflammatory programs and biomarkers. Arthritis &
rheumatology (Hoboken, N.J.)
Chen, G., Deutsch, G. H., Schulert, G., Zheng, H., Jang, S., Trapnell, B., Lee, P., Macaubas, C., Ho, K., Schneider, C., Saper, V. E., de Jesus, A. A.,
Krasnow, et al
2022

• A GMR-based assay for quantification of the human response to influenza. Biosensors & bioelectronics
Ravi, N., Chang, S. E., Franco, L. M., Nagamani, S. C., Khatri, P., Utz, P. J., Wang, S. X.
2022; 205: 114086

• A robust gene expression signature for NASH in liver expression data. Scientific reports
Hasin-Brumshtein, Y., Sakaram, S., Khatri, P., He, Y. D., Sweeney, T. E.
2022; 12 (1): 2571

• Cytokine signatures differentiate systemic sclerosis patients at high versus low risk for pulmonary arterial hypertension. Arthritis research
& therapy
Kolstad, K. D., Khatri, A., Donato, M., Chang, S. E., Li, S., Steen, V. D., Utz, P. J., Khatri, P., Chung, L.
2022; 24 (1): 39

• The Single Cell Transcriptomic and Epigenomic Map of the Innate Immune Response to Vaccination in Lymph Nodes
Scott, M., Lee, A., Wimmers, F., Arunachalam, P., Fox, C., Tomai, M., Khatri, P., Pulendran, B.
MOSBY-ELSEVIER.2022: AB316

• A molecular atlas of innate immunity to adjuvanted and live attenuated vaccines, in mice. Nature communications
Lee, A., Scott, M. K., Wimmers, F., Arunachalam, P. S., Luo, W., Fox, C. B., Tomai, M., Khatri, P., Pulendran, B.
1800; 13 (1): 549

• A 6-mRNA host response classifier in whole blood predicts outcomes in COVID-19 and other acute viral infections. Scientific reports
Buturovic, L., Zheng, H., Tang, B., Lai, K., Kuan, W. S., Gillett, M., Santram, R., Shojaei, M., Almansa, R., Nieto, J. A., Munoz, S., Herrero, C.,
Antonakos, et al
1800; 12 (1): 889
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• Disease characteristics and serological responses in patients with differing severity of COVID-19 infection: A longitudinal cohort study in
Dhaka, Bangladesh. PLoS neglected tropical diseases
Akter, A., Ahmed, T., Tauheed, I., Akhtar, M., Rahman, S. I., Khaton, F., Ahmmed, F., Ferdous, J., Afrad, M. H., Kawser, Z., Hossain, M., Khondaker,
R., Hasnat, et al
2022; 16 (1): e0010102

• The immunoregulatory landscape of human tuberculosis granulomas. Nature immunology
McCaffrey, E. F., Donato, M., Keren, L., Chen, Z., Delmastro, A., Fitzpatrick, M. B., Gupta, S., Greenwald, N. F., Baranski, A., Graf, W., Kumar, R.,
Bosse, M., Fullaway, et al
2022

• Comparison of the Transcriptomic Signatures in Pediatric and Adult CML. Cancers
Youn, M., Smith, S. M., Lee, A. G., Chae, H., Spiteri, E., Erdmann, J., Galperin, I., Jones, L. M., Donato, M., Abidi, P., Bittencourt, H., Lacayo, N.,
Dahl, et al
1800; 13 (24)

• Identification of a LAMC2-regulated network featuring targetable effectors for dual therapies in pancreatic cancer.
Narayanan, S., Erice, O., Feliu, I., Vicentini, C., Entrialgo-Cadierno, R., Valencia, K., Guruceaga, E., Khatri, P., Corbo, V., Cambra, S., Ponz-Sarvise,
M.
AMER ASSOC CANCER RESEARCH.2021: 59-60

• A Multi-mRNA Prognostic Signature for Anti-TNFalpha Therapy Response in Patients with Inflammatory Bowel Disease. Diagnostics (Basel,
Switzerland)
Sakaram, S., Hasin-Brumshtein, Y., Khatri, P., He, Y. D., Sweeney, T. E.
2021; 11 (10)

• Functional Consequences of Memory Inflation after Solid Organ Transplantation. Journal of immunology (Baltimore, Md. : 1950)
Higdon, L. E., Schaffert, S., Cohen, R. H., Montez-Rath, M. E., Lucia, M., Saligrama, N., Margulies, K. B., Martinez, O. M., Tan, J. C., Davis, M. M.,
Khatri, P., Maltzman, J. S.
2021

• Evolution of Cytomegalovirus-Responsive T Cell Clonality following Solid Organ Transplantation. Journal of immunology (Baltimore, Md. :
1950)
Higdon, L. E., Schaffert, S., Huang, H., Montez-Rath, M. E., Lucia, M., Jha, A., Saligrama, N., Margulies, K. B., Martinez, O. M., Davis, M. M., Khatri,
P., Maltzman, J. S.
2021

• Computational drug repositioning of atorvastatin for ulcerative colitis. Journal of the American Medical Informatics Association : JAMIA
Bai, L., Scott, M. K., Steinberg, E., Kalesinskas, L., Habtezion, A., Shah, N. H., Khatri, P.
2021

• Macrophage-derived IL-6 trans-signaling as a novel target in the pathogenesis of bronchopulmonary dysplasia. The European respiratory
journal
Hirani, D., Alvira, C. M., Danopoulos, S., Milla, C., Donato, M., Tian, L., Mohr, J., Dinger, K., Vohlen, C., Selle, J., Koningsbruggen-Rietschel, S. V.,
Barbarino, V., Pallasch, et al
2021

• The single-cell epigenomic and transcriptional landscape of immunity to influenza vaccination in humans
Wimmers, F., Donato, M., Kuo, A., Ashuach, T., Gupta, S., Li, C., Dvorak, M., Foecke, M., Chang, S. E., Hagan, T., De Jong, S. E., Maecker, H. T.,
Van der Most, et al
WILEY.2021: 31

• A novel blood-based assay for treatment monitoring of tuberculosis. BMC research notes
Zimmer, A. J., Schumacher, S. G., Sodersten, E., Mantsoki, A., Wyss, R., Persing, D. H., Banderby, S., Stromqvist Meuzelaar, L., Prieto, J.,
Gnanashanmugam, D., Khatri, P., Ongarello, S., Ruhwald, et al
2021; 14 (1): 247

• Prospective validation of an 11-gene mRNA host response score for mortality risk stratification in the intensive care unit. Scientific reports
Moore, A. R., Roque, J., Shaller, B. T., Asuni, T., Remmel, M., Rawling, D., Liesenfeld, O., Khatri, P., Wilson, J. G., Levitt, J. E., Sweeney, T. E.,
Rogers, A. J.
2021; 11 (1): 13062

Page 9 of 22



Purvesh Khatri
http://cap.stanford.edu/profiles/Purvesh_Khatri/

• The single-cell epigenomic and transcriptional landscape of immunity to influenza vaccination. Cell
Wimmers, F., Donato, M., Kuo, A., Ashuach, T., Gupta, S., Li, C., Dvorak, M., Foecke, M. H., Chang, S. E., Hagan, T., De Jong, S. E., Maecker, H. T.,
van der Most, et al
2021

• Repression of CTSG, ELANE and PRTN3-mediated histone H3 proteolytic cleavage promotes monocyte-to-macrophage
differentiation. Nature immunology
Cheung, P., Schaffert, S., Chang, S. E., Dvorak, M., Donato, M., Macaubas, C., Foecke, M. H., Li, T., Zhang, L., Coan, J. P., Schulert, G. S., Grom, A.
A., Henderson, et al
2021

• Diversity in immunogenomics: the value and the challenge. Nature methods
Peng, K., Safonova, Y., Shugay, M., Popejoy, A. B., Rodriguez, O. L., Breden, F., Brodin, P., Burkhardt, A. M., Bustamante, C., Cao-Lormeau, V.,
Corcoran, M. M., Duffy, D., Fuentes-Guajardo, et al
2021

• iPSC-endothelial cell phenotypic drug screening and in silico analyses identify tyrphostin-AG1296 for pulmonary arterial
hypertension. Science translational medicine
Gu, M., Donato, M., Guo, M., Wary, N., Miao, Y., Mao, S., Saito, T., Otsuki, S., Wang, L., Harper, R. L., Sa, S., Khatri, P., Rabinovitch, et al
2021; 13 (592)

• Systems biological assessment of human immunity to BNT162b2 mRNA vaccination. Research square
Arunachalam, P. S., Scott, M. K., Hagan, T., Li, C., Feng, Y., Wimmers, F., Grigoryan, L., Trisal, M., Edara, V. V., Lai, L., Chang, S. E., Feng, A.,
Dhingra, et al
2021

• Gene Expression-Based Diagnosis of Infections in Critically Ill Patients-Prospective Validation of the SepsisMetaScore in a Longitudinal
Severe Trauma Cohort. Critical care medicine
Thair, S., Mewes, C., Hinz, J., Bergmann, I., Buttner, B., Sehmisch, S., Meissner, K., Quintel, M., Sweeney, T. E., Khatri, P., Mansur, A.
2021

• Multisystem inflammatory syndrome in children: a microcosm of challenges and opportunities for translational bioinformatics in pediatric
research. Current opinion in pediatrics
Murphy Jones, L., Khatri, P.
2021

• Multi-cohort analysis of host immune response identifies conserved protective and detrimental modules associated with severity across
viruses. Immunity
Zheng, H., Rao, A. M., Dermadi, D., Toh, J., Murphy Jones, L., Donato, M., Liu, Y., Su, Y., Dai, C. L., Kornilov, S. A., Karagiannis, M., Marantos, T.,
Hasin-Brumshtein, et al
2021

• Transcriptomic similarities and differences in host response between SARS-CoV-2 and other viral infections. iScience
Thair, S. A., He, Y. D., Hasin-Brumshtein, Y., Sakaram, S., Pandya, R., Toh, J., Rawling, D., Remmel, M., Coyle, S., Dalekos, G. N.,
Koutsodimitropoulos, I., Vlachogianni, G., Gkeka, et al
2021; 24 (1): 101947

• SIMON: Open-Source Knowledge Discovery Platform. Patterns (New York, N.Y.)
Tomic, A., Tomic, I., Waldron, L., Geistlinger, L., Kuhn, M., Spreng, R. L., Dahora, L. C., Seaton, K. E., Tomaras, G., Hill, J., Duggal, N. A., Pollock, R.
D., Lazarus, et al
2021; 2 (1): 100178

• A multi-scale integrated analysis identifies KRT8 as a pan-cancer early biomarker. Pacific Symposium on Biocomputing. Pacific Symposium on
Biocomputing
Scott, M. K., Limaye, M., Schaffert, S., West, R., Ozawa, M. G., Chu, P., Nair, V. S., Koong, A. C., Khatri, P.
2021; 26: 297–308

• Multicohort Analysis Identifies Monocyte Gene Signatures to Accurately Monitor Subset-Specific Changes in Human Diseases. Frontiers in
immunology
Vallania, F., Zisman, L., Macaubas, C., Hung, S., Rajasekaran, N., Mason, S., Graf, J., Nakamura, M., Mellins, E. D., Khatri, P.
2021; 12: 659255
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• A multi-scale integrated analysis identifies KRT8 as a pan-cancer early biomarker
Scott, M. K. D., Ozawa, M. G., Chu, P., Limaye, M., Nair, V. S., Schaffert, S., Koong, A. C., West, R., Khatri, P.
edited by Altman, R. B., Dunker, A. K., Hunter, L., Ritchie, M. D., Murray, T., Klein, T. E.
WORLD SCIENTIFIC PUBL CO PTE LTD.2021: 297-308

• Systems vaccinology of the BNT162b2 mRNA vaccine in humans. Nature
Arunachalam, P. S., Scott, M. K., Hagan, T., Li, C., Feng, Y., Wimmers, F., Grigoryan, L., Trisal, M., Edara, V. V., Lai, L., Chang, S. E., Feng, A.,
Dhingra, et al
2021

• Formulating a Gene Signature for Diagnosis of Autoimmune and Infectious Diseases
Gupta, R., Rao, A. M., Jones, L., Khatri, P., ASSOC COMP MACHINERY
ASSOC COMPUTING MACHINERY.2021

• Signatures of immune dysfunction in HIV and HCV infection share features with chronic inflammation in aging and persist after viral
reduction or elimination. Proceedings of the National Academy of Sciences of the United States of America
Lopez Angel, C. J., Pham, E. A., Du, H. n., Vallania, F. n., Fram, B. J., Perez, K. n., Nguyen, T. n., Rosenberg-Hasson, Y. n., Ahmed, A. n., Dekker, C.
L., Grant, P. M., Khatri, P. n., Maecker, et al
2021; 118 (14)

• Blood-based host biomarker diagnostics in active case finding for pulmonary tuberculosis: EClinicalMedicine, published by The Lancet
Martinez, F., Verma, R., Cesar, P., Leite, A., Santos, ., Rafaele, Bruna, Persing, D., Södersten, E., Gnanashanmugam, D., Khatri, P., Croda, J.,
Andrews, J., et al
2021

• Diagnostic accuracy study of a novel blood-based assay for identification of TB in people living with HIV. Journal of clinical microbiology
Sodersten, E., Ongarello, S., Mantsoki, A., Wyss, R., Persing, D. H., Banderby, S., Meuzelaar, L. S., Prieto, J., Gnanashanmugam, D., Khatri, P.,
Schumacher, S. G., Denkinger, C. M.
2020

• Data Heterogeneity: The Enzyme to Catalyze Translational Bioinformatics? Journal of medical Internet research
Cahan, E. M., Khatri, P.
2020; 22 (8): e18044

• Systems biological assessment of immunity to mild versus severe COVID-19 infection in humans. Science (New York, N.Y.)
Arunachalam, P. S., Wimmers, F., Mok, C. K., Perera, R. A., Scott, M., Hagan, T., Sigal, N., Feng, Y., Bristow, L., Tak-Yin Tsang, O., Wagh, D., Coller,
J., Pellegrini, et al
2020

• Cellular senescence impairs the reversibility of pulmonary arterial hypertension. Science translational medicine
van der Feen, D. E., Bossers, G. P., Hagdorn, Q. A., Moonen, J., Kurakula, K., Szulcek, R., Chappell, J., Vallania, F., Donato, M., Kok, K., Kohli, J. S.,
Petersen, A. H., van Leusden, et al
2020; 12 (554)

• Response to: 'Successful treatment of plasma exchange for refractory systemic juvenile idiopathic arthritis complicated with macrophage
activation syndrome and severe lung disease' by Sato et al. Annals of the rheumatic diseases
Saper, V. E., Chen, G., Guillerman, R. P., Khatri, P., Cron, R. Q., Mellins, E. D.
2020

• A generalizable 29-mRNA neural-network classifier for acute bacterial and viral infections. Nature communications
Mayhew, M. B., Buturovic, L., Luethy, R., Midic, U., Moore, A. R., Roque, J. A., Shaller, B. D., Asuni, T., Rawling, D., Remmel, M., Choi, K., Wacker,
J., Khatri, et al
2020; 11 (1): 1177

• Response to: 'Effectiveness and safety of ruxolitinib for the treatment of refractory systemic idiopathic juvenile arthritis like associated
with interstitial lung disease: case report' by Bader-Meunier et al. Annals of the rheumatic diseases
Saper, V. E., Chen, G. n., Khatri, P. n., Mellins, E. D.
2020

• High-throughput quantitative histology in systemic sclerosis skin disease using computer vision. Arthritis research & therapy
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Correia, C. n., Mawe, S. n., Lofgren, S. n., Marangoni, R. G., Lee, J. n., Saber, R. n., Aren, K. n., Cheng, M. n., Teaw, S. n., Hoffmann, A. n.,
Goldberg, I. n., Cowper, S. E., Khatri, et al
2020; 22 (1): 48

• T cell-inducing vaccine durably prevents mucosal SHIV infection even with lower neutralizing antibody titers. Nature medicine
Arunachalam, P. S., Charles, T. P., Joag, V. n., Bollimpelli, V. S., Scott, M. K., Wimmers, F. n., Burton, S. L., Labranche, C. C., Petitdemange, C. n.,
Gangadhara, S. n., Styles, T. M., Quarnstrom, C. F., Walter, et al
2020

• Integrated, multicohort analysis reveals unified signature of systemic lupus erythematosus. JCI insight
Haynes, W. A., Haddon, D. J., Diep, V. K., Khatri, A. n., Bongen, E. n., Yiu, G. n., Balboni, I. n., Bolen, C. R., Mao, R. n., Utz, P. J., Khatri, P. n.
2020; 5 (4)

• Pilot study of a novel serum mRNA gene panel for diagnosis of acute septic arthritis. World journal of orthopedics
Schultz, B. J., Sweeney, T., DeBaun, M. R., Remmel, M., Midic, U., Khatri, P., Gardner, M. J.
2019; 10 (12): 424–33

• Sex Differences in the Blood Transcriptome Identify Robust Changes in Immune Cell Proportions with Aging and Influenza Infection. Cell
reports
Bongen, E., Lucian, H., Khatri, A., Fragiadakis, G. K., Bjornson, Z. B., Nolan, G. P., Utz, P. J., Khatri, P.
2019; 29 (7): 1961

• Multiplex Serum Analysis Identifies Potential Biomarkers of Systemic Juvenile Idiopathic Arthritis, Macrophage Activation Syndrome, and
Associated Pulmonary Alveolar Proteinosis: Evidence for Independently-regulated Hyperinflammatory and Eosinophilic Inflammation
Chen, G., Schulert, G., De Jesus, A., Saper, V., Schneider, C., Trapnell, B., Grom, A. A., Goldbach-Mansky, R., Mellins, E., Khatri, P., Canna, S.
WILEY.2019

• Cytokine Signatures Differentiate Systemic Sclerosis Patients at High versus Low Risk for Pulmonary Arterial Hypertension
Kolstad, K., Khatri, A., Donato, M., Chang, S., Li, S., Steen, V., Utz, P., Khatri, P., Chung, L.
WILEY.2019

• Transplantation Alters Function and Clonality of Cytomegalovirus-Responsive T Cells
Higdon, L. E., Schaffert, S., Saligrama, N., Davis, M. M., Khatri, P., Maltzman, J. S.
LIPPINCOTT WILLIAMS & WILKINS.2019

• Computational and Systems Immunology: A Student's Perspective. Trends in immunology
Good, Z., Glanville, J., Gee, M. H., Davis, M. M., Khatri, P.
2019

• Increased monocyte count as a cellular biomarker for poor outcomes in fibrotic diseases: a retrospective, multicentre cohort
study LANCET RESPIRATORY MEDICINE
Scott, M. K. D., Quinn, K., Li, Q., Carroll, R., Warsinske, H., Vallania, F., Chen, S., Carns, M. A., Aren, K., Sun, J., Koloms, K., Lee, J., Baral, et al
2019; 7 (6): 497–508

• Single-cell technologies - studying rheumatic diseases one cell at a time NATURE REVIEWS RHEUMATOLOGY
Cheung, P., Khatri, P., Utz, P. J., Kuo, A. J.
2019; 15 (6): 340–54

• Single cell immune profiling in transplantation research AMERICAN JOURNAL OF TRANSPLANTATION
Higdon, L. E., Schaffert, S., Khatri, P., Maltzman, J. S.
2019; 19 (5): 1278–87

• CD22 blockade restores homeostatic microglial phagocytosis in ageing brains NATURE
Pluvinage, J. V., Haney, M. S., Smith, B. A. H., Sun, J., Iram, T., Bonanno, L., Li, L., Lee, D. P., Morgens, D. W., Yang, A. C., Shuken, S. R., Gate, D.,
Scott, et al
2019; 568 (7751): 187-+

• CD22 blockade restores homeostatic microglial phagocytosis in ageing brains. Nature
Pluvinage, J. V., Haney, M. S., Smith, B. A., Sun, J., Iram, T., Bonanno, L., Li, L., Lee, D. P., Morgens, D. W., Yang, A. C., Shuken, S. R., Gate, D.,
Scott, et al
2019
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• Host-response-based gene signatures for tuberculosis diagnosis: A systematic comparison of 16 signatures PLOS MEDICINE
Warsinske, H., Vashisht, R., Khatri, P.
2019; 16 (4)

• Increased monocyte count as a cellular biomarker for poor outcomes in fibrotic diseases: a retrospective, multicentre cohort study. The
Lancet. Respiratory medicine
Scott, M. K., Quinn, K., Li, Q., Carroll, R., Warsinske, H., Vallania, F., Chen, S., Carns, M. A., Aren, K., Sun, J., Koloms, K., Lee, J., Baral, et al
2019

• Discovery of Distinct Immune Phenotypes Using Machine Learning in Pulmonary Arterial Hypertension CIRCULATION RESEARCH
Sweatt, A. J., Hedlin, H. K., Balasubramanian, V., Hsi, A., Blum, L. K., Robinson, W. H., Haddad, F., Hickey, P. M., Condliffe, R., Lawrie, A., Nicolls,
M. R., Rabinovitch, M., Khatri, et al
2019; 124 (6): 904–19

• A clinically meaningful metric of immune age derived from high-dimensional longitudinal monitoring. Nature medicine
Alpert, A., Pickman, Y., Leipold, M., Rosenberg-Hasson, Y., Ji, X., Gaujoux, R., Rabani, H., Starosvetsky, E., Kveler, K., Schaffert, S., Furman, D.,
Caspi, O., Rosenschein, et al
2019

• A clinically meaningful metric of immune age derived from high-dimensional longitudinal monitoring NATURE MEDICINE
Alpert, A., Pickman, Y., Leipold, M., Rosenberg-Hasson, Y., Ji, X., Gaujoux, R., Rabani, H., Starosvetsky, E., Kveler, K., Schaffert, S., Furman, D.,
Caspi, O., Rosenschein, et al
2019; 25 (3): 487-+

• Single cell immune profiling in transplantation research. American journal of transplantation : official journal of the American Society of
Transplantation and the American Society of Transplant Surgeons
Higdon, L. E., Schaffert, S., Khatri, P., Maltzman, J. S.
2019

• A 20-Gene Set Predictive of Progression to Severe Dengue. Cell reports
Robinson, M., Sweeney, T. E., Barouch-Bentov, R., Sahoo, M. K., Kalesinskas, L., Vallania, F., Sanz, A. M., Ortiz-Lasso, E., Albornoz, L. L., Rosso,
F., Montoya, J. G., Pinsky, B. A., Khatri, et al
2019; 26 (5): 1104

• A 20-Gene Set Predictive of Progression to Severe Dengue CELL REPORTS
Robinson, M., Sweeney, T. E., Barouch-Bentov, R., Sahoo, M., Kalesinskas, L., Vallania, F., Maria Sanz, A., Ortiz-Lasso, E., Luis Albornoz, L., Rosso,
F., Montoya, J. G., Pinsky, B. A., Khatri, et al
2019; 26 (5): 1104-+

• Single-cell technologies - studying rheumatic diseases one cell at a time. Nature reviews. Rheumatology
Cheung, P. n., Khatri, P. n., Utz, P. J., Kuo, A. J.
2019

• FHIT, a Novel Modifier Gene in Pulmonary Arterial Hypertension AMERICAN JOURNAL OF RESPIRATORY AND CRITICAL CARE MEDICINE
Prosseda, S., Tian, X., Kuramoto, K., Boehm, M., Sudheendra, D., Miyagawa, K., Zhang, F., Solow-Cordero, D., Saldivar, J. C., Austin, E. D., Loyd, J.
E., Wheeler, L., Andruska, et al
2019; 199 (1): 83-98

• Data analytics for precision medicine GENOMIC AND PRECISION MEDICINE: INFECTIOUS AND INFLAMMATORY DISEASE, 3RD EDITION
Sweeney, T. E., Khatri, P.
edited by Tsalik, E. L., Woods, C. W.
2019: 25–33

• Pregnancy-Induced Alterations in NK Cell Phenotype and Function. Frontiers in immunology
Le Gars, M., Seiler, C., Kay, A. W., Bayless, N. L., Starosvetsky, E., Moore, L., Shen-Orr, S. S., Aziz, N., Khatri, P., Dekker, C. L., Swan, G. E., Davis,
M. M., Holmes, et al
2019; 10: 2469

• Emergent high fatality lung disease in systemic juvenile arthritis. Annals of the rheumatic diseases
Saper, V. E., Chen, G. n., Deutsch, G. H., Guillerman, R. P., Birgmeier, J. n., Jagadeesh, K. n., Canna, S. n., Schulert, G. n., Deterding, R. n., Xu, J.
n., Leung, A. N., Bouzoubaa, L. n., Abulaban, et al
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2019

• Discovery of Distinct Immune Phenotypes Using Machine Learning in Pulmonary Arterial Hypertension. Circulation research
Sweatt, A. J., Hedlin, H. K., Balasubramanian, V. n., Hsi, A. n., Blum, L. K., Robinson, W. H., Haddad, F. n., Hickey, P. M., Condliffe, R. A., Lawrie, A.
n., Nicolls, M. R., Rabinovitch, M. n., Khatri, et al
2019

• Cell-centred meta-analysis reveals baseline predictors of anti-TNFα non-response in biopsy and blood of patients with IBD. Gut
Gaujoux, R. n., Starosvetsky, E. n., Maimon, N. n., Vallania, F. n., Bar-Yoseph, H. n., Pressman, S. n., Weisshof, R. n., Goren, I. n., Rabinowitz, K. n.,
Waterman, M. n., Yanai, H. n., Dotan, I. n., Sabo, et al
2019; 68 (4): 604–14

• Host-response-based gene signatures for tuberculosis diagnosis: A systematic comparison of 16 signatures. PLoS medicine
Warsinske, H. n., Vashisht, R. n., Khatri, P. n.
2019; 16 (4): e1002786

• MECHANISMS DRIVING ALTERED V Delta 2+Gamma Delta T CELL FUNCTION DURING RECURRENT MALARIA INFECTION
Dantzler, K. W., Klemm, S., Polidoro, R., Rao, A., Junquiera, C., Dvorak, M., Rek, J., Kamya, M., Cheung, P., Kuo, A., Dorsey, G., Feeney, M.,
Lieberman, et al
AMER SOC TROP MED & HYGIENE.2019: 111

• High-throughput Drug Screen to Reverse Phenotype of Pulmonary Artery Hypertension Ipsc Derived Vascular Cells Combined with
Bioinformatics Uncovers Promising Therapies
Gu, M., Donate, M., Miao, Y., Mao, S., Saito, T., Otsuki, S., Wang, L., Harper, R., Sa, S., Khatri, P., Rabinovitch, M.
LIPPINCOTT WILLIAMS & WILKINS.2018: E70

• Comparison of the Transcriptomic Signature of Pediatric Vs. Adult CML and Normal Bone Marrow Stem Cells
Chae, H., Murphy, L. C., Donato, M., Lee, A. G., Sweet-Cordero, E., Abidi, P., Bittencourt, H., Lacayo, N. J., Dahl, G., Aftandilian, C., Davis, K. L.,
Huang, M., Sumarsono, et al
AMER SOC HEMATOLOGY.2018

• Early life immunity in the era of systems biology: understanding development and disease. Genome medicine
Schaffert, S., Khatri, P.
2018; 10 (1): 88

• Early life immunity in the era of systems biology: understanding development and disease GENOME MEDICINE
Schaffert, S., Khatri, P.
2018; 10

• Leveraging heterogeneity across multiple datasets increases cell-mixture deconvolution accuracy and reduces biological and technical
biases. Nature communications
Vallania, F., Tam, A., Lofgren, S., Schaffert, S., Azad, T. D., Bongen, E., Haynes, W., Alsup, M., Alonso, M., Davis, M., Engleman, E., Khatri, P.
2018; 9 (1): 4735

• Leveraging heterogeneity across multiple datasets increases cell-mixture deconvolution accuracy and reduces biological and technical
biases NATURE COMMUNICATIONS
Vallania, F., Tam, A., Lofgren, S., Schaffert, S., Azad, T. D., Bongen, E., Haynes, W., Alsup, M., Alonso, M., Davis, M., Engleman, E., Khatri, P.
2018; 9

• Single-cell epigenetics - Chromatin modification atlas unveiled by mass cytometry CLINICAL IMMUNOLOGY
Cheung, P., Vallania, F., Dvorak, M., Chang, S. E., Schaffert, S., Donato, M., Rao, A. M., Mao, R., Utz, P. J., Khatri, P., Kuo, A. J.
2018; 196: 40–48

• Author Correction: A multi-cohort study of the immune factors associated with M. tuberculosis infection outcomes. Nature
Roy Chowdhury, R., Vallania, F., Yang, Q., Lopez Angel, C. J., Darboe, F., Penn-Nicholson, A., Rozot, V., Nemes, E., Malherbe, S. T., Ronacher, K.,
Walzl, G., Hanekom, W., Davis, et al
2018

• Assessment of Validity of a Blood-Based 3-Gene Signature Score for Progression and Diagnosis of Tuberculosis, Disease Severity, and
Treatment Response. JAMA network open
Warsinske, H. C., Rao, A. M., Moreira, F. M., Santos, P. C., Liu, A. B., Scott, M., Malherbe, S. T., Ronacher, K., Walzl, G., Winter, J., Sweeney, T. E.,
Croda, J., Andrews, et al
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2018; 1 (6): e183779

• Assessment of Validity of a Blood-Based 3-Gene Signature Score for Progression and Diagnosis of Tuberculosis, Disease Severity, and
Treatment Response JAMA NETWORK OPEN
Warsinske, H. C., Rao, A. M., Moreira, F. M. F., Santos, P. P., Liu, A. B., Scott, M., Malherbe, S. T., Ronacher, K., Walzl, G., Winter, J., Sweeney, T.
E., Croda, J., Andrews, et al
2018; 1 (6)

• A multi-cohort study of the immune factors associated with M. tuberculosis infection outcomes NATURE
Chowdhury, R., Vallania, F., Yang, Q., Angel, C., Darboe, F., Penn-Nicholson, A., Rozot, V., Nemes, E., Malherbe, S. T., Ronacher, K., Walzl, G.,
Hanekom, W., Davis, et al
2018; 560 (7720): 644-+

• A multi-cohort study of the immune factors associated with M. tuberculosis infection outcomes. Nature
Roy Chowdhury, R., Vallania, F., Yang, Q., Lopez Angel, C. J., Darboe, F., Penn-Nicholson, A., Rozot, V., Nemes, E., Malherbe, S. T., Ronacher, K.,
Walzl, G., Hanekom, W., Davis, et al
2018

• Fragile Histidine Triad (FHIT), a Novel Modifier Gene in Pulmonary Arterial Hypertension. American journal of respiratory and critical care
medicine
Dannewitz Prosseda, S., Tian, X., Kuramoto, K., Boehm, M., Sudheendra, D., Miyagawa, K., Zhang, F., Solow-Cordero, D., Saldivar, J. C., Austin, E.
D., Loyd, J. E., Wheeler, L., Andruska, et al
2018

• Future Research Directions in Pneumonia NHLBI Working Group Report AMERICAN JOURNAL OF RESPIRATORY AND CRITICAL CARE
MEDICINE
Dela Cruz, C. S., Wunderink, R. G., Christiani, D. C., Cormier, S. A., Crothers, K., Doerschuk, C. M., Evans, S. E., Goldstein, D. R., Khatri, P., Kobzik,
L., Kolls, J. K., Levy, B. D., Metersky, et al
2018; 198 (2): 256–63

• Single-cell epigenetics - Chromatin modification atlas unveiled by mass cytometry. Clinical immunology (Orlando, Fla.)
Cheung, P., Vallania, F., Dvorak, M., Chang, S. E., Schaffert, S., Donato, M., Rao, A., Mao, R., Utz, P. J., Khatri, P., Kuo, A. J.
2018

• KLRD1-expressing natural killer cells predict influenza susceptibility GENOME MEDICINE
Bongen, E., Vallania, F., Utz, P. J., Khatri, P.
2018; 10: 45

• Unsupervised Analysis of Transcriptomics in Bacterial Sepsis Across Multiple Datasets Reveals Three Robust Clusters CRITICAL CARE
MEDICINE
Sweeney, T. E., Azad, T. D., Donato, M., Haynes, W. A., Perumal, T. M., Henao, R., Bermejo-Martin, J. F., Almansa, R., Tamayo, E., Howrylak, J. A.,
Choi, A., Parnell, G. P., Tang, et al
2018; 46 (6): 915-925

• Validation of the Sepsis MetaScore for Diagnosis of Neonatal Sepsis JOURNAL OF THE PEDIATRIC INFECTIOUS DISEASES SOCIETY
Sweeney, T. E., Wynn, J. L., Cernada, M., Serna, E., Wong, H. R., Baker, H. V., Vento, M., Khatri, P.
2018; 7 (2): 129-135

• Single-Cell Chromatin Modification Profiling Reveals Increased Epigenetic Variations with Aging CELL
Cheung, P., Vallania, F., Warsinske, H. C., Donato, M., Schaffert, S., Chang, S. E., Dvorak, M., Dekker, C. L., Davis, M. M., Utz, P. J., Khatri, P., Kuo,
A. J.
2018; 173 (6): 1385-+

• Single-Cell Chromatin Modification Profiling Reveals Increased Epigenetic Variations with Aging. Cell
Cheung, P., Vallania, F., Warsinske, H. C., Donato, M., Schaffert, S., Chang, S. E., Dvorak, M., Dekker, C. L., Davis, M. M., Utz, P. J., Khatri, P., Kuo,
A. J.
2018

• Interpretation of biological experiments changes with evolution of the Gene Ontology and its annotations SCIENTIFIC REPORTS
Tomczak, A., Mortensen, J. M., Winnenburg, R., Liu, C., Alessi, D. T., Swamy, V., Vallania, F., Lofgren, S., Haynes, W., Shah, N. H., Musen, M. A.,
Khatri, P.
2018; 8: 5115
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• A community approach to mortality prediction in sepsis via gene expression analysis NATURE COMMUNICATIONS
Sweeney, T. E., Perumal, T. M., Henao, R., Nichols, M., Howrylak, J. A., Choi, A. M., Bermejo-Martin, J. F., Almansa, R., Tamayo, E., Davenport, E.
E., Burnham, K. L., Hinds, C. J., Knight, et al
2018; 9: 694

• Antigen Identification for Orphan T Cell Receptors Expressed on Tumor-Infiltrating Lymphocytes CELL
Gee, M. H., Han, A., Lofgren, S. M., Beausang, J. F., Mendoza, J. L., Birnbaum, M. E., Bethune, M. T., Fischer, S., Yang, X., Gomez-Eerland, R.,
Bingham, D. B., Sibener, L. V., Fernandes, et al
2018; 172 (3): 549-+

• Gene annotation bias impedes biomedical research SCIENTIFIC REPORTS
Haynes, W. A., Tomczak, A., Khatri, P.
2018; 8: 1362

• Inflammatory macrophage-associated 3-gene signature predicts subclinical allograft injury and graft survival. JCI insight
Azad, T. D., Donato, M. n., Heylen, L. n., Liu, A. B., Shen-Orr, S. S., Sweeney, T. E., Maltzman, J. S., Naesens, M. n., Khatri, P. n.
2018; 3 (2)

• Unsupervised Analysis of Transcriptomics in Bacterial Sepsis Across Multiple Datasets Reveals Three Robust Clusters. Critical care
medicine
Sweeney, T. E., Azad, T. D., Donato, M. n., Haynes, W. A., Perumal, T. M., Henao, R. n., Bermejo-Martin, J. F., Almansa, R. n., Tamayo, E. n.,
Howrylak, J. A., Choi, A. n., Parnell, G. P., Tang, et al
2018

• A Human Genome-wide RNAi Screen Reveals Diverse Modulators that Mediate IRE1α-XBP1 Activation. Molecular cancer research : MCR
Yang, Z. n., Zhang, J. n., Jiang, D. n., Khatri, P. n., Solow-Cordero, D. E., Toesca, D. A., Koumenis, C. n., Denko, N. C., Giaccia, A. J., Le, Q. T.,
Koong, A. C.
2018

• Multicohort Analysis of Whole-Blood Gene Expression Data Does Not Form a Robust Diagnostic for Acute Respiratory Distress
Syndrome. Critical care medicine
Sweeney, T. E., Thomas, N. J., Howrylak, J. A., Wong, H. R., Rogers, A. J., Khatri, P. n.
2018; 46 (2): 244–51

• Pediatric Sepsis Endotypes Among Adults With Sepsis CRITICAL CARE MEDICINE
Wong, H. R., Sweeney, T. E., Hart, K. W., Khatri, P., Lindsell, C. J.
2017; 45 (12): e1289–e1291

• Higher Baseline Monocyte Count Is Associated with More Extensive Skin Involvement and Higher Mortality in Systemic Sclerosis
Mohan, V., Khatri, P., Theodore, S., Charles, J., Hau Pham, Nair, D., Scott, M., Reveille, J. D., Mayes, M. D., Assassi, S.
WILEY.2017

• Unique transcriptomic response to sepsis is observed among patients of different age groups PLOS ONE
Raymond, S. L., Lopez, M., Baker, H. V., Larson, S. D., Efron, P. A., Sweeney, T. E., Khatri, P., Moldawer, L. L., Wynn, J. L.
2017; 12 (9): e0184159

• Multicohort analysis reveals baseline transcriptional predictors of influenza vaccination responses SCIENCE IMMUNOLOGY
Avey, S., Cheung, F., Fermin, D., Frelinger, J., Gaujoux, R., Gottardo, R., Khatri, P., Kleinstein, S. H., Kotliarov, Y., Meng, H., Sauteraud, R., Shen-
Orr, S. S., Tsang, et al
2017; 2 (14)

• A B-Cell Gene Signature Correlates With the Extent of Gluten-Induced Intestinal Injury in Celiac Disease. Cellular and molecular
gastroenterology and hepatology
Garber, M. E., Saldanha, A., Parker, J. S., Jones, W. D., Kaukinen, K., Laurila, K., Lähdeaho, M., Khatri, P., Khosla, C., Adelman, D. C., Mäki, M.
2017; 4 (1): 1-17

• AGE-SPECIFIC TRANSCRIPTOMIC RESPONSE TO SEPSIS
Raymond, S. L., Mira, J. C., Stortz, J. A., Lopez, M., Baker, H. V., Larson, S. D., Sweeney, T. E., Khatri, P., Moldawer, L. L., Wynn, J. L.
LIPPINCOTT WILLIAMS & WILKINS.2017: 92

• Validation of the Sepsis MetaScore for Diagnosis of Neonatal Sepsis. Journal of the Pediatric Infectious Diseases Society
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Sweeney, T. E., Wynn, J. L., Cernada, M., Serna, E., Wong, H. R., Baker, H. V., Vento, M., Khatri, P.
2017

• Host-response biomarkers: A disease-defining diagnostic for sepsis
Sweeney, T., Khatri, P.
AMER CHEMICAL SOC.2017

• Chemical Space Mimicry for Drug Discovery JOURNAL OF CHEMICAL INFORMATION AND MODELING
Yuan, W., Jiang, D., Nambiar, D. K., Liew, L. P., Hay, M. P., Bloomstein, J., Lu, P., Turner, B., Le, Q., Tibshirani, R., Khatri, P., Moloney, M. G., Koong,
et al
2017; 57 (4): 875-882

• The authors reply. Critical care medicine
Sweeney, T. E., Khatri, P.
2017; 45 (4): e457-e458

• Gene Expression Analysis to Assess the Relevance of Rodent Models to Human Lung Injury. American journal of respiratory cell and
molecular biology
Sweeney, T. E., Lofgren, S., Khatri, P., Rogers, A. J.
2017

• The authors reply. Critical care medicine
Sweeney, T. E., Khatri, P.
2017; 45 (3)

• Septic Cardiomyopathy: Getting to the Heart of the Matter. Critical care medicine
Sweeney, T. E., Khatri, P.
2017; 45 (3): 556-557

• An integrative approach unveils FOSL1 as an oncogene vulnerability in KRAS-driven lung and pancreatic cancer. Nature communications
Vallejo, A., Perurena, N., Guruceaga, E., Mazur, P. K., Martinez-Canarias, S., Zandueta, C., Valencia, K., Arricibita, A., Gwinn, D., Sayles, L. C.,
Chuang, C., Guembe, L., Bailey, et al
2017; 8: 14294-?

• Methods to increase reproducibility in differential gene expression via meta-analysis. Nucleic acids research
Sweeney, T. E., Haynes, W. A., Vallania, F., Ioannidis, J. P., Khatri, P.
2017; 45 (1)

• Benchmarking Sepsis Gene Expression Diagnostics Using Public Data CRITICAL CARE MEDICINE
Sweeney, T. E., Khatri, P.
2017; 45 (1): 1-10

• Comprehensive Analysis of the Unfolded Protein Response in Breast Cancer Subtypes JCO PRECISION ONCOLOGY
Jiang, D., Turner, B., Song, J., Li, R., Diehn, M., Quynh-Thu Le, Khatri, P., Koong, A. C.
2017; 1

• Generalizable Biomarkers in Critical Care: Toward Precision Medicine. Critical care medicine
Sweeney, T. E., Khatri, P. n.
2017; 45 (6): 934–39

• Comprehensive Analysis of the Unfolded Protein Response in Breast Cancer Subtypes. JCO precision oncology
Jiang, D., Turner, B., Song, J., Li, R., Diehn, M., Le, Q., Khatri, P., Koong, A. C.
2017; 2017

• Integrated, multicohort analysis of systemic sclerosis identifies robust transcriptional signature of disease severity. JCI insight
Lofgren, S., Hinchcliff, M., Carns, M., Wood, T., Aren, K., Arroyo, E., Cheung, P., Kuo, A., Valenzuela, A., Haemel, A., Wolters, P. J., Gordon, J.,
Spiera, et al
2016; 1 (21)

• Complement pathway amplifies caspase-11-dependent cell death and endotoxin-induced sepsis severity. journal of experimental medicine
Napier, B. A., Brubaker, S. W., Sweeney, T. E., Monette, P., Rothmeier, G. H., Gertsvolf, N. A., Puschnik, A., Carette, J. E., Khatri, P., Monack, D. M.
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2016; 213 (11): 2365-2382

• Robust classification of bacterial and viral infections via integrated host gene expression diagnostics. Science translational medicine
Sweeney, T. E., Wong, H. R., Khatri, P.
2016; 8 (346): 346ra91-?

• Integrative, multi-cohort analysis of Epstein-Barr Virus (EBV)-positive and negative tumor samples to identify gene-signatures associated
with EBV oncogenesis
Maloney, E., Bongen, E., Vallania, F., Kotecha, N., Khatri, P., MMartinez, O.
LIPPINCOTT WILLIAMS & WILKINS.2016: S263

• Coordination of stress signals by the lysine methyltransferase SMYD2 promotes pancreatic cancer. Genes & development
Reynoird, N., Mazur, P. K., Stellfeld, T., Flores, N. M., Lofgren, S. M., Carlson, S. M., Brambilla, E., Hainaut, P., Kaznowska, E. B., Arrowsmith, C. H.,
Khatri, P., Stresemann, C., Gozani, et al
2016; 30 (7): 772-785

• Genome-wide expression for diagnosis of pulmonary tuberculosis: a multicohort analysis. The Lancet. Respiratory medicine
Sweeney, T. E., Braviak, L., Tato, C. M., Khatri, P.
2016; 4 (3): 213-224

• META-ANALYSIS OF CONTINUOUS PHENOTYPES IDENTIFIES A GENE SIGNATURE THAT CORRELATES WITH COPD DISEASE
STATUS. Pacific Symposium on Biocomputing. Pacific Symposium on Biocomputing
Scott, M., Vallania, F., Khatri, P.
2016; 22: 266-275

• Hospital-acquired Pneumonia: A Host of Factors. American journal of respiratory and critical care medicine
Sweeney, T. E., Khatri, P. n.
2016; 194 (11): 1309–11

• Blood transcriptional signatures for tuberculosis diagnosis: a glass half-empty perspective - Authors' reply. The Lancet. Respiratory
medicine
Sweeney, T. E., Khatri, P. n.
2016; 4 (6): e29

• EMPOWERING MULTI-COHORT GENE EXPRESSION ANALYSIS TO INCREASE REPRODUCIBILITY. Pacific Symposium on Biocomputing.
Pacific Symposium on Biocomputing
Haynes, W. A., Vallania, F., Liu, C., Bongen, E., Tomczak, A., Andres-Terrè, M., Lofgren, S., Tam, A., Deisseroth, C. A., Li, M. D., Sweeney, T. E.,
Khatri, P.
2016; 22: 144-153

• Integrated, Multi-cohort Analysis Identifies Conserved Transcriptional Signatures across Multiple Respiratory Viruses IMMUNITY
Andres-Terre, M., McGuire, H. M., Pouliot, Y., Bongen, E., Sweeney, T. E., Tato, C. M., Khatri, P.
2015; 43 (6): 1199-1211

• Comprehensive Validation of the FAIM3:PLAC8 Ratio in Time-matched Public Gene Expression Data. American journal of respiratory and
critical care medicine
Sweeney, T. E., Khatri, P.
2015; 192 (10): 1260-1261

• The center for expanded data annotation and retrieval. Journal of the American Medical Informatics Association
Musen, M. A., Bean, C. A., Cheung, K., Dumontier, M., Durante, K. A., Gevaert, O., Gonzalez-Beltran, A., Khatri, P., Kleinstein, S. H., O'Connor, M.
J., Pouliot, Y., Rocca-Serra, P., Sansone, et al
2015; 22 (6): 1148-1152

• Combined inhibition of BET family proteins and histone deacetylases as a potential epigenetics-based therapy for pancreatic ductal
adenocarcinoma. Nature medicine
Mazur, P. K., Herner, A., Mello, S. S., Wirth, M., Hausmann, S., Sánchez-Rivera, F. J., Lofgren, S. M., Kuschma, T., Hahn, S. A., Vangala, D.,
Trajkovic-Arsic, M., Gupta, A., Heid, et al
2015; 21 (10): 1163-1171

• SMYD3 links methylation of MAP3K2 to Ras-driven tumors
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Mazur, P. K., Reynoird, N., Khatri, P., Butte, A. J., Wilkinson, A., Garcia, B., Liu, S., Vermeulen, M., Jansen, P. C., Tummino, P. J., Kruger, R. G., Van
Aller, G. S., Barbash, et al
AMER ASSOC CANCER RESEARCH.2015

• A comprehensive time-course-based multicohort analysis of sepsis and sterile inflammation reveals a robust diagnostic gene
set SCIENCE TRANSLATIONAL MEDICINE
Sweeney, T. E., Shidham, A., Wong, H. R., Khatri, P.
2015; 7 (287)

• A COMPREHENSIVE TIME-BASED META-ANALYSIS OF SIRS AND SEPSIS REVEALS A ROBUST DISCRIMINATORY GENE SET 44th Critical
Care Congress of the Society-of-Critical-Care-Medicine
Sweeney, T., Shidham, A., Wong, H., Khatri, P.
LIPPINCOTT WILLIAMS & WILKINS.2014

• A drug repositioning approach identifies tricyclic antidepressants as inhibitors of small cell lung cancer and other neuroendocrine tumors
Jahchan, N. S., Dudley, J. T., Mazur, P. K., Flores, N., Yang, D., Palmerton, A., Zmoos, A., Vaka, D., Tran, K. Q. T., Zhou, M., Krasinska, K., Riess, J.
W., Neal, et al
AMER ASSOC CANCER RESEARCH.2014

• SMYD3 links lysine methylation of MAP3K2 to Ras-driven cancer. Nature
Mazur, P. K., Reynoird, N., Khatri, P., Jansen, P. W., Wilkinson, A. W., Liu, S., Barbash, O., Van Aller, G. S., Huddleston, M., Dhanak, D., Tummino, P.
J., Kruger, R. G., Garcia, et al
2014; 510 (7504): 283-287

• A Meta-analysis of Lung Cancer Gene Expression Identifies PTK7 as a Survival Gene in Lung Adenocarcinoma. Cancer research
Chen, R., Khatri, P., Mazur, P. K., Polin, M., Zheng, Y., Vaka, D., Hoang, C. D., Shrager, J., Xu, Y., Vicent, S., Butte, A. J., Sweet-Cordero, E. A.
2014; 74 (10): 2892-2902

• A drug repositioning approach identifies tricyclic antidepressants as inhibitors of small cell lung cancer.
Jahchan, N., Joel, D., Mazur, P., Neal, J., Khatri, P., Butte, A., Sage, J.
AMER ASSOC CANCER RESEARCH.2014

• Multiplex meta-analysis of medulloblastoma expression studies with external controls. Pacific Symposium on Biocomputing. Pacific
Symposium on Biocomputing
Morgan, A. A., Achrol, A. S., Li, M. D., Khatri, P. J., Cheshier, S. H.
2014: 99-109

• Integrated multi-cohort transcriptional meta-analysis of neurodegenerative diseases. Acta neuropathologica communications
Li, M. D., Burns, T. C., Morgan, A. A., Khatri, P.
2014; 2: 93-?

• A Drug Repositioning Approach Identifies Tricyclic Antidepressants as Inhibitors of Small Cell Lung Cancer and Other Neuroendocrine
Tumors CANCER DISCOVERY
Jahchan, N. S., Dudley, J. T., Mazur, P. K., Flores, N., Yang, D., Palmerton, A., Zmoos, A., Vaka, D., Tran, K. Q., Zhou, M., Krasinska, K., Riess, J.
W., Neal, et al
2013; 3 (12): 1364-1377

• A common rejection module (CRM) for acute rejection across multiple organs identifies novel therapeutics for organ
transplantation. journal of experimental medicine
Khatri, P., Roedder, S., Kimura, N., De Vusser, K., Morgan, A. A., Gong, Y., Fischbein, M. P., Robbins, R. C., Naesens, M., Butte, A. J., Sarwal, M. M.
2013; 210 (11): 2205-2221

• Identification of novel biomarkers for early detection of ovarian cancer
Szabo, L. A., Khatri, P., Liu, X., Hu, Z., Ling, B., Butte, A. J.
AMER ASSOC CANCER RESEARCH.2013

• Cross-Species Functional Analysis of Cancer-Associated Fibroblasts Identifies a Critical Role for CLCF1 and IL-6 in Non-Small Cell Lung
Cancer In Vivo CANCER RESEARCH
Vicent, S., Sayles, L. C., Vaka, D., Khatri, P., Gevaert, O., Chen, R., Zheng, Y., Gillespie, A. K., Clarke, N., Xu, Y., Shrager, J., Hoang, C. D., Plevritis,
et al
2012; 72 (22): 5744-5756
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• A Peripheral Blood Diagnostic Test for Acute Rejection in Renal Transplantation AMERICAN JOURNAL OF TRANSPLANTATION
Li, L., Khatri, P., Sigdel, T. K., Tran, T., Ying, L., Vitalone, M. J., Chen, A., Hsieh, S., Dai, H., Zhang, M., Naesens, M., Zarkhin, V., Sansanwal, et al
2012; 12 (10): 2710-2718

• Non-HLA Antibodies to Immunogenic Epitopes Predict the Evolution of Chronic Renal Allograft Injury JOURNAL OF THE AMERICAN
SOCIETY OF NEPHROLOGY
Sigdel, T. K., Li, L., Tran, T. Q., Khatri, P., Naesens, M., Sansanwal, P., Dai, H., Hsieh, S., Sarwal, M. M.
2012; 23 (4): 750-763

• Ten Years of Pathway Analysis: Current Approaches and Outstanding Challenges PLOS COMPUTATIONAL BIOLOGY
Khatri, P., Sirota, M., Butte, A. J.
2012; 8 (2)

• Profiling of Autoantibodies in IgA Nephropathy, an Integrative Antibiomics Approach CLINICAL JOURNAL OF THE AMERICAN SOCIETY OF
NEPHROLOGY
Sigdel, T. K., Woo, S. H., Dai, H., Khatri, P., Li, L., Myers, B., Sarwal, M. M., Lafayette, R. A.
2011; 6 (12): 2775-2784

• Progressive histological damage in renal allografts is associated with expression of innate and adaptive immunity genes KIDNEY
INTERNATIONAL
Naesens, M., Khatri, P., Li, L., Sigdel, T. K., Vitalone, M. J., Chen, R., Butte, A. J., Salvatierra, O., Sarwal, M. M.
2011; 80 (12): 1364-1376

• Applications of Translational Bioinformatics in Transplantation CLINICAL PHARMACOLOGY & THERAPEUTICS
Khatri, P., Sarwal, M. M., Butte, A. J.
2011; 90 (2): 323-327

• Biomarkers in solid organ transplantation: establishing personalized transplantation medicine. Genome medicine
Roedder, S., Vitalone, M., Khatri, P., Sarwal, M. M.
2011; 3 (6): 37-?

• Functional Pathway Analysis for Understanding Immunologic Signature of Rejection: Current Approaches and Outstanding
Challenges IMMUNOLOGIC SIGNATURES OF REJECTION
Khatri, P., Sarwal, M. M.
edited by Marincola, F. M., Wang, E.
2011: 239-256

• Comparison of multiplex meta analysis techniques for understanding the acute rejection of solid organ transplants AMIA Summit on
Translational Bioinformatics
Morgan, A. A., Khatri, P., Jones, R. H., Sarwal, M. M., Butte, A. J.
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