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Research & Scholarship

CURRENT RESEARCH AND SCHOLARLY INTERESTS

Evolution of genomes and population genomics of adaptation and variation

Teaching

COURSES

2024-25

e Evolution: BIO 85 (Win)

e Fundamentals of Molecular Evolution: BIO 113, BIO 244 (Win)
2023-24

e Evolution: BIO 85 (Win)

e Fundamentals of Molecular Evolution: BIO 113, BIO 244 (Win)
2022-23

e Evolution: BIO 85 (Win)

STANFORD ADVISEES
Doctoral Dissertation Reader (AC)

Tristram Dodge, Egor Lappo, Jay Yeam

Postdoctoral Faculty Sponsor
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Stefan Bassler, Mark Bitter, Shreyas Gopalakrishnan, Alexandra Khristich, Jean Vila, Haiging Xu

Doctoral Dissertation Advisor (AC)

Tatiana Bellagio, Sofia Beskid, Hannah Gellert, James Hemker, Nicholas Hoeffner, Jess Rhodes, Karen Shih, Alan Su, Sophie Walton

Doctoral Dissertation Co-Advisor (AC)

Olivia Ghosh, Victoria Grant, Christopher Kirby, Anastasia Lyulina, Shaili Mathur

GRADUATE AND FELLOWSHIP PROGRAM AFFILIATIONS

Biology (School of Humanities and Sciences) (Phd Program)

Biomedical Data Science (Phd Program)

Publications

PUBLICATIONS

Inactivation of CDKN2AARF Promotes p53-Independent Remodeling of the PDAC Tumor Microenvironment. Cancer research

Ferreira, S., Flowers, B. M., Choi, W. Y., Farina-Morillas, M., Gatto, A., Bhattacharyya, S., Boross, G., Hassan, G., Mulligan, A. S., Vogel, H., Wood,
L. D., Weaver, V. M., Winslow, et al

2026

Manual validation finds ultra-long-read sequencing best enables faithful, population-level structural variant calling in Drosophila
melanogaster euchromatin with nanopore. G3 (Bethesda, Md.)

Hemker, J. A., Gellert, H. R., Smiley-Rhodes, J. A., Kim, B. Y., Petrov, D. A.
2026

Integrating noninvasive genetics and SECR to estimate snow leopard population in Pakistan BIOLOGICAL CONSERVATION
Ahmad, S., Solari, K. A, Durbach, I., Ali, H., Hameed, S., Din, J., Asif, M., Petrov, D. A., Nawaz, M.
2026; 315

EMBO Press co-evolves with molecular ecology and evolutionary biology. The EMBO journal

Moran, Y., Coelho, S. M., Ettema, T. J., Feschotte, C., Kaltenpoth, M., Khila, A., Laine, A. L., Liow, L. H., Petrov, D., Ramakrishnan, U., Sarkies, P.,
Srivastava, M., Voolstra, et al

2026

Comparative gene annotation and orthology assignments across 301 species of Drosophilidae. PLoS biology
Dhakad, P., Kim, B. Y., Petrov, D. A., Obbard, D. J.
2026; 24 (2): €3003663

Comparative gene annotation of 301 species of Drosophilidae. bioRxiv : the preprint server for biology
Dhakad, P., Kim, B., Petrov, D., Obbard, D. J.
2026

Variation in the resource environment affects patterns of seasonal adaptation at phenotypic and genomic levels in Drosophila
melanogaster. Evolution letters

Beltz, J. K., Bitter, M. C., Goldfischer, A., Petrov, D. A., Schmidt, P.
2025; 9 (6): 663-674

Community coalescence reveals strong selection and coexistence within species in complex microbial communities. bioRxiv : the preprint
server for biology

Walton, S. J., Xu, Q., Sharma, R., Gellert, H. R., Yeh, C. F., Cremer, J., Xue, K. S., Petrov, D. A, Good, B. H.
2025

Aging represses oncogenic KRAS-driven lung tumorigenesis and alters tumor suppression. Nature aging

Shuldiner, E. G., Karmakar, S., Tsai, M. K., Hebert, J. D., Tang, Y. J., Andrejka, L., Robertson, M. R., Wang, M., Detrick, C. R., Cai, H., Tang, R.,
Kunder, C. A,, Feldser, et al

2025
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Exceedingly low genetic diversity in snow leopards due to persistently small population size. Proceedings of the National Academy of
Sciences of the United States of America

Solari, K. A., Morgan, S., Poyarkov, A. D., Weckworth, B., Samelius, G., Sharma, K., Ostrowski, S., Ramakrishnan, U., Kubanychbekov, Z., Kachel,
S., Johansson, O., Lkhagvajav, P., Hemmingmoore, et al

2025; 122 (41): e2502584122

An empirical long-term competition among natural yeast isolates reveals that short-term fitness largely but not entirely predicts long-term
outcomes. bioRxiv : the preprint server for biology

Khristich, A. N., Ghosh, O. M., Vila, J. C., Mathur, S., Dutta, A., Garin, M., Schacherer, J., Petrov, D. A.
2025

Inactivation of <i>CDKN2A</i> <SUP> <i>ARF</i> </SUP> promotes p53-independent remodeling of the PDAC tumor microenvironment

Ferreira, S., Flowers, B. M., Choi, W., Farina-Morillas, M., Gatto, A., Bhattacharyya, S., Boross, G., Hassan, G., Mulligan, A. S., Vogel, H., Wood, L.
D., Weaver, V. M., Winslow, et al

AMER ASSOC CANCER RESEARCH.2025

Functional mapping of epigenomic regulators uncovers coordinated tumor suppression by the HBO1 and MLL1 complexes. Cancer
discovery

Tang, Y. J., Xu, H., Hughes, N. W., Ruiz, P., Kim, S. H., Shuldiner, E. G., Lopez, S. S., Hebert, J. D., Karmakar, S., Andrejka, L., Dolcen, D. N.,
Boross, G., Chu, et al

2025

EML4-ALK variant-specific genetic interactions shape lung tumorigenesis. Cancer discovery

Diaz-Jimenez, A., Shuldiner, E. G., Somogyi, K., Shih, K., Gonzalez-Velasco, O., Najajreh, M., Kim, S., Akkas, F., Murray, C. W., Andrejka, L., Tsai,
M. K., Brors, B., Hofmann, et al

2025

Variation in the resource environment affects patterns of seasonal adaptation at phenotypic and genomic levels in Drosophila
melanogaster EVOLUTION LETTERS

Beltz, J. K., Bitter, M., Goldfischer, A., Petrov, D. A., Schmidt, P.
2025

Beneficial reversal of dominance maintains a large-effect resistance polymorphism under fluctuating insecticide selection. Nature ecology
& evolution

Karageorgi, M., Lyulina, A. S., Bitter, M. C., Lappo, E., Greenblum, S. |., Mouza, Z. K., Tran, C. T., Huynh, A. V., Oken, H., Schmidt, P., Petrov, D. A.
2025

Drosophila melanogaster pigmentation demonstrates adaptive phenotypic parallelism over multiple spatiotemporal scales. Evolution letters
Berardi, S., Rhodes, J. A., Berner, M. C., Greenblum, S. I., Bitter, M. C., Behrman, E. L., Betancourt, N. J., Bergland, A. O., Petrov, D. A., Rajpurohit,
S., Schmidt, P.

2025; 9 (4): 408-420

Footprints of Worldwide Adaptation in Structured Populations of Drosophila melanogaster Through the Expanded DEST 2.0 Genomic
Resource. Molecular biology and evolution

Nunez, J. C., Coronado-Zamora, M., Gautier, M., Kapun, M., Steindl, S., Ometto, L., Hoedjes, K., Beets, J., Wiberg, R. A., Mazzeo, G. R., Bass, D.
J., Radionov, D., Kozeretska, et al

2025; 42 (8)

RIT1 Drives Oncogenic Transformation and is an Actionable Target in Lung Adenocarcinoma. Cancer research

Mozzarelli, A. M., Cuevas-Navarro, A., Shuldiner, E. G., Vega, M., Chatila, W. K., Xu, J., Walch, H. S., Niu, Y., Petrov, D. A., Schultz, N., Urisman, A.,
Rudin, C. M., Winslow, et al

2025

Efficient and multiplexed somatic genome editing with Cas12a mice. Nature biomedical engineering

Hebert, J. D., Xu, H., Tang, Y. J., Ruiz, P. A., Detrick, C. R., Wang, J., Hughes, N. W., Donosa, O., Siah, V. P., Andrejka, L., Karmakar, S., Aboiralor,
l., Tang, et al

2025

Integrative multiomic approaches reveal ZMAT3 and p21 as conserved hubs in the p53 tumor suppression network. Cell death and
differentiation

Boutelle, A. M., Mabene, A. R., Yao, D., Xu, H., Wang, M., Tang, Y. J,, Lopez, S. S., Sinha, S., Demeter, J., Cheng, R., Benard, B. A., McCrea, E. M.,
Valente, et al
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2025

Low-dimensional genotype-fitness mapping across divergent environments suggests a limiting functions model of fitness. bioRxiv : the
preprint server for biology

Ghosh, O. M., Kinsler, G., Good, B. H., Petrov, D. A.
2025

Drosophila melanogaster pigmentation demonstrates adaptive phenotypic parallelism over multiple spatiotemporal scales EVOLUTION
LETTERS

Berardi, S., Rhodes, J. A., Berner, M., Greenblum, S., Bitter, M. C., Behrman, E. L., Betancourt, N. J., Bergland, A. O., Petrov, D. A., Rajpurohit, S.,
Schmidt, P.

2025

Parameterizing Pantherinae: de novo mutation rate estimates from Panthera and Neofelis pedigrees. Genome biology and evolution

Armstrong, E. E., Carey, S. B., Harkess, A., Zenato Lazzari, G., Solari, K. A., Maldonado, J. E., Fleischer, R. C., Aziz, N., Walsh, P., Koepfli, K. P.,
Eizirik, E., Petrov, D. A., Campana, et al

2025

Competition for shared resources increases dependence on initial population size during coalescence of gut microbial
communities. Proceedings of the National Academy of Sciences of the United States of America

Goldman, D. A., Xue, K. S., Parrott, A. B., Lopez, J. A, Vila, J. C., Jeeda, R. R, Franzese, L. R., Porter, R. L., Gray, . J., DeFelice, B. C., Petrov, D.
A., Good, B. H., Relman, et al

2025; 122 (11): e2322440122

Combinatorial in vivo genome editing identifies widespread epistasis and an accessible fitness landscape during lung
tumorigenesis. Molecular biology and evolution

Hebert, J. D., Tang, Y. J., Szamecz, M., Andrejka, L., Lopez, S. S., Petrov, D. A., Boross, G., Winslow, M. M.
2025

Next-Generation Snow Leopard Population Assessment Tool: Multiplex-PCR SNP Panel for Individual Identification From
Faeces. Molecular ecology resources

Solari, K. A., Ahmad, S., Armstrong, E. E., Campana, M. G., Ali, H., Hameed, S., Ullah, J., Khan, B. U., Nawaz, M. A,, Petrov, D. A.
2025: e14074

A STAG2-PAXIP1/PAGR1 axis suppresses lung tumorigenesis. The Journal of experimental medicine
Ashkin, E. L., Tang, Y. J., Xu, H., Hung, K. L., Belk, J. A., Cai, H., Lopez, S. S., Dolcen, D. N., Hebert, J. D,, Li, R., Ruiz, P. A., Keal, T., Andrejka, et al
2025; 222 (1)

A high-resolution two-step evolution experiment in yeast reveals a shift from pleiotropic to modular adaptation. PLoS biology
Kinsler, G, Li, Y., Sherlock, G., Petrov, D. A.
2024; 22 (12): €3002848

A Pipeline and Recommendations for Population and Individual Diagnostic SNP Selection in Non-Model Species. Molecular ecology
resources

Armstrong, E. E., Li, C., Campana, M. G., Ferrari, T., Kelley, J. L., Petrov, D. A., Solari, K. A., Mooney, J. A.
2024: e14048

Cancers adapt to their mutational load by buffering protein misfolding stress. eLife
Tilk, S., Frydman, J., Curtis, C., Petrov, D. A.
2024; 12

Genomics of a sexually selected sperm ornament and female preference in Drosophila. Nature ecology & evolution

Syed, Z. A,, Gomez, R. A, Borziak, K., Asif, A., Cong, A. S., O'Grady, P. M., Kim, B. Y., Suvorov, A., Petrov, D. A., Lipold, S., Wengert, P.,
McDonough-Goldstein, C., Ahmed-Braimah, et al

2024

Massively parallel experimental interrogation of natural variants in ancient signaling pathways reveals both purifying selection and local
adaptation. bioRxiv : the preprint server for biology

Aguilar-Rodriguez, J., Vila, J., Chen, S. A., Razo-Mejia, M., Ghosh, O., Fraser, H. B., Jarosz, D. F., Petrov, D. A.
2024
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Unraveling the genomic diversity and admixture history of captive tigers in the United States. Proceedings of the National Academy of
Sciences of the United States of America

Armstrong, E. E., Mooney, J. A., Solari, K. A,, Kim, B. Y., Barsh, G. S., Grant, V. B., Greenbaum, G., Kaelin, C. B., Panchenko, K., Pickrell, J. K.,
Rosenberg, N., Ryder, O. A., Yokoyama, et al

2024; 121 (39): 2402924121

Continuously fluctuating selection reveals fine granularity of adaptation. Nature
Bitter, M. C., Berardi, S., Oken, H., Huynh, A., Lappo, E., Schmidt, P., Petrov, D. A.
2024

Improving the accuracy of bulk fitness assays by correcting barcode processing biases. Molecular biology and evolution
McGee, R. S., Kinsler, G., Petrov, D., Tikhonov, M.
2024

Environmental memory alters the fitness effects of adaptive mutations in fluctuating environments. Nature ecology & evolution
Abreu, C. |, Mathur, S., Petrov, D. A.
2024

Single-fly genome assemblies fill major phylogenomic gaps across the Drosophilidae Tree of Life. PLoS biology

Kim, B. Y., Gellert, H. R., Church, S. H., Suvorov, A., Anderson, S. S., Barmina, O., Beskid, S. G., Comeault, A. A., Crown, K. N., Diamond, S. E.,
Dorus, S., Fujichika, T., Hemker, et al

2024; 22 (7): 3002697

Bayesian inference of relative fitness on high-throughput pooled competition assays. PLoS computational biology
Razo-Mejia, M., Mani, M., Petrov, D.
2024; 20 (3): e1011937

Combinatorialin vivogenome editing identifies widespread epistasis during lung tumorigenesis. bioRxiv : the preprint server for biology
Hebert, J. D., Tang, Y. J., Andrejka, L., Lopez, S. S., Petrov, D. A., Boross, G., Winslow, M. M.
2024

Competition for shared resources increases dependence on initial population size during coalescence of gut microbial
communities. bioRxiv : the preprint server for biology

Goldman, D. A., Xue, K. S., Parrott, A. B., Jeeda, R. R., Franzese, L. R., Lopez, J. G, Vila, J. C., Petrov, D. A., Good, B. H., Relman, D. A., Huang,
K.C.

2023

Evolution of haploid and diploid populations reveals common, strong, and variable pleiotropic effects in non-home environments. eLife
Chen, V., Johnson, M. S., Hérissant, L., Humphrey, P. T., Yuan, D. C., Li, Y., Agarwala, A., Hoelscher, S. B., Petrov, D. A, Desai, M. M., Sherlock, G.
2023; 12

Bayesian inference of relative fitness on high-throughput pooled competition assays. bioRxiv : the preprint server for biology
Razo-Mejia, M., Mani, M., Petrov, D.
2023

Oncogenic context shapes the fitness landscape of tumor suppression. Nature communications

Blair, L. M., Juan, J. M., Sebastian, L., Tran, V. B., Nie, W., Wall, G. D., Gerceker, M., Lai, |. K., Apilado, E. A., Grenot, G., Amar, D., Foggetti, G., Do
Carmo, et al

2023; 14 (1): 6422

Single-fly assemblies fill major phylogenomic gaps across the Drosophilidae Tree of Life. bioRxiv : the preprint server for biology

Kim, B. Y., Gellert, H. R., Church, S. H., Suvorov, A., Anderson, S. S., Barmina, O., Beskid, S. G., Comeault, A. A., Crown, K. N., Diamond, S. E.,
Dorus, S., Fujichika, T., Hemker, et al

2023

Prolonged delays in human microbiota transmission after a controlled antibiotic perturbation. bioRxiv : the preprint server for biology

Xue, K. S., Walton, S. J., Goldman, D. A., Morrison, M. L., Verster, A. J., Parrott, A. B., Yu, F. B., Neff, N. F., Rosenberg, N. A, Ross, B. D., Petrov, D.
A., Huang, K. C., Good, et al

2023
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Strong environmental memory revealed by experimental evolution in static and fluctuating environments. bioRXxiv : the preprint server for
biology

Abreu, C. ., Mathur, S., Petrov, D. A.
2023

Fully accessible fitness landscape of oncogene-negative lung adenocarcinoma. Proceedings of the National Academy of Sciences of the
United States of America

Yousefi, M., Andrejka, L., Szamecz, M., Winslow, M. M., Petrov, D. A., Boross, G.
2023; 120 (38): 2303224120

Author Correction: Machine learning reveals bilateral distribution of somatic L1 insertions in human neurons and glia. Nature neuroscience

Zhu, X., Zhou, B., Pattni, R., Gleason, K., Tan, C., Kalinowski, A., Sloan, S., Fiston-Lavier, A. S., Mariani, J., Petrov, D., Barres, B. A., Duncan, L.,
Abyzov, et al

2023

In Vitro Reconstitution and Analysis of SARS-CoV-2/Host Protein-Protein Interactions. ACS omega
Moradi, S. V., Wu, Y., Walden, P., Cui, Z., Johnston, W. A., Petrov, D., Alexandrov, K.
2023; 8 (28): 25009-25019

Extreme Sensitivity of Fitness to Environmental Conditions: Lessons from #1BigBatch. Journal of molecular evolution
Kinsler, G., Schmidlin, K., Newell, D., Eder, R., Apodaca, S., Lam, G., Petrov, D., Geiler-Samerotte, K.
2023

Fully accessible fitness landscape of oncogene-negative lung adenocarcinoma. bioRXxiv : the preprint server for biology
Yousefi, M., Andrejka, L., Winslow, M. M., Petrov, D. A., Boross, G.
2023

Antigenic diversity in malaria parasites is maintained on extrachromosomal DNA. bioRxiv : the preprint server for biology
Ebel, E. R., Kim, B. Y., McDew-White, M., Egan, E. S., Anderson, T. J., Petrov, D. A.
2023

A multiplexed in vivo approach to identify driver genes in small cell lung cancer. Cell reports

Lee, M. C,, Cai, H., Murray, C. W, Li, C., Shue, Y. T., Andrejka, L., He, A. L., Holzem, A. M., Drainas, A. P., Ko, J. H., Coles, G. L., Kong, C., Zhu, et
al

2023; 42 (1): 111990

Multiplexed screens identify RAS paralogues HRAS and NRAS as suppressors of KRAS-driven lung cancer growth. Nature cell biology

Tang, R., Shuldiner, E. G., Kelly, M., Murray, C. W., Hebert, J. D., Andrejka, L., Tsai, M. K., Hughes, N. W., Parker, M. |., Cai, H., Li, Y. C., Wahl, G.
M., Dunbrack, et al

2023

Genome Report: Chromosome-level draft assemblies of the snow leopard, African leopard, and tiger (Panthera uncia, Panthera pardus
pardus, and Panthera tigris). G3 (Bethesda, Md.)

Armstrong, E. E., Campana, M. G., Solari, K. A., Morgan, S. R., Ryder, O. A., Naude, V. N., Samelius, G., Sharma, K., Hadly, E. A., Petrov, D. A.
2022

Most cancers carry a substantial deleterious load due to Hill-Robertson interference. eLife
Tilk, S., Tkachenko, S., Curtis, C., Petrov, D. A., McFarland, C. D.
2022; 11

Dissecting the role of Stag2 in lung adenocarcinoma
Ashkin, E. L., Cai, H., Tang, Y. J., Li, C., Chew, S., Hung, K., Belk, J., Karmakar, S., Hebert, J., Yousefi, M., Swanton, C., Petrov, D. A., Winslow, et al
AMER ASSOC CANCER RESEARCH.2022

A journey to deconvolute the multifaceted functions and context-dependency of cancer driver genes

Cai, H., Chew, S., Li, C., Murray, C. W., Andrejka, L., Hebert, J. D., Tsai, M. K., Tang, R., Hughes, N. W., Shuldiner, E. G., Ashkin, E. L., Lee, S. C.,
Yousefi, et al

AMER ASSOC CANCER RESEARCH.2022

A quantitative in vivo pharmacogenomics platform uncovers biomarkers of therapy response
Rosen, M., Amar, D., Winters, |., Rizvi, H., Nie, W., Wall, G., Petrov, D., Winslow, M., Rudin, C., Juan, J.

Page 6 of 21



Dmitri Petrov
http://cap.stanford.edu/profiles/Dmitri_Petrov/

AMER ASSOC CANCER RESEARCH.2022

Combinatorial Inactivation of Tumor Suppressors Efficiently Initiates Lung Adenocarcinoma with Therapeutic Vulnerabilities. Cancer
research

Yousefi, M., Boross, G., Weiss, C., Murray, C. W., Hebert, J. D., Cai, H., Ashkin, E. L., Karmakar, S., Andrejka, L., Chen, L., Wang, M., Tsai, M. K.,
Lin, et al

2022; 82 (8): 1589-1602

Direct observation of adaptive tracking on ecological time scales in Drosophila. Science (New York, N.Y.)
Rudman, S. M., Greenblum, S. I., Rajpurohit, S., Betancourt, N. J., Hanna, J., Tilk, S., Yokoyama, T., Petrov, D. A., Schmidt, P.
2022; 375 (6586): eabj7484

Revisiting the malaria hypothesis: accounting for polygenicity and pleiotropy. Trends in parasitology
Ebel, E. R., Uricchio, L. H., Petrov, D. A, Egan, E. S.
1800

Tumor suppressor pathways shape EGFR-driven lung tumor progression and response to treatment. Molecular & cellular oncology
Foggetti, G., Li, C., Cai, H., Petrov, D. A., Winslow, M. M., Paliti, K.
2022; 9 (1): 1994328

Tumor suppressor pathways shape EGFR-driven lung tumor progression and response to treatment MOLECULAR & CELLULAR
ONCOLOGY

Foggetti, G., Li, C., Cai, H., Petrov, D. A., Winslow, M. M., Politi, K.
2021

The Tetragnatha kauaiensis genome sheds light on the origins of genomic novelty in spiders. Genome biology and evolution
Cerca, J., Armstrong, E. E., Vizueta, J., Fernandez, R., Dimitrov, D., Petersen, B., Prost, S., Rozas, J., Petroy, D., Gillespie, R. G.
2021

Common host variation drives malaria parasite fitness in healthy human red cells. eLife
Ebel, E. R., Kuypers, F. A., Lin, C., Petrov, D. A., Egan, E. S.
2021; 10

Common host variation drives malaria parasite fitness in healthy human red cells ELIFE
Ebel, E. R., Kuypers, F. A, Lin, C., Petrov, D. A., Egan, E. S.
2021; 10

Richard C. Lewontin (1929-2021). Science (New York, N.Y.)
Berry, A., Petrov, D. A.
2021; 373 (6556): 745

Highly contiguous assemblies of 101 drosophilid genomes. eLife

Kim, B. Y., Wang, J., Miller, D. E., Barmina, O., Delaney, E. K., Thompson, A., Comeault, A. A., Peede, D., D'Agostino, E. R., Pelaez, J., Aguilar, J.
M., Haji, D., Matsunaga, et al

2021; 10

Quantitative in vivo analyses reveal a complex pharmacogenomic landscape in lung adenocarcinoma. Cancer research
Li, C., Lin, W., Rizvi, H., Cai, H., McFarland, C. D., Rogers, Z. N., Yousefi, M., Winters, I. P., Rudin, C. M., Petroyv, D. A., Winslow, M. M.
2021

Broad geographic sampling reveals the shared basis and environmental correlates of seasonal adaptation in Drosophila. eLife

Machado, H. E., Bergland, A., Taylor, R. W., Tilk, S., Behrman, E., Dyer, K., Fabian, D. K., Flatt, T., Gonzalez, J., Karasov, T. L., Kim, B. Y.,
Kozeretska, |., Lazzaro, et al

2021; 10

Functional biology in its natural context: A search for emergent simplicity. eLife
Bergelson, J., Kreitman, M., Petrov, D. A., Sanchez, A., Tikhonov, M.
2021;10

The cis-regulatory effects of modern human-specific variants. eLife
Weiss, C. V., Harshman, L., Inoue, F., Fraser, H. B., Petrov, D. A., Ahituv, N., Gokhman, D.
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2021; 10

The AMBRA1 E3 ligase adaptor regulates the stability of cyclinD. Nature

Chaikovsky, A. C., Li, C., Jeng, E. E., Loebell, S., Lee, M. C., Murray, C. W., Cheng, R., Demeter, J., Swaney, D. L., Chen, S., Newton, B. W.,
Johnson, J. R., Drainas, et al

2021

Historical trends and new surveillance of Plasmodium falciparum drug resistance markers in Angola. Malaria journal
Ebel, E. R., Reis, F., Petrov, D. A., Beleza, S.
2021;20 (1): 175

Genetic determinants of EGFR-Driven Lung Cancer Growth and Therapeutic Response In Vivo. Cancer discovery
Foggetti, G., Li, C., Cai, H., Hellyer, J. A., Lin, W., Ayeni, D., Hastings, K., Choi, J., Wurtz, A., Andrejka, L., Maghini, D. G., Rashleigh, N., Levy, et al
2021

Detection of hard and soft selective sweeps from Drosophila melanogaster population genomic data. PLoS genetics
Garud, N. R., Messer, P. W., Petrov, D. A.
2021; 17 (2): e1009373

The clarifying role of time series data in the population genetics of HIV. PLoS genetics
Feder, A. F., Pennings, P. S., Petrov, D. A.
2021; 17 (1): 1009050

Widespread introgression across a phylogeny of 155 Drosophila genomes. Current biology : CB

Suvorov, A., Kim, B. Y., Wang, J., Armstrong, E. E., Peede, D., D'Agostino, E. R., Price, D. K., Waddell, P., Lang, M., Courtier-Orgogozo, V., David, J.
R., Petrov, D., Matute, et al

2021

Drosophila Evolution over Space and Time (DEST) - A New Population Genomics Resource. Molecular biology and evolution

Kapun, M., Nunez, J. C., Bogaerts-Marquez, M., Murga-Moreno, J., Paris, M., Outten, J., Coronado-Zamora, M., Tern, C., Rota-Stabelli, O., Garcia
Guerreiro, M. P, Casillas, S., Orengo, D. J., Puerma, et al

2021

Publisher Correction: Human-chimpanzee fused cells reveal cis-regulatory divergence underlying skeletal evolution. Nature genetics

Gokhman, D. n., Agoglia, R. M., Kinnebrew, M. n., Gordon, W. n., Sun, D. n., Bajpai, V. K., Naqgvi, S. n., Chen, C. n., Chan, A. n., Chen, C. n., Petrov,
D. A., Ahituv, N. n., Zhang, et al

2021

Human-chimpanzee fused cells reveal cis-regulatory divergence underlying skeletal evolution. Nature genetics

Gokhman, D. n., Agoglia, R. M., Kinnebrew, M. n., Gordon, W. n., Sun, D. n, Bajpai, V. K., Naqvi, S. n., Chen, C. n., Chan, A. n., Chen, C. n., Petrov,
D. A., Ahituy, N. n., Zhang, et al

2021

Recent evolutionary history of tigers highlights contrasting roles of genetic drift and selection. Molecular biology and evolution

Armstrong, E. E., Khan, A. n., Taylor, R. W., Gouy, A. n., Greenbaum, G. n., Thiéry, A. n., Kang, J. T., Redondo, S. A., Prost, S. n., Barsh, G. n.,
Kaelin, C. n., Phalke, S. n., Chugani, et al

2021

A functional taxonomy of tumor suppression in oncogenic KRAS-driven lung cancer. Cancer discovery

Cai, H. n.,, Chew, S. K,, Li, C. n,, Tsai, M. K., Andrejka, L. n., Murray, C. W., Hughes, N. W., Shuldiner, E. G., Ashkin, E. L., Tang, R. n., Hung, K. L.,
Chen, L. C., Lee, et al

2021

Machine learning reveals bilateral distribution of somatic L1 insertions in human neurons and glia. Nature neuroscience

Zhu, X. n., Zhou, B. n., Pattni, R. n., Gleason, K. n., Tan, C. n., Kalinowski, A. n., Sloan, S. n., Fiston-Lavier, A. S., Mariani, J. n., Petrov, D. n., Barres,
B. A., Duncan, L. n., Abyzoy, et al

2021

Fitness variation across subtle environmental perturbations reveals local modularity and global pleiotropy of adaptation ELIFE
Kinsler, G., Geiler-Samerotte, K., Petrov, D.
2020; 9
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Ancient RNA virus epidemics through the lens of recent adaptation in human genomes. Philosophical transactions of the Royal Society of
London. Series B, Biological sciences

Enard, D., Petrov, D. A.
2020; 375 (1812): 20190575

Genetic Adaptation in New York City Rats. Genome biology and evolution
Harpak, A., Garud, N., Rosenberg, N. A., Petrov, D. A., Combs, M., Pennings, P. S., Munshi-South, J.
2020

Genetic determinants of EGFR-driven lung cancer growth and therapeutic response in vivo
Foggetti, G., Li, C., Cai, H., Lin, W., Ayeni, D., Hastings, K., Andrejka, L., Maghini, D., Homer, R., Petrov, D. A., Winslow, M. M., Politi, K.
AMER ASSOC CANCER RESEARCH.2020

Multiplexed functional cancer genomics.

Cai, H., Li, C., Chew, S., Yousefi, M., Foggetti, G., Lin, W., Rogers, Z. N., Winters, I. P., McFarland, C. D., Politi, K., Swanton, C., Petrov, D. A.,
Winslow, et al

AMER ASSOC CANCER RESEARCH.2020: 23

Pervasive Strong Selection at the Level of Codon Usage Bias in Drosophila melanogaster. Genetics
Machado, H. E., Lawrie, D. S., Petrov, D. A.
2020; 214 (2): 511-528

Long live the king: chromosome-level assembly of the lion (Panthera leo) using linked-read, Hi-C, and long-read data. BMC biology
Armstrong, E. E., Taylor, R. W., Miller, D. E., Kaelin, C. B., Barsh, G. S., Hadly, E. A., Petrov, D.
2020; 18 (1): 3

Fitness variation across subtle environmental perturbations reveals local modularity and global pleiotropy of adaptation. eLife
Kinsler, G. n., Geiler-Samerotte, K. n., Petrov, D. A.
2020; 9

Accurate Allele Frequencies from Ultra-low Coverage Pool-Seq Samples in Evolve-and-Resequence Experiments. G3 (Bethesda, Md.)
Tilk, S., Bergland, A., Goodman, A., Schmidt, P., Petrov, D., Greenblum, S.
2019

Single nucleotide mapping of trait space reveals Pareto fronts that constrain adaptation. Nature ecology & evolution
Li, Y., Petrov, D. A., Sherlock, G.
2019

Microbiome composition shapes rapid genomic adaptation of Drosophila melanogaster. Proceedings of the National Academy of Sciences of
the United States of America

Rudman, S. M., Greenblum, S., Hughes, R. C., Rajpurohit, S., Kiratli, O., Lowder, D. B., Lemmon, S. G., Petrov, D. A., Chaston, J. M., Schmidt, P.
2019

Evolutionary Dynamics in Structured Populations Under Strong Population Genetic Forces. G3 (Bethesda, Md.)
Feder, A. F., Pennings, P. S., Hermisson, J., Petrov, D. A.
2019

Exploiting selection at linked sites to infer the rate and strength of adaptation NATURE ECOLOGY & EVOLUTION
Uricchio, L. H., Petrov, D. A, Enard, D.
2019; 3 (6): 977-84

Empowering conservation practice with efficient and economical genotyping from poor quality samples. Methods in ecology and evolution
Natesh, M., Taylor, R. W., Truelove, N. K., Hadly, E. A., Palumbi, S. R., Petrov, D. A., Ramakrishnan, U.

2019; 10 (6): 853-859

Empowering conservation practice with efficient and economical genotyping from poor quality samples METHODS IN ECOLOGY AND
EVOLUTION

Natesh, M., Taylor, R. W., Truelove, N. K., Hadly, E. A., Palumbi, S. R., Petrov, D. A., Ramakrishnan, U.

2019; 10 (6): 853-59
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Exploiting selection at linked sites to infer the rate and strength of adaptation. Nature ecology & evolution
Uricchio, L. H., Petrov, D. A., Enard, D.
2019

Cost-effective assembly of the African wild dog (Lycaon pictus) genome using linked reads G/IGASCIENCE

Armstrong, E. E., Taylor, R. W., Prost, S., Blinston, P., van der Meer, E., Madzikanda, H., Mufute, O., Mandisodza-Chikerema, R., Stuelpnagel, J.,
Sillero-Zubiri, C., Petrov, D.

2019; 8 (2)

Stress response, behavior, and development are shaped by transposable element-induced mutations in Drosophila. PLoS genetics

Rech, G. E., Bogaerts-Marquez, M., Barron, M. G., Merenciano, M., Villanueva-Canas, J. L., Horvath, V., Fiston-Lavier, A., Luyten, I., Venkataram,
S., Quesneville, H., Petrov, D. A., Gonzalez, J.

2019; 15 (2): e1007900

Stress response, behavior, and development are shaped by transposable element-induced mutations in Drosophila PLOS GENETICS

Rech, G. E., Bogaerts-Marquez, M., Barron, M. G., Merenciano, M., Luis Villanueva-Canas, J., Horvath, V., Fiston-Lavier, A., Luyten, I., Venkataram,
S., Quesneville, H., Petrov, D. A., Gonzalez, J.

2019; 15 (2)

Pervasive Strong Selection at the Level of Codon Usage Bias in Drosophila melanogaster. Genetics
Machado, H. E., Lawrie, D. S., Petrov, D. A.
2019

MACHINE LEARNING ANALYSIS OF ULTRA-DEEP WHOLE-GENOME SEQUENCING IN HUMAN BRAIN REVEALS SOMATIC GENOMIC
RETROTRANSPOSITION IN GLIA AS WELL AS IN NEURONS

Urban, A., Zhu, X., Zhou, B., Sloan, S., Pattni, R., Fiston-Lavier, A., Snyder, M., Petrov, D., Abyzov, A., Vaccarino, F., Barres, B., Vogel, H.,
Tamminga, et al

ELSEVIER.2019: 1240

Tissue-Specific cis-Regulatory Divergence Implicates eloF in Inhibiting Interspecies Mating in Drosophila CURRENT BIOLOGY
Combs, P. A., Krupp, J. J., Khosla, N. M., Bua, D., Petrov, D. A,, Levine, J. D., Fraser, H. B.
2018; 28 (24): 3969-+

Tissue-Specific cis-Regulatory Divergence Implicates eloF in Inhibiting Interspecies Mating in Drosophila. Current biology : CB
Combs, P. A., Krupp, J. J., Khosla, N. M., Bua, D., Petrov, D. A,, Levine, J. D., Fraser, H. B.
2018

Cost-effective assembly of the African wild dog (Lycaon pictus) genome using linked reads. GigaScience

Armstrong, E. E., Taylor, R. W,, Prost, S., Blinston, P., van der Meer, E., Madzikanda, H., Mufute, O., Mandisodza-Chikerema, R., Stuelpnagel, J.,
Sillero-Zubiri, C., Petrov, D.

2018

Evidence that RNA Viruses Drove Adaptive Introgression between Neanderthals and Modem Humans CELL
Enard, D., Petrov, D. A.
2018; 175 (2): 360-+

Spatiotemporal dynamics and genome-wide association genome-wide association analysis of desiccation tolerance in Drosophila
melanogaster MOLECULAR ECOLOGY

Rajpurohit, S., Gefen, E., Bergland, A. O., Petrov, D. A., Gibbs, A. G., Schmidt, P. S.
2018; 27 (17): 3525-40

Functional lung cancer genomics through in vivo genome editing
Winters, I. P.,, Rogers, Z. N., McFarland, C. D., Lalgudi, P. V., Chiou, S., Kay, M. A., Petrov, D., Winslow, M. M.
AMER ASSOC CANCER RESEARCH.2018

Tripolar chromosome segregation drives the association between maternal genotype at variants spanning PLK4 and aneuploidy in human
preimplantation embryos HUMAN MOLECULAR GENETICS

McCoy, R. C., Newnham, L. J., Ottolini, C. S., Hoffmann, E. R., Chatzimeletiou, K., Cornejo, O. E., Zhan, Q., Zaninovic, N., Rosenwaks, Z., Petrov, D.
A., Demko, Z. P., Sigurjonsson, S., Handyside, et al

2018; 27 (14): 2573-85
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Quantitative and multiplex analysis of the genomic determinants of tumorigenesis.
Winters, |., Rogers, Z., McFarland, C., Petrov, D., Winslow, M. M.
AMER ASSOC CANCER RESEARCH.2018: 15-16

Mapping the in vivo fitness landscape of lung adenocarcinoma tumor suppression in mice NATURE GENETICS
Rogers, Z. N., McFarland, C. D., Winters, |. P., Seoane, J. A., Brady, J. J., Yoon, S., Curtis, C., Petrov, D. A., Winslow, M. M.
2018; 50 (4): 483-+

Hidden Complexity of Yeast Adaptation under Simple Evolutionary Conditions CURRENT BIOLOGY
Li, Y., Venkataram, S., Agarwala, A., Dunn, B., Petrov, D. A., Sherlock, G., Fisher, D. S.
2018; 28 (4): 515-+

Rapid seasonal evolution in innate immunity of wild Drosophila melanogaster PROCEEDINGS OF THE ROYAL SOCIETY B-BIOLOGICAL
SCIENCES

Behrman, E. L., Howick, V. M., Kapun, M., Staubach, F., Bergland, A. O., Petrov, D. A., Lazzaro, B. P., Schmidt, P. S.
2018; 285 (1870)

Seasonally fluctuating selection can maintain polymorphism at many loci via segregation lift PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Wittmann, M. J., Bergland, A. O., Feldman, M. W., Schmidt, P. S., Petrov, D. A.
2017; 114 (46): E9932—-E9941

High rate of adaptation of mammalian proteins that interact with Plasmodium and related parasites PLOS GENETICS
Ebel, E. R., Telis, N., Venkataram, S., Petrov, D. A., Enard, D.
2017; 13 (9): e1007023

A quantitative and multiplexed approach to uncover the fitness landscape of tumor suppression in vivo. Nature methods
Rogers, Z. N., McFarland, C. D., Winters, I. P., Naranjo, S., Chuang, C., Petrov, D., Winslow, M. M.
2017

A spatio-temporal assessment of simian/human immunodeficiency virus (SHIV) evolution reveals a highly dynamic process within the
host. PLoS pathogens

Feder, A. F,, Kline, C., Polacino, P., Cottrell, M., Kashuba, A. D., Keele, B. F,, Hu, S., Petrov, D. A., Pennings, P. S., Ambrose, Z.
2017; 13 (5)

Soft Selective Sweeps in Evolutionary Rescue. Genetics
Wilson, B. A., Pennings, P. S., Petrov, D. A.
2017

Seeking Goldilocks During Evolution of Drug Resistance. PLoS biology
Sherlock, G., Petrov, D. A.
2017; 15 (2)

Extremely Rare Polymorphisms in Saccharomyces cerevisiae Allow Inference of the Mutational Spectrum. PLoS genetics
Zhu, Y. O., Sherlock, G., Petrov, D. A.
2017; 13 (1)

Deep sequencing of natural and experimental populations of Drosophila melanogaster reveals biases in the spectrum of new
mutations. Genome research

Assaf, Z. J., Tilk, S. n., Park, J. n., Siegal, M. L., Petrov, D. A.
2017; 27 (12): 1988-2000

Multiplexed in vivo homology-directed repair and tumor barcoding enables parallel quantification of Kras variant oncogenicity. Nature
communications

Winters, |. P., Chiou, S. H., Paulk, N. K., McFarland, C. D., Lalgudi, P. V., Ma, R. K., Lisowski, L. n., Connolly, A. J., Petrov, D. A., Kay, M. A., Winslow,
M. M.

2017; 8 (1): 2053

Adaptive dynamics of cuticular hydrocarbons in Drosophila JOURNAL OF EVOLUTIONARY BIOLOGY
Rajpurohit, S., Hanus, R., Vrkoslav, V., Behrman, E. L., Bergland, A. O., Petrov, D., Cvacka, J., Schmidt, P. S.
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2017; 30 (1): 66-80

Adaptive dynamics of cuticular hydrocarbons in Drosophila. Journal of evolutionary biology
Rajpurohit, S., Hanus, R., Vrkoslav, V., Behrman, E. L., Bergland, A. O., Petrov, D., Cvacka, J., Schmidt, P. S.
2016

Development of a Comprehensive Genotype-to-Fitness Map of Adaptation-Driving Mutations in Yeast. Cell

Venkataram, S., Dunn, B, Li, Y., Agarwala, A., Chang, J., Ebel, E. R., Geiler-Samerotte, K., Hérissant, L., Blundell, J. R, Levy, S. F,, Fisher, D. S.,
Sherlock, G., Petrov, et al

2016; 166 (6): 1585-1596 €22

An Intrinsically Disordered Region of the DNA Repair Protein Nbs1 Is a Species-Specific Barrier to Herpes Simplex Virus 1 in
Primates. Cell host & microbe

Lou, D. I., Kim, E. T., Meyerson, N. R., Pancholi, N. J., Mohni, K. N., Enard, D., Petrov, D. A., Weller, S. K., Weitzman, M. D., Sawyer, S. L.
2016; 20 (2): 178-188

Whole Genome Analysis of 132 Clinical Saccharomyces cerevisiae Strains Reveals Extensive Ploidy Variation G3-GENES GENOMES
GENETICS

Zhu, Y. O, Sherlock, G., Petrov, D. A.
2016; 6 (8): 2421-2434

Heterozygote Advantage Is a Common Outcome of Adaptation in Saccharomyces cerevisiae GENETICS
Sellis, D., Kvitek, D. J., Dunn, B., Sherlock, G., Petrov, D. A.
2016; 203 (3): 1401-?

Elevated Linkage Disequilibrium and Signatures of Soft Sweeps Are Common in Drosophila melanogaster GENETICS
Garud, N. R,, Petrov, D. A.
2016; 203 (2): 863-?

Viruses are a dominant driver of protein adaptation in mammals ELIFE
Enard, D., Cai, L., Gwennap, C., Petroy, D. A.
2016; 5

Effects of maternal age on euploidy rates in a large cohort of embryos analyzed with 24-chromosome single-nucleotide polymorphism-
based preimplantation genetic screening FERTILITY AND STERILITY

Demko, Z. P., Simon, A. L., McCoy, R. C., Petrov, D. A., Rabinowitz, M.
2016; 105 (5): 1307-1313

Global Transcriptional Profiling of Diapause and Climatic Adaptation in Drosophila melanogaster. Molecular biology and evolution
Zhao, X., Bergland, A. O., Behrman, E. L., Gregory, B. D., Petrov, D. A., Schmidt, P. S.
2016; 33 (3): 707-720

Secondary contact and local adaptation contribute to genome-wide patterns of clinal variation in Drosophila melanogaster. Molecular
ecology

Bergland, A. O., Tobler, R., Gonzalez, J., Schmidt, P., Petrov, D.
2016; 25 (5): 1157-1174

Comparative population genomics of latitudinal variation in Drosophila simulans and Drosophila melanogaster. Molecular ecology
Machado, H. E., Bergland, A. O., O'Brien, K. R., Behrman, E. L., Schmidt, P. S., Petrov, D. A.
2016; 25 (3): 723-740

More effective drugs lead to harder selective sweeps in the evolution of drug resistance in HIV-1. eLife
Feder, A. F., Rhee, S., Holmes, S. P,, Shafer, R. W., Petrov, D. A., Pennings, P. S.
2016; 5

Evidence of Selection against Complex Mitotic-Origin Aneuploidy during Preimplantation Development PLOS GENETICS
McCoy, R. C., Demko, Z. P., Ryan, A., Banjevic, M., Hill, M., Sigurjonsson, S., Rabinowitz, M., Petrov, D. A.
2015; 11 (10)

Investigation of the prevalence of antagonistic pleiotropy
Herissant, L., Yuan, D., Jerison, E., Agarwala, A., Fisher, D., Desai, M., Petrov, D., Sherlock, G.
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WILEY-BLACKWELL.2015: S263-S264

Exploring the adaptive mutation spectrum in massively tagged populations of experimentally evolving yeast

Dunn, B., Venkataram, S., Levy, S., Blundell, J., Herissant, L., Li, Y., Chang, J., Geiler-Samerotte, K., Agarwala, A., Fisher, D., Petrov, D., Sherlock,
G.

WILEY-BLACKWELL.2015: S89

Quantification of GC-biased gene conversion in the human genome GENOME RESEARCH
Glemin, S., Arndt, P. F., Messer, P. W., Petrov, D., Galtier, N., Duret, L.
2015; 25 (8): 1215-1228

Imperfect drug penetration leads to spatial monotherapy and rapid evolution of multidrug resistance PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Moreno-Gamez, S., Hill, A. L., Rosenbloom, D. I., Petrov, D. A., Nowak, M. A., Pennings, P. S.
2015; 112 (22): E2874-E2883

Obstruction of adaptation in diploids by recessive, strongly deleterious alleles. Proceedings of the National Academy of Sciences of the
United States of America

Assaf, Z. J., Petrov, D. A., Blundell, J. R.
2015; 112 (20): E2658-66

Common variants spanning PLK4 are associated with mitotic-origin aneuploidy in human embryos SC/IENCE
McCoy, R. C., Demko, Z., Ryan, A., Banjevic, M., Hill, M., Sigurjonsson, S., Rabinowitz, M., Fraser, H. B., Petrov, D. A.
2015; 348 (6231): 235-238

Quantitative evolutionary dynamics using high-resolution lineage tracking. Nature
Levy, S. F, Blundell, J. R., Venkataram, S., Petrov, D. A, Fisher, D. S., Sherlock, G.
2015; 519 (7542): 181-186

T-lex2: genotyping, frequency estimation and re-annotation of transposable elements using single or pooled next-generation sequencing
data. Nucleic acids research

Fiston-Lavier, A., Barréon, M. G., Petrov, D. A., Gonzalez, J.
2015; 43 (4)

Recent selective sweeps in North American Drosophila melanogaster show signatures of soft sweeps. PLoS genetics
Garud, N. R., Messer, P. W., Buzbas, E. O., Petrov, D. A.
2015; 11 (2)

Genomic Evidence of Rapid and Stable Adaptive Oscillations over Seasonal Time Scales in Drosophila PLOS GENETICS
Bergland, A. O., Behrman, E. L., O'Brien, K. R., Schmidt, P. S., Petrov, D. A.
2014; 10 (11)

Genomic evidence of rapid and stable adaptive oscillations over seasonal time scales in Drosophila. PLoS genetics
Bergland, A. O., Behrman, E. L., O'Brien, K. R., Schmidt, P. S., Petrov, D. A.
2014; 10 (11)

Soft Selective Sweeps in Complex Demographic Scenarios GENETICS
Wilson, B. A., Petrov, D. A., Messer, P. W.
2014; 198 (2): 669-684

Soft selective sweeps in complex demographic scenarios. Genetics
Wilson, B. A., Petrov, D. A., Messer, P. W.
2014; 198 (2): 669-684

Reply to Chen and Zhang: On interpreting genome-wide trends from yeast mutation accumulation data PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Zhu, Y. O, Siegal, M. L., Hall, D. W., Petrov, D. A.
2014; 111 (39): E4063

Precise estimates of mutation rate and spectrum in yeast PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED
STATES OF AMERICA
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Zhu, Y. O, Siegal, M. L., Hall, D. W., Petrov, D. A.
2014; 111 (22): E2310-E2318

Genome-wide signals of positive selection in human evolution. Genome research
Enard, D., Messer, P. W., Petrov, D. A.
2014; 24 (6): 885-895

Comparative population genomics: power and principles for the inference of functionality TRENDS IN GENETICS
Lawrie, D. S., Petrov, D. A.
2014; 30 (4): 133-139

Genomic inference accurately predicts the timing and severity of a recent bottleneck in a nonmodel insect population. Molecular ecology
McCoy, R. C., Garud, N. R., Kelley, J. L., Boggs, C. L., Petrov, D. A.
2014; 23 (1): 136-150

lllumina TruSeq Synthetic Long-Reads Empower De Novo Assembly and Resolve Complex, Highly-Repetitive Transposable
Elements. PloS one

McCoy, R. C., Taylor, R. W., Blauwkamp, T. A, Kelley, J. L., Kertesz, M., Pushkarev, D., Petrov, D. A,, Fiston-Lavier, A.
2014; 9 (9)

Population genomics of transposable elements in Drosophila. Annual review of genetics
Barréon, M. G., Fiston-Lavier, A., Petrov, D. A., Gonzalez, J.
2014; 48: 561-581

lllumina TruSeq synthetic long-reads empower de novo assembly and resolve complex, highly-repetitive transposable elements. P/oS one
McCoy, R. C., Taylor, R. W., Blauwkamp, T. A., Kelley, J. L., Kertesz, M., Pushkarev, D., Petrov, D. A., Fiston-Lavier, A.
2014; 9 (9)

Population genomics of rapid adaptation by soft selective sweeps TRENDS IN ECOLOGY & EVOLUTION
Messer, P. W., Petroyv, D. A.
2013; 28 (22): 659-669

Population genomics of rapid adaptation by soft selective sweeps. Trends in ecology & evolution
Messer, P. W., Petrov, D. A.
2013; 28 (11): 659-69

Host Species and Environmental Effects on Bacterial Communities Associated with Drosophila in the Laboratory and in the Natural
Environment PLOS ONE

Staubach, F., Baines, J. F., Kuenzel, S., Bik, E. M., Petroy, D. A.
2013; 8 (8)

Frequent adaptation and the McDonald-Kreitman test. Proceedings of the National Academy of Sciences of the United States of America
Messer, P. W., Petrov, D. A.
2013; 110 (21): 8615-8620

Strong purifying selection at synonymous sites in D. melanogaster. PLoS genetics
Lawrie, D. S., Messer, P. W., Hershberg, R., Petrov, D. A.
2013; 9 (5)

Strong Purifying Selection at Synonymous Sites in D. melanogaster. PLoS genetics
Lawrie, D. S., Messer, P. W., Hershberg, R., Petrov, D. A.
2013; 9 (5)

Evaluating methods of demographic inference and testing for balancing selection using genomic data from the checkerspot butterfly
Euphydryas gillettii Annual Meeting of the Society-for-Integrative-and-Comparative-Biology (SICB)

Mccoy, R. C., Boggs, C. B., Petrov, D. A.
OXFORD UNIV PRESS INC.2013: E329-E329

Host species and environmental effects on bacterial communities associated with Drosophila in the laboratory and in the natural
environment. PloS one

Staubach, F., Baines, J. F., Kiinzel, S., Bik, E. M., Petrov, D. A.
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2013; 8 (8)

Evolutionary Biology for the 21st Century PLOS BIOLOGY

Losos, J. B., Arnold, S. J., Bejerano, G., Brodie, E. D., Hibbett, D., Hoekstra, H. E., Mindell, D. P., Monteiro, A., Moritz, C., Orr, H. A., Petrov, D. A.,
Renner, S. S., Ricklefs, et al

2013; 11 (1)

Evolutionary biology for the 21st century. PLoS biology

Losos, J. B., Arnold, S. J., Bejerano, G., Brodie, E. D., Hibbett, D., Hoekstra, H. E., Mindell, D. P., Monteiro, A., Moritz, C., Orr, H. A., Petrov, D. A.,
Renner, S. S., Ricklefs, et al

2013; 11 (1)

On the Limitations of Using Ribosomal Genes as References for the Study of Codon Usage: A Rebuttal PLOS ONE
Hershberg, R., Petrov, D. A.
2012; 7 (12)

LDx: Estimation of Linkage Disequilibrium from High-Throughput Pooled Resequencing Data PLOS ONE
Feder, A. F., Petrov, D. A., Bergland, A. O.
2012; 7 (11)

Genome Patterns of Selection and Introgression of Haplotypes in Natural Populations of the House Mouse (Mus musculus) PLOS
GENETICS

Staubach, F., Lorenc, A., Messer, P. W., Tang, K., Petrov, D. A., Tautz, D.
2012; 8 (8)

Empirical Validation of Pooled Whole Genome Population Re-Sequencing in Drosophila melanogaster PLOS ONE
Zhu, Y., Bergland, A. O., Gonzalez, J., Petrov, D. A.
2012; 7 (7)

Origins and rates of aneuploidy in human blastomeres FERTILITY AND STERILITY
Rabinowitz, M., Ryan, A., Gemelos, G., Hill, M., Baner, J., Cinnioglu, C., Banjevic, M., Potter, D., Petrov, D. A., Demko, Z.
2012; 97 (2): 395-401

Evolution of genome content: population dynamics of transposable elements in flies and humans. Methods in molecular biology (Clifton,
N.J.)

Gonzalez, J., Petrov, D. A.
2012; 855: 361-383

Heterozygote advantage as a natural consequence of adaptation in diploids PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES
OF THE UNITED STATES OF AMERICA

Sellis, D., Callahan, B. J., Petrov, D. A., Messer, P. W.
2011; 108 (51): 20666-20671

High sensitivity to aligner and high rate of false positives in the estimates of positive selection in the 12 Drosophila genomes GENOME
RESEARCH

Markova-Raina, P., Petrov, D.
2011; 21 (6): 863-874

Population Genomics of Transposable Elements in Drosophila melanogaster MOLECULAR BIOLOGY AND EVOLUTION
Petrov, D. A., Fiston-Lavier, A., Lipatov, M., Lenkov, K., Gonzalez, J.
2011; 28 (5): 1633-1644

T-lex: a program for fast and accurate assessment of transposable element presence using next-generation sequencing data NUCLEIC
ACIDS RESEARCH

Fiston-Lavier, A., Carrigan, M., Petroy, D. A., Gonzalez, J.
2011; 39 (6)

Faster than Neutral Evolution of Constrained Sequences: The Complex Interplay of Mutational Biases and Weak Selection GENOME
BIOLOGY AND EVOLUTION

Lawrie, D. S., Petrov, D. A., Messer, P. W.
2011; 3: 383-395
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Drosophila melanogaster recombination rate calculator GENE
Fiston-Lavier, A., Singh, N. D., Lipatov, M., Petrov, D. A.
2010; 463 (1-2): 18-20

Evidence That Mutation Is Universally Biased towards AT in Bacteria PLOS GENETICS
Hershberg, R., Petrov, D. A.
2010; 6 (9)

Evidence that Adaptation in Drosophila Is Not Limited by Mutation at Single Sites PLOS GENETICS
Karasov, T., Messer, P. W., Petroyv, D. A.
2010; 6 (6)

Genome-Wide Patterns of Adaptation to Temperate Environments Associated with Transposable Elements in Drosophila PLOS GENETICS
Gonzalez, J., Karasov, T. L., Messer, P. W., Petrov, D. A.
2010; 6 (4)

Adaptive Evolution of Pelvic Reduction in Sticklebacks by Recurrent Deletion of a Pitx1 Enhancer SC/IENCE

Chan, Y. F., Marks, M. E., Jones, F. C., Villarreal, G., Shapiro, M. D., Brady, S. D., Southwick, A. M., Absher, D. M., Grimwood, J., Schmutz, J.,
Myers, R. M., Petrov, D., Jonsson, et al

2010; 327 (5963): 302-305

Relaxed Purifying Selection and Possibly High Rate of Adaptation in Primate Lineage-Specific Genes GENOME BIOLOGY AND
EVOLUTION

Cai, J. J., Petrov, D. A.
2010; 2: 393-409

Broker Genes in Human Disease GENOME BIOLOGY AND EVOLUTION
Cai, J. J., Borenstein, E., Petrov, D. A.
2010; 2: 815-825

Time for DNA Disclosure SCIENCE

Krane, D. E., Bahn, V., Balding, D., Barlow, B., Cash, H., Desportes, B. L., D'Eustachio, P., Devlin, K., Doom, T. E., Dror, |., Ford, S., Funk, C., Gilder,
etal

2009; 326 (5960): 1631-1632

The adaptive role of transposable elements in the Drosophila genome GENE
Gonzalez, J., Petrov, D. A.
2009; 448 (2): 124-133

MITEs-The Ultimate Parasites SC/IENCE
Gonzalez, J., Petrov, D.
2009; 325 (5946): 1352-1353

A Recent Adaptive Transposable Element Insertion Near Highly Conserved Developmental Loci in Drosophila melanogaster MOLECULAR
BIOLOGY AND EVOLUTION

Gonzalez, J., Macpherson, J. M., Petrov, D. A.
2009; 26 (9): 1949-1961

From trait to base pairs: Parallel evolution of pelvic reduction in three-spined sticklebacks occurs by repeated deletion of a tissue-specific
pelvic enhancer at Pitx1

Chan, Y., Villarreal, G., Marks, M., Shapiro, M., Jones, F., Petrov, D., Dickson, M., Southwick, A., Absher, D., Grimwood, J., Schmutz, J., Myers, R.,
Jnsson, et al

ELSEVIER SCIENCE BV.2009: S14-S15

General Rules for Optimal Codon Choice PLOS GENETICS
Hershberg, R., Petrov, D. A.
2009; 5 (7)

Pervasive Natural Selection in the Drosophila Genome? PLOS GENETICS
Sella, G., Petrov, D. A., Przeworski, M., Andolfatto, P.
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2009; 5 (6)

Molecular Evolution of the Testis TAFs of Drosophila MOLECULAR BIOLOGY AND EVOLUTION
Li, V. C., Davis, J. C., Lenkoyv, K., Bolival, B., Fuller, M. T., Petrov, D. A.
2009; 26 (5): 1103-1116

Inferring the Strength of Selection in Drosophila under Complex Demographic Models MOLECULAR BIOLOGY AND EVOLUTION
Gonzalez, J., Macpherson, J. M., Messer, P. W., Petrov, D. A.
2009; 26 (3): 513-526

Similarly Strong Purifying Selection Acts on Human Disease Genes of All Evolutionary Ages GENOME BIOLOGY AND EVOLUTION
Cai, J. J., Borenstein, E., Chen, R., Petrov, D. A.
2009; 1: 131-144

Pervasive Hitchhiking at Coding and Regulatory Sites in Humans PLOS GENETICS
Cai, J. J., Macpherson, J. M., Sella, G., Petrov, D. A.
2009; 5 (1)

High Functional Diversity in Mycobacterium tuberculosis Driven by Genetic Drift and Human Demography PLOS BIOLOGY
Hershberg, R., Lipatov, M., Small, P. M., Sheffer, H., Niemann, S., Homolka, S., Roach, J. C., Kremer, K., Petroy, D. A, Feldman, M. W., Gagneux, S.
2008; 6 (12): 2658-2671

High Rate of Recent Transposable Element-Induced Adaptation in Drosophila melanogaster PLOS BIOLOGY
Gonzalez, J., Lenkov, K., Lipatov, M., Macpherson, J. M., Petrov, D. A.
2008; 6 (10): 2109-2129

Pervasive and Persistent Redundancy among Duplicated Genes in Yeast PLOS GENETICS
Dean, E. J., Davis, J. C., Davis, R. W., Petrov, D. A.
2008; 4 (7)

Nonadaptive explanations for signatures of partial selective sweeps in Drosophila MOLECULAR BIOLOGY AND EVOLUTION
Macpherson, J. M., Gonzalez, J., Witten, D. M., Davis, J. C., Rosenberg, N. A., Hirsh, A. E., Petrov, D. A.
2008; 25 (6): 1025-1042

Selection on Codon Bias ANNUAL REVIEW OF GENETICS
Hershberg, R., Petrov, D. A.
2008; 42: 287-299

Genomewide spatial correspondence between nonsynonymous divergence and neutral polymorphism reveals extensive adaptation in
drosophila GENETICS

Macpherson, J. M., Sella, G., Davis, J. C., Petrov, D. A.
2007; 177 (4): 2083-2099

Similar levels of X-linked and autosomal nucleotide variation in African and non-African populations of Drosophila melanogaster BMC
EVOLUTIONARY BIOLOGY

Singh, N. D., Macpherson, J. M., Jensen, J. D., Petrov, D. A.
2007;7

The mode and tempo of genome size evolution in eukaryotes GENOME RESEARCH
Oliver, M. J., Petrov, D., Ackerly, D., Falkowski, P., Schofield, O. M.
2007; 17 (5): 594-601

Evolution of gene function on the X chromosome versus the autosomes. Genome dynamics
Singh, N. D., Petrov, D. A.
2007; 3: 101-118

Reduced selection leads to accelerated gene loss in Shigella GENOME BIOLOGY
Hershberg, R., Tang, H., Petrov, D. A.
2007; 8 (8)
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Minor shift in background substitutional patterns in the Drosophila saltans and willistoni lineages is insufficient to explain GC content of
coding sequences BMC BIOLOGY

Singh, N. D., Arndt, P. F., Petrov, D. A.
2006; 4

Fitness cost of LINE-1 (L1) activity in humans PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF
AMERICA

Boissinot, S., Davis, J., Entezam, A., Petrov, D., Furano, A. V.
2006; 103 (25): 9590-9594

A novel method distinguishes between mutation rates and fixation biases in patterns of single-nucleotide substitution JOURNAL OF
MOLECULAR EVOLUTION

Lipatov, M., Arndt, P. F., Hwa, T., Petrov, D. A.
2006; 62 (2): 168-175

A novel method distinguishes between mutation rates and fixation biases in patterns of single-nucleotide substitution (vol 62, pg 62,
2006) JOURNAL OF MOLECULAR EVOLUTION

Lipatov, M., Arndt, P. F., Hwa, T., Petrov, D. A.
2006; 62 (2): 245

Paucity of chimeric gene-transposable element transcripts in the Drosophila melanogaster genome BMC BIOLOGY
Lipatov, M., Lenkov, K., Petrov, D. A., Bergman, C. M.
2005; 3

Do disparate mechanisms of duplication add similar genes to the genome? TRENDS IN GENETICS
Davis, J. C., Petrov, D. A.
2005; 21 (10): 548-551

Codon bias and noncoding GC content correlate negatively with recombination rate on the Drosophila X chromosome JOURNAL OF
MOLECULAR EVOLUTION

Singh, N. D., Davis, J. C., Petroy, D. A.
2005; 61 (3): 315-324

X-linked genes evolve higher codon bias in Drosophila and Caenorhabditis GENETICS
Singh, N. D., Davis, J. C., Petrov, D. A.
2005; 171 (1): 145-155

Pesticide resistance via transposition-mediated adaptive gene truncation in Drosophila SC/IENCE
Aminetzach, Y. T., Macpherson, J. M., Petroy, D. A.
2005; 309 (5735): 764-767

Substantial regional variation in substitution rates in the human genome: Importance of GC content, gene density, and telomere-specific
effects JOURNAL OF MOLECULAR EVOLUTION

Arndt, P. F., Hwa, T., Petrov, D. A.
2005; 60 (6): 748-U28

Protein evolution in the context of Drosophila development JOURNAL OF MOLECULAR EVOLUTION
Davis, J. C., Brandman, O., Petrov, D. A.
2005; 60 (6): 774-U42

Genomic heterogeneity of background substitutional patterns in Drosophila melanogaster GENETICS
Singh, N. D., Arndt, P. F., Petrov, D. A.
2005; 169 (2): 709-722

Elevated evolutionary rates in the laboratory strain of Saccharomyces cerevisiae PROCEEDINGS OF THE NATIONAL ACADEMY OF
SCIENCES OF THE UNITED STATES OF AMERICA

Gu, Z. L., David, L., Petrov, D., Jones, T., Davis, R. W., Steinmetz, L. M.
2005; 102 (4): 1092-1097

The large genome constraint hypothesis: Evolution, ecology and phenotype 2nd Plant Genome Size Workshop and Discussion Meeting
Knight, C. A., Molinari, N. A., Petrov, D. A.
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OXFORD UNIV PRESS.2005: 177-90

Enhancer choice in cis and in trans in Drosophila melanogaster: Role of the promoter GENETICS
Morris, J. R., Petrov, D. A, Lee, A. M., Wu, C. T.
2004; 167 (4): 1739-1747

Rapid sequence turnover at an intergenic locus in Drosophila MOLECULAR BIOLOGY AND EVOLUTION
Singh, N. D., Petrov, D. A.
2004; 21 (4): 670-680

Preferential duplication of conserved proteins in eukaryotic genomes. PLoS biology
Davis, J. C., Petrov, D. A.
2004; 2 (3): E55-?

Preferential duplication of conserved proteins in eukaryotic genomes PLOS BIOLOGY
Davis, J. C., Petrov, D. A.
2004; 2 (3): 318-326

Distinct changes of genomic biases in nucleotide substitution at the time of mammalian radiation MOLECULAR BIOLOGY AND
EVOLUTION

Arndt, P. F., Petrov, D. A,, Hwa, T.
2003; 20 (11): 1887-1896

Rates of DNA duplication and mitochondrial DNA insertion in the human genome JOURNAL OF MOLECULAR EVOLUTION
Bensasson, D., Feldman, M. W., Petrov, D. A.
2003; 57 (3): 343-354

Size matters: Non-LTR retrotransposable elements and ectopic recombination in Drosophila MOLECULAR BIOLOGY AND EVOLUTION
Petrov, D. A., Aminetzach, Y. T., Davis, J. C., Bensasson, D., Hirsh, A. E.
2003; 20 (6): 880-892

Transposable elements in clonal lineages: lethal hangover from sex
Nuzhdin, S. V., Petrov, D. A.
OXFORD UNIV PRESS.2003: 33-41

How intron splicing affects the deletion and insertion profile in Drosophila melanogaster GENETICS
Ptak, S. E., Petrov, D. A.
2002; 162 (3): 1233-1244

SEGE: A database on 'intron less/single exonic' genes from eukaryotes B/IOINFORMATICS
Sakharkar, M. K., Kangueane, P., Petrov, D. A., Kolaskar, A. S., Subbiah, S.
2002; 18 (9): 1266-1267

Mutational equilibrium model of genome size evolution THEORETICAL POPULATION BIOLOGY
Petrov, D. A.
2002; 61 (4): 531-544

DNA loss and evolution of genome size in Drosophila GENETICA
Petrov, D. A.
2002; 115 (1): 81-91

Gene galaxies in the maize genome PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Walbot, V., Petroy, D. A.
2001; 98 (15): 8163-8164

Genomic gigantism: DNA loss is slow in mountain grasshoppers MOLECULAR BIOLOGY AND EVOLUTION
Bensasson, D., Petrov, D. A., Zhang, D. X., Hartl, D. L., Hewitt, G. M.
2001; 18 (2): 246-253

Evolution of genome size: new approaches to an old problem TRENDS IN GENETICS
Petrov, D. A.
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2001; 17 (1): 23-28

Pseudogene evolution and natural selection for a compact genome Symposium on Genetic Diversity and Evolution
Petrov, D. A., Hartl, D. L.
OXFORD UNIV PRESS INC.2000: 221-27

Evidence for DNA loss as a determinant of genome size SCIENCE
Petrov, D. A., Sangster, T. A., Johnston, J. S., Hartl, D. L., Shaw, K. L.
2000; 287 (5455): 1060-1062

Genome size as a mutation-selection-drift process Fukuoka International Symposium of Population Genetics
Lozovskaya, E. R., Nurminsky, D., Petrov, D. A., Hartl, D. L.
GENETICS SOC JAPAN.1999: 201-7

Patterns of nucleotide substitution in Drosophila and mammalian genomes PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES
OF THE UNITED STATES OF AMERICA

Petrov, D. A., Hartl, D. L.
1999; 96 (4): 1475-1479

Pseudogene evolution in Drosophila suggests a high rate of DNA loss MOLECULAR BIOLOGY AND EVOLUTION
Petrov, D. A., Chao, Y. C., Stephenson, E. C., Hartl, D. L.
1998; 15 (11): 1562-1567

Genome size and intron size in Drosophila MOLECULAR BIOLOGY AND EVOLUTION
Moriyama, E. N., Petrov, D. A., Hartl, D. L.
1998; 15 (6): 770-773

High rate of DNA loss in the Drosophila melanogaster and Drosophila virilis species groups MOLECULAR BIOLOGY AND EVOLUTION
Petrov, D. A., Hartl, D. L.
1998; 15 (3): 293-302

Trash DNA is what gets thrown away: high rate of DNA loss in Drosophila International-Society-of-Molecular-Evolution Symposium on Junk
DNA - the Role and the Evolution of Non-Coding Sequences

Petrov, D. A., Hartl, D. L.
ELSEVIER SCIENCE BV.1997: 279-89

Slow but steady: Reduction of genome size through biased mutation PLANT CELL
Petrov, D.
1997; 9 (11): 1900-1901

High intrinsic: Rate of DNA loss in Drosophila NATURE
Petrov, D. A,, Lozovskaya, E. R., Hartl, D. L.
1996; 384 (6607): 346-349

Triple-ligation strategy with advantages over directional cloning BIOTECHNIQUES
Siegal, M. L., Petrov, D. A., DeAguiar, D.
1996; 21 (4): 614-?

GENOMIC REGULATION OF TRANSPOSABLE ELEMENTS IN DROSOPHILA CURRENT OPINION IN GENETICS & DEVELOPMENT
Lozovskaya, E. R., Hartl, D. L., Petrov, D. A.
1995; 5 (6): 768-773

DIVERSE TRANSPOSABLE ELEMENTS ARE MOBILIZED IN HYBRID DYSGENESIS IN DROSOPHILA-VIRILIS PROCEEDINGS OF THE
NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Petrov, D. A., Schutzman, J. L., Hartl, D. L., Lozovskaya, E. R.
1995; 92 (17): 8050-8054

A COMBINED MOLECULAR AND CYTOGENETIC APPROACH TO GENOME EVOLUTION IN DROSOPHILA USING LARGE-FRAGMENT DNA
CLONING CHROMOSOMA

Lozovskaya, E. R., Petrov, D. A., Hartl, D. L.
1993; 102 (4): 253-266
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o A REPETITIVE DNA ELEMENT, ASSOCIATED WITH TELOMERIC SEQUENCES IN DROSOPHILA-MELANOGASTER, CONTAINS OPEN
READING FRAMES CHROMOSOMA

Danilevskaya, O. N., Petrov, D. A., Pavlova, M. N., Koga, A., Kurenova, E. V., Hartl, D. L.
1992; 102 (1): 32-40
o GENETIC-DIFFERENCES AT 4 DNA TYPING LOCI IN FINNISH, ITALIAN, AND MIXED CAUCASIAN POPULATIONS PROCEEDINGS OF THE
NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Krane, D. E., Allen, R. W., Sawyer, S. A, Petrov, D. A, Hartl, D. L.
1992; 89 (22): 10583-10587
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