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Bio

ACADEMIC APPOINTMENTS

e Professor, Biochemistry

e Professor, Genetics

o Member, Bio-X

e Member, Maternal & Child Health Research Institute (MCHRI)

o Member, Stanford Cancer Institute

HONORSAND AWARDS
EMBO, European Lectureship (1976)

e Teacher-Scholar Grant, Dreyfus (1976)

e Young Faculty Research Award, Society of the Sigma Xi (1976)

e Award in Microbiology and Immunology, Eli Lilly and Co. (1976)

e Chaired, Nucleic Acid Gordon Conference (1980)

e Recipient of, United States Steel Award (1981)

e Elected to the, National Academy of Sciences-Genetics (1983)

e Distinguished Alumni Award, Eastern Illinois University (1984)

e | ouisS. Rosentiel Award for, Distinguished Work in Basic Medical Research (1992)
e Biotechnology Research Award, Chiron Corporation (1998)

e Genetics Society of America Award, Genetics Society of America (1998)

e Senior Scholar Award in Global Infectious Disease, Ellison Medical Foundation (2002)
e Herbert A. Sober Award, ASBMB/IUBMB (2004)

e Lifetime Achievement Award, Genetics Society of America (2004)

e Recipient of, Dickson Prize in Medicine, University of Pittsburgh (2005-2004)

e Distinguished Alumni Award, California Institute of Technology (2007)

e |nventor of the Year, SVIPLA (2011)
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e Gruber Genetics Prize, Gruber Foundation (2011)
e Warren Alpert Foundation Prize, Warren Alpert Foundation (2013)

e Named among the top 7 of "Today's Greatest Inventors', Atlantic Magazine (2013)

LINKS
e Genome Technology Center: http://med.stanford.edu/sgtc/

Research & Scholar ship

CURRENT RESEARCH AND SCHOLARLY INTERESTS

We are using Saccharomyces cerevisiae and Human to conduct whole genome analysis projects. The yeast genome sequence has approximately 6,000 genes. We have
made a set of haploid and diploid strains (21,000) containing a complete deletion of each gene. In order to facilitate whole genome analysis each deletion is molecularly
tagged with a unique 20-mer DNA sequence. This sequence acts as a molecular bar code and makes it easy to identify the presence of each deletion. The mixture of all
such tag strains then allows for the analysis of the entire genome with the manipulation of asingle culture. During growth under avariety of conditions the loss of atag
indicates the loss of a deletion from the popul ation. The concentration of each tag is determined by PCR amplification of the tags and hybridization to an Affymetrix

DNA chip that contains the complement to all of the DNA sequence tags. This approach is being applied to other microorganisms.

We have identified a number of wild isolates of yeast that grow at much higher temperatures than is typical for Saccharomyces cerevisiae and are pathogenic and can
kill amouse. Microarrays have been used to map complex genetic traits such as virulence traits in pathogenic Saccharomyces cerevisiae using hybridization to detect
single nucleotide polymorphisms. We have developed a new technology termed Reciprocal Hemizygosity Scanning that allows the determination of the contribution to
the phenotype of all pair wise alleles for the whole genome from 2 independent strains. Using this technology we can map and quantitate all of the allelesin the genome
for any complex quantitative trait in a single tube assay. These technologies will allow usto explore alelic contributionsin complex mixed culture real environments

and to investigate ecology at the genome level.

We are conducting awhole genome analysis (transcriptome and proteome) from blood of Human trauma patients. In thislarge clinical study we are establishing the
standards for clinical genomics. We have developed 2 new technologies, "Molecular Inversion Probes’ (MIP) for massive multiplex analysis of SNP and DNA content

in Human and, "Mismatch Repair Detection” for discovery of rare Human polymorphisms. Both technologies are being applied to numerous clinical investigations.

CLINICAL TRIALS
e Effect of Celecoxib on Perioperative Inflammatory Response in Colon Cancer, Not Recruiting

Teaching

COURSES

2021-22

e Building Blocks for Chronic Disease: BIO 109A, BIOC 109A, BIOC 209A, HUMBIO 158 (Win)

2020-21

e Advancesin Therapeutic Development: Neuronal Signaling and Immunology: BIO 109B, BIOC 109B (Spr)
e Building Blocks for Chronic Disease: BIO 109A, BIOC 109A, BIOC 209A, HUMBIO 158 (Win)

GRADUATE AND FELLOWSHIP PROGRAM AFFILIATIONS
e Biochemistry (Phd Program)

e Biomedical Informatics (Phd Program)
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Genetics (Phd Program)

Immunology (Phd Program)

Publications

PUBLICATIONS

Community membersin activated sludge as determined by molecular probe technology. Water research
Xu, W., Brand, V. R., Suresh, S, Jensen, M. A., Davis, R. W., Criddle, C. S., St Onge, R. P., Hyman, R. W.
2019; 168: 115104

ThelDO Metabolic Trap Hypothesisfor the Etiology of ME/CFS. Diagnostics (Basel, Switzerland)
Kashi, A. A., Davis, R. W., Phair, R. D.
2019; 9 (3)

Combining newborn metabolic and DNA analysisfor second-tier testing of methylmalonic acidemia GENETICSIN MEDICINE
Peng, G., Shen, P., Gandotra, N., Le, A., Fung, E., Jdliffe-Pawlowski, L., Davis, R. W., Enns, G. M., Zhao, H., Cowan, T. M., Scharfe, C.
2019; 21 (4): 896-903

Red blood cell defor mability is diminished in patients with Chronic Fatigue Syndrome CLINICAL HEMORHEOLOGY AND MICROCIRCULATION
Saha, A. K., Schmidt, B. R., Wilhelmy, J., Vy Nguyen, Abugherir, A., Do, J. K., Nemat-Gorgani, M., Davis, R. W., Ramasubramanian, A. K.
2019; 71 (1): 113-16

Red blood cell defor mability is diminished in patients with Chronic Fatigue Syndrome. Clinical hemorheology and microcirculation
Saha, K. A., Schmidt, R. B., Wilhelmy, J., Nguyen, V., Abugherir, A., Do, K. J., Nemat-Gorgani, M., Davis, W. R., Ramasubramanian, K. A.
2018

A biosensor -based approach reveals links between efflux pump expression and cell cycle regulation in pleiotropic drug resistance of yeast. The Journal of
biological chemistry

Li, J,, Kalberg, K., Schlecht, U., St Onge, R. P., Aparicio, A. M., Horecka, J., Davis, R. W., Hillenmeyer, M. E., Harvey, C. J.

2018

Erythrocyte Deformability As a Potential Biomarker for Chronic Fatigue Syndrome
Saha, A. K., Schmidt, B. R., Wilhelmy, J., Vy Nguyen, Do, J., Suja, V. C., Nemat-Gorgani, M., Ramasubramanian, A. K., Davis, R. W.
AMER SOC HEMATOLOGY.2018

Multiplexed precision genome editing with trackable genomic bar codesin yeast. Nature biotechnology
Roy, K. R., Smith, J. D., Vonesch, S. C., Lin, G, Tu, C. S, Lederer, A. R,, Chu, A., Suresh, S., Nguyen, M., Horecka, J., Tripathi, A., Burnett, W. T., Morgan, et a
2018

HEX: A heterologous expression platform for the discovery of fungal natural products SCIENCE ADVANCES
Harvey, C. B., Tang, M., Schlecht, U., Horecka, J., Fischer, C. R., Lin, H., Li, J.,, Naughton, B., Cherry, J., Miranda, M., Li, Y., Chu, A. M., Hennessy, et al
2018; 4 (4): eaar5459

Template-Independent Enzymatic Oligonuclectide Synthesis (TIEOS): ItsHistory, Prospects, and Challenges BIOCHEMISTRY
Jensen, M. A., Davis, R. W.
2018; 57 (12): 1821-32

Streamlined circular proximity ligation assay provides high stringency and compatibility with low-affinity antibodies PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCESOF THE UNITED STATES OF AMERICA

Jalili, R., Horecka, J., Swartz, J. R., Davis, R. W., Persson, H. J.
2018; 115 (5): E925-E933

Transplant Virus Detection Using M ultiplex Targeted Sequencing. The journal of applied laboratory medicine
Tan, S. K., Shen, P. n,, Lefterova, M. 1., Sahoo, M. K., Fung, E. n., Odegaard, J. ., Davis, R. W., Pinsky, B. A., Scharfe, C. n.
2018; 2 (5): 75769

Quantitative analysis of protein interaction network dynamicsin yeast MOLECULAR SYSTEMS BIOLOGY
Celg, A., Schlecht, U., Smith, J. D., Xu, W., Suresh, S., Miranda, M., Aparicio, A., Proctor, M., Davis, R. W., Roth, F. P, St. Onge, R. P.
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2017; 13 (7): 934

RecJ 5' Exonuclease Digestion of Oligonuclectide Failure Strands: A " Green" Method of Trityl-On Purification BIOCHEMISTRY
Jensen, M., Davis, R.
2017; 56 (18): 2417-2424

Autonomous sweat extraction and analysis applied to cystic fibrosis and glucose monitoring using a fully integrated wear able platform PROCEEDINGS
OF THE NATIONAL ACADEMY OF SCIENCESOF THE UNITED STATES OF AMERICA

Emamingjad, S., Gao, W., Wu, E., Davies, Z. A, Nyein, H. Y., Challa, S,, Ryan, S. P., Fahad, H. M., Chen, K., Shahpar, Z., Taebi, S,, Milla, C., Javey, et a
2017; 114 (18): 4625-4630

Heterologous expression of diver se propionyl-CoA car boxylases affects polyketide production in Escherichia coli. journal of antibiotics
Vandova, G. A., O'Brien, R. V., Lowry, B., Robhins, T. F., Fischer, C. R., Davis, R. W., Khodla, C., Harvey, C. J., Hillenmeyer, M. E.
2017

Bio-based products: Synthetic biology approachesto engineer production of biofuels & value-added chemicals
Harvey, C., Teng, M., Horecka, J., Schlecht, U., Fischer, C., Miranda, M., Cherry, J., Davis, R., St Onge, R., Tang, Y., Hillenmeyer, M.
AMER CHEMICAL SOC.2017

Multifunctional, inexpensive, and reusable nanoparticle-printed biochip for cell manipulation and diagnosis. Proceedings of the National Academy of
Sciences of the United Sates of America

Esfandyarpour, R., DiDonato, M. J.,, Yang, Y., Durmus, N. G., Harris, J. S, Davis, R. W.
2017; 114 (8): E1306-E1315

A method for high-throughput production of sequence-verified DNA librariesand strain collections. Molecular systems biology
Smith, J. D., Schlecht, U., Xu, W., Suresh, S., Horecka, J., Proctor, M. J,, Aiyar, R. S, Bennett, R. A., Chu, A,, Li, Y. F,, Roy, K., Davis, R. W., Steinmetz, et a
2017; 13 (2): 913-?

A FULLY INTEGRATED ELECTRONIC PLATFORM FOR MULTIPLEXED INTERMOLECULAR FORCE SPECTROSCOPY
Challa, S, Taehi, S., Davis, R. W., Javanmard, M., Emamingjad, S., IEEE
IEEE.2017: 1652-55

A Wearable Electrochemical Platform for Noninvasive Simultaneous Monitoring of Ca(2+) and pH. ACSnano
Nyein, H. Y., Gao, W., Shahpar, Z., Emamingjad, S., Chdla, S., Chen, K., Fahad, H. M., Ta, L., Ota, H., Davis, R. W., Javey, A.
2016; 10 (7): 7216-7224

Nucleotide-Specific Contrast for DNA Sequencing by Electron Spectroscopy PLOS ONE
Mankos, M., Persson, H. J.,, N'Diaye, A. T., Shadman, K., Schmid, A. K., Davis, R. W.
2016; 11 (5): e0154707

Fully-integrated wear able sensor array for multiplexed perspiration analysis
Gao, W., Emaminegjad, S., Nyein, H., Chala, S, Davis, R., Javey, A.
AMER CHEMICAL SOC.2016

Next-Generation Molecular Testing of Newborn Dried Blood Spotsfor Cystic Fibrosis. journal of molecular diagnostics
Lefterova, M. |., Shen, P., Odegaard, J. I., Fung, E., Chiang, T., Peng, G., Davis, R. W., Wang, W., Kharrazi, M., Schrijver, |., Scharfe, C.
2016; 18 (2): 267-282

Integrating Cell Phone Imaging with Magnetic Levitation (i-LEV) for Label-Free Blood Analysis at the Point-of-Living. Small
Baday, M., Calamak, S., Durmus, N. G., Davis, R. W., Steinmetz, L. M., Demirci, U.
2016; 12 (9): 1222-1229

Nanoelectronic three-dimensional (3D) nanatip sensing array for real-time, sensitive, label-fr ee sequence specific detection of nucleic acids. Biomedical
microdevices

Esfandyarpour, R., Yang, L., Koochak, Z., Harris, J. S, Davis, R. W.
2016; 18 (1): 7-?

Fully integrated wear able sensor arrays for multiplexed in situ perspiration analysis NATURE
Gao, W., Emamingjad, S., Nyein, H. Y., Challa, S., Chen, K., Peck, A., Fahad, H. M., Ota, H., Shiraki, H., Kiriya, D., Lien, D., Brooks, G. A., Davis, et a
2016; 529 (7587): 509-?
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Quantitative CRISPR interference screensin yeast identify chemical-genetic interactions and new rulesfor guide RNA design. Genome biology
Smith, J. D., Suresh, S., Schlecht, U., Wu, M., Wagih, O., Peltz, G., Davis, R. W., Steinmetz, L. M., Parts, L., St Onge, R. P.
2016; 17 (1): 45-?

Identification of Chemical-Genetic I nteractionsvia Parallel Analysis of Barcoded Yeast Strains. Cold Spring Harbor protocols
Suresh, S., Schlecht, U., Xu, W., Miranda, M., Davis, R. W., Nislow, C., Giaever, G., St Onge, R. P.
2016; 2016 (9): pdb prot088054-?

Systematic Mapping of Chemical-Genetic Interactionsin Saccharomyces cerevisiae. Cold Spring Harbor protocols
Suresh, S., Schlecht, U., Xu, W., Bray, W., Miranda, M., Davis, R. W., Nislow, C., Giaever, G., Lokey, R. S., St Onge, R. P.
2016; 2016 (9): pdb top077701-?

Ndt80 activates the meiotic ORC1 transcript isoform and SMA2 via a bi-directional middle sporulation element in Sacchar omyces cerevisiae RNA
BIOLOGY

Xie, B., Horecka, J., Chu, A., Davis, R. W., Becker, E., Primig, M.
2016; 13 (9): 772-782

A Rapid, High-Quality, Cost-Effective, Comprehensive and Expandable Targeted Next-Generation Sequencing Assay for Inherited Heart
Diseases. Circulation research

Wilson, K. D., Shen, P., Fung, E., Karakikes, |., Zhang, A., Inanloorahatloo, K., Odegaard, J., Sallam, K., Davis, R. W., Lui, G. K., Ashley, E. A., Scharfe, C., Wu,
eta

2015; 117 (7): 603-611

Magnetic levitation of single cells. Proceedings of the National Academy of Sciences of the United States of America
Durmus, N. G., Tekin, H. C., Guven, S,, Sridhar, K., Arslan Yildiz, A., Calibasi, G., Ghiran, |., Davis, R. W., Steinmetz, L. M., Demirci, U.
2015; 112 (28): E3661-8

Magnetic levitation of single cells. Proceedings of the National Academy of Sciences of the United States of America
Durmus, N. G., Tekin, H. C., Guven, S,, Sridhar, K., Ardlan Yildiz, A., Calibasi, G., Ghiran, |., Davis, R. W., Steinmetz, L. M., Demirci, U.
2015; 112 (28): E3661-8

Robust Optimization of Biological Protocols. Technometrics: ajournal of statistics for the physical, chemical, and engineering sciences
Flaherty, P., Davis, R. W.
2015; 57 (2): 234-244

RASA: Robust Alternative Splicing Analysisfor Human Transcriptome Arrays SCIENTIFIC REPORTS
Seok, J., Xu, W., Davis, R. W., Xiao, W.
2015; 5

Multielectrode Sensing for Extraction of Signal From Noisein Impedance Cytometry |EEE SENSORS JOURNAL
Emamingjad, S., Taehi, S, Davis, R. W., Javanmard, M.
2015; 15 (5): 2715-2716

A Hybrid Approach of Gene Setsand Single Genesfor the Prediction of Survival Riskswith Gene Expression Data PLOS ONE
Seok, J., Davis, R. W., Xiao, W.
2015; 10 (5)

Integrated RNA- and protein profiling of fermentation and respiration in diploid budding yeast providesinsight into nutrient control of cell growth and
development. Journal of proteomics

Becker, E., Liu, Y., Lardenois, A., Walther, T., Horecka, J., Stuparevic, |., Law, M. J,, Lavigne, R., Evrard, B., Demougin, P., Riffle, M., Strich, R., Davis, et a
2015; 119: 30-44

Robust Optimization of Biological Protocols TECHNOMETRICS

Flaherty, P., Davis, R. W.

2015; 57 (2): 234-244

EXTENDED COVERAGE BY NEXT GENERATION SEQUENCING METHODS REFINESTHE CHARACTERIZATION OF THE COMMON AND
WELL DOCUMENTED HLA ALLELES

Fernandez-Vina, M. A., Wang, C., Krishnakumar, S., Levinson, D. F., Davis, R. W., Mindrinos, M.

ELSEVIER SCIENCE INC.2015: 226
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Tunable control of antibody immobilization using electric field. Proceedings of the National Academy of Sciences of the United States of America
Emamingjad, S., Javanmard, M., Gupta, C., Chang, S., Davis, R. W., Howe, R. T.
2015; 112 (7): 1995-1999

A Simple Method for Encapsulating Single Cellsin Alginate Microspheres Allows for Direct PCR and Whole Genome Amplification PLOS ONE
Bigdeli, S., Dettloff, R. O., Frank, C. W., Davis, R. W., Crosby, L. D.
2015; 10 (2)

Mice are not men. Proceedings of the National Academy of Sciences of the United States of America
Warren, H. S., Tompkins, R. G., Moldawer, L. L., Seok, J., Xu, W., Mindrinos, M. N., Maier, R. V., Xiao, W., Davis, R. W.
2015; 112 (4): E345-?

The conserved histone deacetylase Rpd3 and its DNA binding subunit Ume6 control dynamic transcript ar chitecture during mitotic growth and meiotic
development NUCLEIC ACIDS RESEARCH

Lardenois, A., Stuparevic, |., Liu, Y., Law, M. J,, Becker, E., Smagulova, F., Waern, K., Guilleux, M., Horecka, J., Chu, A., Kervarrec, C., Strich, R., Snyder, et a
2015; 43 (1): 115-128

RAPID, LABEL FREE, HIGH THROUGHPUT, MINIATURIZED, AND INEXPENSIVE NANOELECTRONIC ARRAY ASA CANCER DIAGNOSIS
TOOL

Esfandyarpour, R., Koochak, Z., Harris, J. S., Davis, R. W., IEEE
|IEEE.2015: 152326

RASA: Robust Alternative Splicing Analysisfor Human Transcriptome Arrays. Scientific reports
Seok, J., Xu, W., Davis, R. W., Xiao, W.
2015; 5: 11917-?

A hybrid approach of gene sets and single genes for the prediction of survival riskswith gene expression data. PloSone
Seok, J., Davis, R. W., Xiao, W.
2015; 10 (5)

Detecting differential protein expression in large-scale population proteomics BIOINFORMATICS
Ryu, S. Y., Qian, W., Camp, D. G., Smith, R. D., Tompkins, R. G., Davis, R. W., Xiao, W.
2014; 30 (19): 2741-2746

Surface char ge sensing by altering the phase transition in VO2 JOURNAL OF APPLIED PHYSICS
Kumar, S., Esfandyarpour, R., Davis, R., Nishi, Y.
2014; 116 (7)

Targeted and highly multiplexed detection of microorganisms by employing an ensemble of molecular probes. Applied and environmental microbiology
Xu, W., Krishnakumar, S., Miranda, M., Jensen, M. A., Fukushima, M., Palm, C., Fung, E., Davis, R. W., St Onge, R. P., Hyman, R. W.
2014; 80 (14): 4153-4161

EXTENDED COVERAGE BY NEXT GENERATION SEQUENCING METHODS REFINESTHE CHARACTERIZATION OF THE COMMON AND
WELL DOCUMENTED HLA ALLELES

Fernandez-Vina, M. A., Wang, C., Krishnakumar, S., Levinson, D., Davis, R. W., Mindrinos, M. N.
WILEY-BLACKWELL.2014: 27-28

Multiplexed actuation using ultra dielectrophoresisfor proteomics applications: a comprehensive electrical and electrother mal design methodology. Lab
on achip

Emaminegjad, S., Dutton, R. W., Davis, R. W., Javanmard, M.
2014; 14 (12): 2105-2114

Multiplexed actuation using ultra dielectrophoresisfor proteomics applications: a comprehensive electrical and electrother mal design methodology. Lab
on a chip

Emamingjad, S., Dutton, R. W., Davis, R. W., Javanmard, M.
2014; 14 (12): 2105-2114

Single cell mutational analysis of PIK3CA in circulating tumor cellsand metastasesin breast cancer reveals heter ogeneity, discordance, and mutation
persistencein cultured disseminated tumor cells from bone marrow BMC CANCER

Deng, G., Krishnakumar, S., Powell, A. A., Zhang, H., Mindrinos, M. N., Telli, M. L., Davis, R. W., Jeffrey, S. S.
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2014; 14

Next generation 1536-well oligonucleotide synthesizer with on-the-fly dispense (vol 171, pg 76, 2014) JOURNAL OF BIOTECHNOLOGY
Jensen, M., Roberts, L., Johnson, A., Anderson, K., Huber, D., Fukushima, M., Davis, R.
2014; 179: 71

Nanoelectronic impedance detection of target cells. Biotechnology and bioengineering
Esfandyarpour, R., Javanmard, M., Koochak, Z., Harris, J. S., Davis, R. W.
2014; 111 (6): 1161-1169

IpO: plasmids and methods for simplified, PCR-based DNA transplant in yeast YEAST
Horecka, J.,, Chu, A. M., Davis, R. W.
2014; 31 (5): 185-193

Benchmarking Outcomesin the Critically Injured Burn Patient ANNALS OF SURGERY

Klein, M. B., Goverman, J., Hayden, D. L., Fagan, S. P., McDonald-Smith, G. P., Alexander, A. K., Gamelli, R. L., Gibran, N. S,, Finnerty, C. C., Jeschke, M. G.,
Arnoldo, B., Wispelwey, B., Mindrinos, et a

2014; 259 (5): 833-41

Mapping the Cellular Responseto Small M olecules Using Chemogenomic Fitness Signatures SCIENCE

Lee A.Y., St Onge, R. P, Proctor, M. J.,, Wallace, I. M., Nile, A. H., Spagnuolo, P. A., Jitkova, Y., Gronda, M., Wu, Y ., Kim, M. K., Cheung-Ong, K., Torres, N.
P., Spear, et a

2014; 344 (6180): 208-211

A functional screen for copper homeostasis genesidentifies a phar macologically tractable cellular system BMC GENOMICS
Schlecht, U., Suresh, S., Xu, W., Aparicio, A. M., Chu, A., Proctor, M. J,, Davis, R. W., Scharfe, C., St Onge, R. P.
2014; 15

Scan statistics analysisfor detection of intronsin time-coursetiling array data STATISTICAL APPLICATIONSIN GENETICSAND MOLECULAR BIOLOGY
Reiner-Benaim, A., Davis, R. W., Juneau, K.
2014; 13 (2): 173-190

The 50:50 method for PCR-based seamless genome editing in yeast YEAST
Horecka, J., Davis, R. W.
2014; 31 (3): 103-112

L abel-free electronic probing of nucleic acids and proteins at the nanoscale using the nanoneedle biosensor (vol 7, 044114, 2013) BIOMICROFLUIDICS
Esfandyarpour, R., Javanmard, M., Koochak, Z., Esfandyarpour, H., Harris, J. S., Davis, R. W.
2014; 8 (2)

Depletion of cellsand abundant proteins from biological samples by enhanced dielectrophoresis 17th International Conference on Solid-State Sensors,
Actuators and Microsystems

Javanmard, M., Emaminegjad, S., Gupta, C., Provine, J,, Davis, R. W., Howe, R. T.
ELSEVIER SCIENCE SA.2014: 918-24

Digital microfluidic assay for protein detection. Proceedings of the National Academy of Sciences of the United States of America
Mok, J., Mindrinos, M. N., Davis, R. W., Javanmard, M.
2014; 111 (6): 2110-2115

Next generation 1536-well oligonucleotide synthesizer with on-the-fly dispense. Journal of biotechnology
Jensen, M., Roberts, L., Johnson, A., Fukushima, M., Davis, R.
2014; 171: 76-81

Molecular indexing enables quantitative targeted RNA sequencing and reveals poor efficienciesin standard library preparations PROCEEDINGS OF THE
NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Fu, G. K., Xu, W., Wilhelmy, J., Mindrinos, M. N., Davis, R. W., Xiao, W., Fodor, S. P.
2014; 111 (5): 1891-1896

Diversity of the Vaginal Microbiome Correlates With Preterm Birth REPRODUCTIVE SCIENCES
Hyman, R. W., Fukushima, M., Jiang, H., Fung, E., Rand, L., Johnson, B., Vo, K. C., Caughey, A. B., Hilton, J. F., Davis, R. W., Giudice, L. C.
2014; 21 (1): 32-40
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MATRIX INDEPENDENT LABEL-FREE NANOELECTRONIC BIOSENSOR
Esfandyarpour, R., Javanmard, M., Koochak, Z., Harris, J. S, Davis, R. W., IEEE
|EEE.2014: 1083-86

Functional Genomicswith a Comprehensive Library of Transposon Mutantsfor the Sulfate-Reducing Bacterium Desulfovibrio alaskensis G20. mBio

Kuehl, J. V., Price, M. N., Ray, J., Wetmore, K. M., Esquivel, Z., Kazakov, A. E., Nguyen, M., Kuehn, R., Davis, R. W., Hazen, T. C., Arkin, A. P., Deutschbauer,
A.

2014; 5 (3): €01041-14

PITPsastargetsfor selectively interfering with phosphoinositide signaling in cells NATURE CHEMICAL BIOLOGY

Nile, A. H., Tripathi, A., Yuan, P., Mousley, C. J,, Suresh, S., Wallace, I. M., Shah, S. D., Pohlhaus, D. T., Temple, B., Nislow, C., Giaever, G., Tropsha, A., Davis,
etal

2014; 10 (1): 76-U123

Surface-Enhanced Raman Scattering (SERS) for Detection of Phenylketonuria for Newborn Screening Conference on Nanoscale Imaging, Sensing, and
Actuation for Biomedical Applications XI

Javanmard, M., Davis, R. W.
SPIE-INT SOC OPTICAL ENGINEERING.2014

L abel-free Electronic Detection of Target Cells Conference on Microfluidics, BlIoMEMS, and Medical Microsystems XI|
Esfandyarpour, R., Javanmard, M., Harris, J., Davis, R. W.
SPIE-INT SOC OPTICAL ENGINEERING.2014

Computational identification and analysis of orphan assembly-line polyketide synthases JOURNAL OF ANTIBIOTICS
O'Brien, R. V., Davis, R. W., Khosla, C., Hillenmeyer, M. E.
2014; 67 (1): 89-97

PRINCIPAL TREND ANALYSISFOR TIME-COURSE DATA WITH APPLICATIONSIN GENOMIC MEDICINE ANNALSOF APPLIED STATISTICS
Zhang, Y., Davis, R.
2013; 7 (4): 2205-2228

Simulation and fabrication of a new novel 3D injectable biosensor for high throughput genomics and proteomicsin a lab-on-a-chip device. Nanotechnology
Esfandyarpour, R., Esfandyarpour, H., Harris, J. S,, Davis, R. W.
2013; 24 (46): 465301-?

Simulation and fabrication of a new novel 3D injectable biosensor for high throughput genomics and proteomicsin a lab-on-a-chip device. Nanotechnology
Esfandyarpour, R., Esfandyarpour, H., Harris, J. S,, Davis, R. W.
2013; 24 (46): 465301-?

The Sequencing Bead Array (SBA), a Next-Generation Digital Suspension Array PLOS ONE
Akhras, M. S,, Pettersson, E., Diamond, L., Unemo, M., Okamoto, J., Davis, R. W., Pourmand, N.
2013; 8 (10)

Direct oligonucleotide synthesis onto super-paramagnetic beads. Journal of biotechnology
Jensen, M. A., Akhras, M. S., Fukushima, M., Pourmand, N., Davis, R. W.
2013; 167 (4): 448-453

Reply to Osterburg et al.: To study human inflammatory diseasesin humans PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCESOF THE
UNITED STATES OF AMERICA

Tompkins, R. G., Warren, H., Mindrinos, M. N., Xiao, W., Davis, R. W.
2013; 110 (36): E3371

Reply to Cauwels et al.: Of men, not mice, and inflammation PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCESOF THE UNITED STATES OF
AMERICA

Warren, H., Tompkins, R. G., Mindrinos, M. N., Xiao, W., Davis, R. W.
2013; 110 (34): E3151

Trauma-associated human neutrophil alterations revealed by comparative proteomics profiling PROTEOMICS CLINICAL APPLICATIONS

Zhou, J., Krowvidi, R. K., Gao, Y., Gao, H., Petritis, B. O., De, A. K., Miller-Graziano, C. L., Bankey, P. E., Petyuk, V. A., Nicora, C. D., Clauss, T. R., Moore, R.
J., Shi, etal
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2013; 7 (7-8): 571-583

L abel-free electronic probing of nucleic acids and proteins at the nanoscale using the nanoneedle biosensor BIOMICROFLUIDICS
Esfandyarpour, R., Javanmard, M., Koochak, Z., Esfandyarpour, H., Harris, J. S., Davis, R. W.
2013; 7 (4)

Determination of Burn Patient Outcome by L ar ge-Scale Quantitative Discovery Proteomics CRITICAL CARE MEDICINE

Finnerty, C. C., Jeschke, M. G., Qian, W., Kaushal, A., Xiao, W., Liu, T., Gritsenko, M. A., Moore, R. J.,, Camp, D. G., Moldawer, L. L., Elson, C., Schoenfeld, D.,
Gamelli, et a

2013; 41 (6): 1421-1434

Multiplex tar get capture with double-stranded DNA probes GENOME MEDICINE
Shen, P., Wang, W., Chi, A., Fan, Y., Davis, R. W., Scharfe, C.
2013; 5

HIGH THROUGHPUT HIGH FIDELITY HLA TYPING WITH DEEP SEQUENCING 27th Annual EFI European Immunogenetics and Histocompatibility
Conference

Mindros, M., Wang, C., Krishnakumar, S., Barsakis, K., Miranda, M., Babrzadeh, F., Suresh, S., Kuehn, R. T., Davis, M. M., Davis, R., Fernandez-Vina, M. A.
WILEY-BLACKWELL.2013: 344-44

Coded Corrugated Microfluidic Sidewalls for Code Division Multiplexing |EEE SENSORS JOURNAL
Javanmard, M., Davis, R. W.
2013; 13 (5): 1399-1400

Rarevariant detection using family-based sequencing analysis PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES
OF AMERICA

Peng, G., Fan, Y., Paculict, T. B., Shen, P., Ruteshouser, E. C., Chi, A., Davis, R. W., Huff, V., Scharfe, C., Wang, W.
2013; 110 (10): 3985-3990

Genomic responses in mouse models poorly mimic human inflammatory diseases PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE
UNITED STATES OF AMERICA

Seok, J., Warren, H. S., Cuenca, A. G., Mindrinos, M. N., Baker, H. V., Xu, W., Richards, D. R., McDonad-Smith, G. P., Gao, H., Hennessy, L., Finnerty, C. C.,
Lopez, C. M., Honari, et a

2013; 110 (9): 3507-3512

Microneedle biosensor: A method for direct label-freereal time protein detection SENSORSAND ACTUATORS B-CHEMICAL
Esfandyarpour, R., Esfandyarpour, H., Javanmard, M., Harris, J. S., Davis, R. W.
2013; 177: 848-855

Classification of patients from time-cour se gene expression BIOSTATISTICS
Zhang, Y., Tibshirani, R., Davis, R.
2013; 14 (1): 87-98

Ultra Dielectrophoresis Using Atomic Layer Deposited Films: Electrothermal Analysis 9th International Symposium on Atomic Layer Deposition Applications
held during the 224th Meeting of the Electrochemical-Society (ECS

Emamingjad, S., Javanmard, M., DUTTON, R. W., Davis, R. W.
ELECTROCHEMICAL SOC INC.2013: 6772

Smart Surfacefor Elution of Protein-Protein Bound Particles: Nanonewton Dielectrophor etic For ces Using Atomic Layer Deposited Oxides ANALYTICAL
CHEMISTRY

Emamingjad, S., Javanmard, M., Dutton, R. W., Davis, R. W.
2012; 84 (24): 10793-10801

Identification of drug targets by chemogenomic and metabolomic profiling in yeast PHARMACOGENETICS AND GENOMICS
Wu, M., Zheng, M., Zhang, W., Suresh, S., Schlecht, U., Fitch, W. L., Aronova, S., Baumann, S., Davis, R., St Onge, R, Dill, D. L., Peltz, G.
2012; 22 (12): 877-886

Progresstoward an aberration-corrected low energy electron microscope for DNA sequencing and surface analysis JOURNAL OF VACUUM SCIENCE &
TECHNOLOGY B

Mankos, M., Shadman, K., N'Diaye, A. T., Schmid, A. K., Persson, H. J,, Davis, R. W.
2012; 30 (6): 6F402
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A Peripheral Blood Diagnostic Test for Acute Rejection in Renal Transplantation AMERICAN JOURNAL OF TRANSPLANTATION
Li, L., Khatri, P., Sigdel, T. K., Tran, T., Ying, L., Vitaone, M. J,, Chen, A., Hsieh, S,, Dai, H., Zhang, M., Naesens, M., Zarkhin, V., Sansanwal, et a
2012; 12 (10): 2710-2718

Microfluidic Platform for Electrical Monitoring of Enzyme Activity |EEE SENSORS JOURNAL
Javanmard, M., Davis, R. W.
2012; 12 (9): 2733-2734

Cationic Amphiphilic Drugs Are Potent Inhibitors of Yeast Sporulation PLOS ONE
Schlecht, U., St Onge, R. P., Walther, T., Francois, J., Davis, R. W.
2012; 7 (8)

Improvement in cell capture throughput using parallel bioactivated microfluidic channels BIOMEDICAL MICRODEVICES
Javanmard, M., Babrzadeh, F., Nyren, P., Davis, R. W.
2012; 14 (4): 625-629

Control of DNA Capture by Nanofluidic Transistors ACSNANO
Paik, K., Liu, Y., Tabard-Cossa, V., Waugh, M. J., Huber, D. E., Provine, J., Howe, R. T., Dutton, R. W., Davis, R. W.
2012; 6 (8): 6767-6775

Multiplex assay for condition-dependent changesin protein-protein interactions PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCESOF THE
UNITED STATES OF AMERICA

Schlecht, U., Miranda, M., Suresh, S, Davis, R. W., St Onge, R. P.
2012; 109 (23): 9213-9218

Coding SNPsasintrinsic markersfor sampletracking in large-scale transcriptome studies BIOTECHNIQUES
Xu, W., Gao, H., Seok, J., Wilhelmy, J., Mindrinos, M. N., Davis, R. W., Xiao, W.
2012; 52 (6): 386-388

HIGH THROUGHPUT, HIGH FIDELITY HLA GENOTYPING WITH ULTRA DEEP SEQUENCING Joint 16th International HLA and Immunogenetics
Workshop/26th European Federation for Immunogenetics Conference/23rd British-Soci ety-of-Histocompati bility-and-I mmunogeneti cs Conference

Krishnakumar, S., Wang, C., Wilhelmy, J., Babrzadeh, F., Su, L., Levinson, D., Fernandez-Vina, M., Davis, R., Davis, M., Mindrinos, M. N.
WILEY-BLACKWELL.2012: 426-26

Whole-genome sequencing of the efficient industrial fuel-ethanol fermentative Saccharomyces cerevisiae strain CAT-1 MOLECULAR GENETICSAND
GENOMICS

Babrzadeh, F., Jdili, R., Wang, C., Shokralla, S, Pierce, S., Robinson-Mosher, A., Nyren, P., Shafer, R. W., Basso, L. C., de Amorim, H. V., de Oliveira, A. J.,
Davis, R. W., Ronaghi, et a
2012; 287 (6): 485-494

High-throughput, high-fidelity HL A genotyping with deep sequencing PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED
STATES OF AMERICA

Wang, C., Krishnakumar, S., Wilhelmy, J., Babrzadeh, F., Stepanyan, L., Su, L. F., Levinson, D., Fernandez-Vina, M. A., Davis, R. W., Davis, M. M., Mindrinos,
M.

2012; 109 (22): 8676-8681

Single Céll Profiling of Circulating Tumor Cells: Transcriptional Heter ogeneity and Diversity from Breast Cancer Cell Lines PLOSONE

Powell, A. A., Talasaz, A. H., Zhang, H., Coram, M. A., Reddy, A., Deng, G., Telli, M. L., Advani, R. H., Carlson, R. W., Mallick, J. A., Sheth, S., Kurian, A. W.,
Ford, et a

2012; 7 (5)

JETTA: junction and exon toolkitsfor transcriptome analysis BIOINFORMATICS
Seok, J., Xu, W., Gao, H., Davis, R. W., Xiao, W.
2012; 28 (9): 1274-1275

Benchmarking Outcomesin the Critically Injured Trauma Patient and the Effect of | mplementing Standard Operating Procedures ANNALS OF
SURGERY

Cuschieri, J., Johnson, J. L., Sperry, J., West, M. A., Moore, E. E., Minei, J. P., Bankey, P. E., Nathens, A. B., Cuenca, A. G., Efron, P. A., Hennessy, L., Xiao, W.,
Mindrinos, et al

2012; 255 (5): 993-999
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A Rapid, Cost-Effective Method of Assembly and Purification of Synthetic DNA Probes> 100 bp PLOS ONE
Jensen, M. A, Jauregui, L., Davis, R. W.
2012; 7 (4)

Molecular probe technology detects bacteria without culture BMC MICROBIOLOGY
Hyman, R. W., St Onge, R. P., Kim, H., Tamaresis, J. S., Miranda, M., Aparicio, A. M., Fukushima, M., Pourmand, N., Giudice, L. C., Davis, R. W.
2012; 12

Use of Negative Dielectrophoresisfor Selective Elution of Protein-Bound Particles ANALYTICAL CHEMISTRY
Javanmard, M., Emamingjad, S., Dutton, R. W., Davis, R. W.
2012; 84 (3): 1432-1438

The dynamics of the vaginal microbiome during infertility therapy with in vitro fertilization-embryo transfer JOURNAL OF ASS STED REPRODUCTION
AND GENETICS

Hyman, R. W., Herndon, C. N., Jiang, H., Palm, C., Fukushima, M., Berngtein, D., Vo, K. C., Zelenko, Z., Davis, R. W., Giudice, L. C.
2012; 29 (2): 105-115

Knowledge-Based Reconstruction of mRNA Transcriptswith Short Sequencing Reads for Transcriptome Research PLOS ONE
Seok, J., Xu, W., Jiang, H., Davis, R. W., Xiao, W.
2012;7 (2

Microfluidic diagnostic tool for the developing world: contactlessimpedance flow cytometry LAB ON A CHIP
Emamingjad, S., Javanmard, M., Dutton, R. W., Davis, R. W.
2012; 12 (21): 4499-4507

Electrochemical quantum tunneling for electronic detection and characterization of biological toxins Conference on Micro- and Nanotechnology Sensors,
Systems, and Applications IV

Gupta, C., Walker, R. M., Gharpuray, R., Shulaker, M. M., Zhang, Z., Javanmard, M., Davis, R. W., Murmann, B., Howe, R. T.
SPIE-INT SOC OPTICAL ENGINEERING.2012

The Human OligoGenome Resour ce: a database of oligonucleotide captur e probes for resequencing tar get regions acr oss the human genome NUCLEIC
ACIDSRESEARCH

Newburger, D. E., Natsoulis, G., Grimes, S., Bell, J. M., Davis, R. W., Batzoglou, S., Ji, H. P.
2012; 40 (D1): D1137-D1143

The Human OligoGenome Resour ce: a database of oligonucleotide capture probesfor resequencing tar get regions acr oss the human genome. Nucleic acids
research

Newburger, D. E., Natsoulis, G., Grimes, S., Bell, J. M., Davis, R. W., Batzoglou, S., Ji, H. P.
2012; 40 (Database issue): D1137-43

High-throughput VDJ sequencing for quantification of minimal residual diseasein chronic lymphocytic leukemia and immune reconstitution
assessment PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Logan, A. C., Gao, H., Wang, C., Sahaf, B., Jones, C. D., Marshdll, E. L., Buno, I., Armstrong, R., Fire, A. Z., Weinberg, K. I., Mindrinos, M., Zehnder, J. L.,
Boyd, et a

2011; 108 (52): 21194-21199

A genomic storm in critically injured humans JOURNAL OF EXPERIMENTAL MEDICINE

Xiao, W., Mindrinos, M. N., Seok, J., Cuschieri, J., Cuenca, A. G., Gao, H., Hayden, D. L., Hennessy, L., Moore, E. E., Minei, J. P., Bankey, P. E., Johnson, J. L.,
Sperry, et a

2011; 208 (13): 2581-2590

Evidence-Based Annotation of Gene Function in Shewanella oneidensis M R-1 Using Genome-Wide Fitness Profiling across 121 Conditions PLOS
GENETICS

Deutschbauer, A., Price, M. N., Wetmore, K. M., Shao, W., Baumohl, J. K., Xu, Z., Michelle Nguyen, M., Tamse, R., Davis, R. W., Arkin, A. P.
2011; 7 (112)

A Global Perspective of the Genetic Basisfor Carbonyl Stress Resistance G3-GENES GENOMES GENETICS
Hoon, S., Gebbia, M., Costanzo, M., Davis, R. W., Giaever, G., Nislow, C.
2011; 1 (3): 219-31

A microfluidic platform for electrical detection of DNA hybridization 15th Transducers Conference
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Javanmard, M., Davis, R. W.
ELSEVIER SCIENCE SA.2011:; 2227

Distinctive Responsiveness to Stromal Signaling Accompanies Histologic Grade Programming of Cancer Cells PLOS ONE
Luciani, M. g., Seok, J., Sayeed, A., Champion, S., Goodson, W. H., Jffrey, S. S, Xiao, W., Mindrinos, M., Davis, R. W., Dairkee, S. H.
2011; 6 (5)

High-quality DNA sequence captur e of 524 disease candidate genes PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCESOF THE UNITED
STATES OF AMERICA

Shen, P., Wang, W., Krishnakumar, S., Pam, C., Chi, A., Enns, G. M., Davis, R. W., Speed, T. P., Mindrinos, M. N., Scharfe, C.
2011; 108 (16): 6549-6554

Human transcriptome array for high-throughput clinical studies PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCESOF THE UNITED STATES
OF AMERICA

Xu, W., Seok, J., Mindrinos, M. N., Schweitzer, A. C., Jiang, H., Wilhelmy, J., Clark, T. A., Kapur, K., Xing, Y., Faham, M., Storey, J. D., Moldawer, L. L., Maier,
eta

2011; 108 (9): 3707-3712

Execution of the meiotic noncoding RNA expression program and the onset of gametogenesisin yeast reguir e the conser ved exosome subunit
Rrp6 PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Lardenois, A., Liu, Y., Walther, T., Chalmel, F., Evrard, B., Granovskaia, M., Chu, A., Davis, R. W., Steinmetz, L. M., Primig, M.
2011; 108 (3): 1058-1063

The automated cell: compound and environment screening system (ACCESS) for chemogenomic screening. Methods in molecular biology (Clifton, N.J.)
Proctor, M., Urbanus, M. L., Fung, E. L., Jaramillo, D. F., Davis, R. W., Nislow, C., Giaever, G.
2011; 759: 239-269

Experimental Demonstration and Analysis of DNA Passage in Nanopor e-based Nanofluidic Transistors |EEE International Electron Devices Meeting
(IEDM)

Paik, K., Liu, Y., Tabard-Cossa, V., Huber, D. E., Provine, J.,, Howe, R. T., Davis, R. W., Dutton, R. W.
IEEE.2011

Identification of rare DNA variantsin mitochondrial disorderswith improved array-based sequencing NUCLEIC ACIDS RESEARCH
Wang, W., Shen, P., Thiyagarajan, S., Lin, S,, Palm, C., Horvath, R., Klopstock, T., Cutler, D., Pique, L., Schrijver, ., Davis, R. W., Mindrinos, M., Speed, et a
2011; 39 (1): 44-58

A molecular inversion probe assay for detecting alternative splicing BMC GENOMICS
Lin, S, Wang, W., Palm, C., Davis, R. W., Juneau, K.
2010; 11

Gas-phase cleavage and dephosphorylation of universal linker-bound oligodeoxynuclectides. Nucleosides, nuclectides & nucleic acids
Jensen, M. A, Anderson, K. M., Davis, R. W.
2010; 29 (11): 867-878

Microfluidic for ce spectroscopy for characterization of biomolecular interactionswith piconewton resolution APPLIED PHYSICSLETTERS
Javanmard, M., Babrzadeh, F., Davis, R. W.
2010; 97 (17)

Gene Annotation and Drug Target Discovery in Candida albicans with a Tagged Transposon Mutant Collection PLOSPATHOGENS
Oh, J,, Fung, E., Schlecht, U., Davis, R. W., Giaever, G., St Onge, R. P., Deutschbauer, A., Nislow, C.
2010; 6 (10)

Plasma Proteome Response to Severe Burn Injury Revealed by O-18-Labeled " Universal" Reference-Based Quantitative Proteomics JOURNAL OF
PROTEOME RESEARCH

Qian, W., Petritis, B. O., Kaushal, A., Finnerty, C. C., Jeschke, M. G., Monroe, M. E., Moore, R. J., Schepmoes, A. A., Xiao, W., Moldawer, L. L., Davis, R. W.,
Tompkins, R. G., Herndon, et a

2010; 9 (9): 4779-4789

Clinical microfluidicsfor neutrophil genomics and proteomics NATURE MEDICINE

Kotz, K. T., Xiao, W., Miller-Graziano, C., Qian, W., Russom, A., Warner, E. A., Moldawer, L. L., De, A., Bankey, P. E., Petritis, B. O., Camp, D. G., Rosenbach,
A. E., Goverman, et a
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2010; 16 (9): 1042-U142

A universal TagM odule collection for parallel genetic analysis of microorganisms NUCLEIC ACIDS RESEARCH
Oh, J,, Fung, E., Price, M. N., Dehd, P. S,, Davis, R. W., Giaever, G., Nislow, C., Arkin, A. P., Deutschbauer, A.
2010; 38 (14)

DM SO and Betaine Greatly | mprove Amplification of GC-Rich Constructsin De Novo Synthesis PLOS ONE
Jensen, M. A., Fukushima, M., Davis, R. W.
2010; 5 (6)

Analysis of factorial time-course microarrayswith application to a clinical study of burn injury. Proceedings of the National Academy of Sciences of the
United Sates of America

Zhou, B., Xu, W., Herndon, D., Tompkins, R., Davis, R., Xiao, W., Wong, W. H., Toner, M., Warren, H. S., Schoenfeld, D. A., Rahme, L., McDonad-Smith, G. P.,
Hayden, et a

2010; 107 (22): 9923-9928

Analysis of factorial time-cour se microarrayswith application to a clinical study of burn injury PROCEEDINGS OF THE NATIONAL ACADEMY OF
SCIENCESOF THE UNITED STATES OF AMERICA

Zhou, B., Xu, W., Herndon, D., Tompkins, R., Davis, R., Xiao, W., Wong, W. H.
2010; 107 (22): 9923-9928

Multiplex Identification of Microbes APPLIED AND ENVIRONMENTAL MICROBIOLOGY
Hyman, R. W., St Onge, R. P., Allen, E. A., Miranda, M., Aparicio, A. M., Fukushima, M., Davis, R. W.
2010; 76 (12): 3904-3910

Sensitive giant magnetor esistive-based immunoassay for multiplex mycotoxin detection BIOSENSORS & BIOELECTRONICS
Mak, A. C, Osterfeld, S. J,, Yu, H., Wang, S. X., Davis, R. W., Jgelowo, O. A., Pourmand, N.
2010; 25 (7): 1635-1639

High throughput sequencing reveals a complex pattern of dynamic interrelationshipsamong human T cell subsets PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Wang, C., Sanders, C. M., Yang, Q., Schroeder, H. W., Wang, E., Babrzadeh, F., Gharizadeh, B., Myers, R. M., Hudson, J. R., Davis, R. W., Han, J.
2010; 107 (4): 1518-1523

Predicting Patient Survival from Longitudinal Gene Expression STATISTICAL APPLICATIONSIN GENETICSAND MOLECULAR BIOLOGY
Zhang, Y., Tibshirani, R. J., Davis, R. W.
2010; 9 (1)

Semi-Automated Library Preparation for High-Throughput DNA Sequencing Platforms JOURNAL OF BIOMEDICINE AND BIOTECHNOLOGY
Farias-Hesson, E., Erikson, J., Atkins, A., Shen, P., Davis, R. W., Scharfe, C., Pourmand, N.
2010

GAS-PHASE CLEAVAGE AND DEPHOSPHORYLATION OF UNIVERSAL LINKER-BOUND OLIGODEOXYNUCLEOTIDES NUCLEOSIDES
NUCLEOTIDES & NUCLEIC ACIDS

Jensen, M. A., Anderson, K. M., Davis, R. W.
2010; 29 (11-12): 867-878

Method Systematic analysis of genome-wide fitness data in yeast reveals novel gene function and drug action GENOME BIOLOGY
Hillenmeyer, M. E., Ericson, E., Davis, R. W., Nislow, C., Kaller, D., Giaever, G.
2010; 11 (3)

Knowledge-based analysis of microarraysfor the discovery of transcriptional regulation relationships 8th Asia Pacific Bioinformatics Conference
Seok, J., Kaushal, A., Davis, R. W., Xiao, W.
BIOMED CENTRAL LTD.2010

A direct comparison of the KB™ Basecaller and phred for identifying the bases from DNA sequencing using chain termination chemistry. BMC research
notes

Hyman, R. W., Jiang, H., Fukushima, M., Davis, R. W.
2010; 3: 257-?

Electrical detection of proteinsand DNA using bioactivated microfluidic channels: Theoretical and experimental considerations JOURNAL OF VACUUM
SCIENCE & TECHNOLOGY B
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Javanmard, M., Esfandyarpour, H., Pease, F., Davis, R. W.
2009; 27 (6): 3099-3103

Sequential Use of Transcriptional Profiling, Expression Quantitative Trait Mapping, and Gene Association Implicates MM P20 in Human Kidney
Aging PLOSGENETICS

Wheeler, H. E., Metter, E. J., Tanaka, T., Absher, D., Higgins, J., Zahn, J. M., Wilhelmy, J,, Davis, R. W., Singleton, A., Myers, R. M., Ferrucci, L., Kim, S. K.
2009; 5 (10)

Alternative Splicing of PTC7 in Saccharomyces cerevisiae Determines Protein L ocalization GENETICS
Juneau, K., Nislow, C., Davis, R. W.
2009; 183 (1): 185-194

A Microfluidic Platform for Characterization of Protein-Protein I nteractions IEEE SENSORS JOURNAL
Javanmard, M., Talasaz, A. H., Nemat-Gorgani, M., Huber, D. E., Pease, F., Ronaghi, M., Davis, R. W.
2009; 9 (8): 883-891

A Microfluidic Platform for Characterization of Protein-Protein I nteractions. |EEE sensorsjournal
Javanmard, M., Talasaz, A. H., Nemat-Gorgani, M., Huber, D. E., Pease, F., Ronaghi, M., Davis, R. W.
2009; 9 (8): 883-891

Molecular inversion probesreveal patterns of 9p21 deletion and copy number aberrationsin childhood leukemia CANCER GENETICS AND
CYTOGENETICS

Schiffman, J. D., Wang, Y., McPherson, L. A., Welch, K., Zhang, N., Davis, R., Lacayo, N. J,, Dahl, G. V., Faham, M., Ford, J. M., Ji, H. P.
2009; 193 (1): 9-18

A dynamic network of transcription in L PS-treated human subjects BMC SYSTEMSBIOLOGY
Seok, J., Xiao, W., Moldawer, L. L., Davis, R. W., Covert, M. W.
2009; 3

A Genome-Wide Screen for Regulatorsof TORC1 in Responseto Amino Acid Starvation Reveals a Conserved Npr2/3 Complex PLOSGENETICS
Neklesa, T. K., Davis, R. W.
2009; 5 (6)

Electrical detection of protein biomarkers using bioactivated microfluidic channels LAB ON A CHIP
Javanmard, M., Talasaz, A. H., Nemat-Gorgani, M., Pease, F., Ronaghi, M., Davis, R. W.
2009; 9 (10): 1429-1434

Meiotic recombination generatesrich diversity in NK cell receptor genes, alleles, and haplotypes GENOME RESEARCH

Norman, P. J., Abi-Rached, L., Gendzekhadze, K., Hammond, J. A., Moesta, A. K., Sharma, D., Graef, T., McQueen, K. L., Guethlein, L. A., Carrington, C. V.,
Chandanayingyong, D., Chang, Y ., Crespi, et a
2009; 19 (5): 757-769

High-throughput, high-accuracy array-based resequencing PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF
AMERICA

Zheng, J., Moorhead, M., Weng, L., Siddiqui, F., Carlton, V. E., Ireland, J. S,, Leg, L., Peterson, J., Wilkins, J, Lin, S., Kan, Z., Seshagiri, S., Davis, et a
2009; 106 (16): 6712-6717

Mapping Gene Associationsin Human Mitochondria using Clinical Disease Phenotypes PLOS COMPUTATIONAL BIOLOGY

Scharfe, C., Lu, H. H., Neuenburg, J. K., Allen, E. A., Li, G., Klopstock, T., Cowan, T. M., Enns, G. M., Davis, R. W.

2009; 5 (4)

L abel-free biosensing with functionalized nanopipette probes PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATESOF
AMERICA

Umehara, S., Karhanek, M., Davis, R. W., Pourmand, N.

2009; 106 (12): 4611-4616

Isolating highly enriched populations of circulating epithelial cellsand other rare cellsfrom blood using a magnetic sweeper device PROCEEDINGS OF
THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Taasaz, A. H., Powell, A. A., Huber, D. E., Berbee, J. G., Roh, K., Yu, W., Xiao, W., Davis, M. M., Pease, R. F., Mindrinos, M. N., Jeffrey, S. S., Davis, R. W.
2009; 106 (10): 3970-3975
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Whole Genome Survey of Coding SNPs Reveals a Reproducible Pathway Deter minant of Parkinson Disease HUMAN MUTATION

Srinivasan, B. S., Doostzadeh, J., Absalan, F., Mohandessi, S, Jdlili, R., Bigdeli, S., Wang, J., Mahadevan, J., Lee, C. L., Davis, R. W., Langston, J. W., Ronaghi,
M.

2009; 30 (2): 228-238

Large-Scale M ultiplexed Quantitative Discovery Proteomics Enabled by the Use of an O-18-Labeled " Universal" Reference Sample JOURNAL OF
PROTEOME RESEARCH

Qian, W., Liu, T., Petyuk, V. A., Gritsenko, M. A., Petritis, B. O., Polpitiya, A. D., Kaushal, A., Xiao, W., Finnerty, C. C., Jeschke, M. G., Jaitly, N., Monroe, M.
E., Moore, et a

2009; 8 (1): 290-299

Hyper spectral Image Correlation for Monitoring Membrane Protein Dynamicsin Living Cells Conference on Three-Dimensional and Multidimensional
Microscopy - Image Acquisition and Processing XVI

Davis, R. W., Carson, B., Jones, H. D., Sinclair, M. B.
SPIE-INT SOC OPTICAL ENGINEERING.2009

THE DIVERSITY OF NUCLEAR MAGNETIC RESONANCE SPECTROSCOPY NATO Advanced Sudy Institute on Biophysics and the Challenges of
Emerging Threats

Liu, C. W., Alekseyev, V. Y., Allwardt, J. R., Bankovich, A. J., Cade-Menun, B. J,, Davis, R. W., Dy, L., Garcia, K. C., Herschlag, D., Khosla, C., Kraut, D. A., Li,
Q., Null, et a

SPRINGER.2009: 65-81

HIGH THROUGHPUT DNA SEQUENCING, APPLICATIONSAND DISEASE INVESTIGATION 6th International Forum on Post-Genome Technologies
Gharizadeh, B., Wang Chunlin, C. L., Babrzadeh, F., Wang Elijah, E. J,, Han Jian, J,, Davis, R. W.
SOUTHEAST UNIV PRESS.2009: 27-27

Genome-wide transcriptome analysis of 150 cell samples INTEGRATIVE BIOLOGY
Irimia, D., Mindrinos, M., Russom, A., Xiao, W., Wilhelmy, J., Wang, S., Heath, J. D., Kurn, N., Tompkins, R. G., Davis, R. W., Toner, M.
2009; 1 (1): 99-107

Chemogenomic approachesto elucidation of gene function and genetic pathways. Methods in molecular biology (Clifton, N.J.)
Pierce, S. E., Davis, R. W., Nislow, C., Giaever, G.
2009; 548: 115-143

Multiplex protein assays based on real-time magnetic nanotag sensing PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCESOF THE UNITED
STATESOF AMERICA

Osterfeld, S. J, Yu, H., Gaster, R. S,, Caramuta, S., Xu, L., Han, S,, Hall, D. A., Wilson, R. J,, Sun, S., White, R. L., Davis, R. W., Pourmand, N., Wang, et a
2008; 105 (52): 20637-20640

Sequential Elimination of M ajor-Effect Contributors|dentifies Additional Quantitative Trait Loci Conditioning High-Temperature Growth in
Yeast GENETICS

Sinha, H., David, L., Pascon, R. C., Clauder-Muenster, S., Krishnakumar, S., Nguyen, M., Shi, G., Dean, J,, Davis, R. W., Oefner, P. J., McCusker, J. H., Steinmetz,
L.A.

2008; 180 (3): 1661-1670

Superoxide anionsregulate TORC1 and its ability to bind Fpr 1:rapamycin complex PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF
THE UNITED STATESOF AMERICA

Ronald, T. K., Davis, W.
2008; 105 (39): 15166-15171

An integrated platform of genomic assays reveals small-molecule bioactivities NATURE CHEMICAL BIOLOGY

Hoon, S., Smith, A. M., Wallace, |I. M., Suresh, S., Miranda, M., Fung, E., Proctor, M., Shokat, K. M., Zhang, C., Davis, R. W., Giaever, G., StOnge, R. P., Nislow,
etal

2008; 4 (8): 498-506

High-Resolution, In Vivo Magnetic Resonance Imaging of Drosophila at 18.8 Tesla PLOSONE
Null, B., Liu, C. W., Hedehus, M., Conally, S, Davis, R. W.
2008; 3 (7)

High Throughput Automated Allele Frequency Estimation by Pyrosequencing PLOS ONE
Doostzadeh, J., Shokralla, S., Absalan, F., Jdlili, R., Mohandessi, S, Langston, J. W., Davis, R. W., Ronaghi, M., Gharizadeh, B.
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2008; 3 (7)

A comprehensive assay for targeted multiplex amplification of human DNA sequences PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF
THE UNITED STATESOF AMERICA

Krishnakumar, S., Zheng, J., Wilhelmy, J., Faham, M., Mindrinos, M., Davis, R.
2008; 105 (27): 9296-9301

Pervasive and Persistent Redundancy among Duplicated Genesin Yeast PLOSGENETICS
Dean, E. J,, Davis, J. C., Davis, R. W., Petrov, D. A.
2008; 4 (7)

Conformational flexibility of a model protein upon immobilization on self-assembled monolayers BIOTECHNOLOGY AND BIOENGINEERING
Bigdeli, S., Talasaz, A. H., Stahl, P., Persson, H. H., Ronaghi, M., Davis, R. W., Nemat-Gorgani, M.
2008; 100 (1): 19-27

Interference of globin geneswith rejection biomarker discovery 8th American Transplant Congress
Li, L., Ying, L., Naesens, M., Xiao, W., Sigdel, T., Hsieh, S., Martin, J., Chen, R., Liu, K., Mindrinos, M., Davis, R., Sarwal, M.
WILEY-BLACKWELL.2008: 636-636

Microfluidic leukocyte isolation for gene expression analysisin critically ill hospitalized patients CLINICAL CHEMISTRY

Russom, A., Sethu, P., Irimia, D., Mindrinos, M. N., Calvan, S. E., Garcia, |., Finnerty, C., Tannahill, C., Abouhamze, A., Wilhelmy, J., Lopez, M. C., Baker, H. V.,
Herndon, et al

2008; 54 (5): 891-900

The chemical genomic portrait of yeast: Uncovering a phenotype for all genes SCIENCE

Hillenmeyer, M. E., Fung, E., Wildenhain, J., Pierce, S. E., Hoon, S., Lee, W., Proctor, M., St Onge, R. P., Tyers, M., Kaller, D., Altman, R. B., Davis, R. W.,
Nislow, et a

2008; 320 (5874): 362-365

Structural optimization for heat detection of DNA thermosequencing platform using finite element analysis BIOMICROFLUIDICS
Esfandyarpour, H., Zheng, B., Fabian, R., Pease, W., Davis, R. W.
2008; 2 (2)

Bisphenol A induces a profile of tumor aggressivenessin high-risk cellsfrom breast cancer patients CANCER RESEARCH
Dairkee, S. H., Seok, J., Champion, S., Sayeed, A., Mindrinos, M., Xiao, W., Davis, R. W., Goodson, W. H.
2008; 68 (7): 2076-2080

Multiplexed proximity ligation assaysto profile putative plasma biomarkersrelevant to pancreatic and ovarian cancer CLINICAL CHEMISTRY
Fredriksson, S., Horecka, J., Brustugun, O. T., Schlingemann, J., Koong, A. C., Tibshirani, R., Davis, R. W.
2008; 54 (3): 582-589

Picocalorimetric method for DNA sequencing JOURNAL OF VACUUM SCIENCE & TECHNOLOGY B
Esfandyarpour, H., Fabian, R., Pease, W., Davis, R. W.
2008; 26 (2): 661-665

A system for multiplexed direct electrical detection of DNA synthesis SENSORS AND ACTUATORS B-CHEMICAL
Anderson, E. P, Daniels, J. S., Yu, H., Karhanek, M., Lee, T. H., Davis, R. W., Pourmand, N.
2008; 129 (1): 79-86

Interference of globin geneswith biomarker discovery for allograft rejection in peripheral blood samples PHYSIOLOGICAL GENOMICS
Li, L., Ying, L., Naesens, M., Xiao, W., Sigdel, T., Hsieh, S., Martin, J., Chen, R,, Liu, K., Mindrinos, M., Davis, R., Sarwal, M.
2008; 32 (2): 190-197

High-throughput creation of a whole-genome collection of yeast knockout strains. Methods in molecular biology (Clifton, N.J.)
Chu, A. M., Davis, R. W.
2008; 416: 205-220

A tributeto Arthur Kornberg 1918-2007 NATURE STRUCTURAL & MOLECULAR BIOLOGY

Fuller, R. S, Bambara, R. A., Baker, T., Funnell, B., Wahle, E., O'Donnell, M., Kaiser, D., Skarstad, K., Konforti, B., Maki, S., Katayama, T., Sekimizu, K.,
Weiner, et a

2008; 15 (1): 2-17
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Real time simulation of heat detection in DNA Thermosequencing 3rd | EEE Sensors Applications Symposium
Esfandyarpour, H., Zheng, B., Pease, R. F., Davis, R. W.
|EEE.2008: 89-94

STRUCTURAL OPTIMIZATION OF MICROFLUIDIC GATE CONTROLLED MAGNETIC BEAD SYSTEM FOR DNA SEQUENCING-BY-
SYNTHESI'S 6th International Conference on Nanochannels, Microchannels and Minichannels

Esfandyarpour, H., Davis, R. W.
AMER SOC MECHANICAL ENGINEERS.2008: 1629-1634

Accurate measurement of cellular autofluorescenceiscritical for Imaging of host-pathogen interactions Conference on Imaging, Manipulation and Analysis
of Biomolecules, Cells, and Tissues VI

Timlin, J. A., Noek, R. M., Kaiser, J. N., Sinclair, M. B., Jones, H. D., Davis, R. W., Lane, T. W.
SPIE-INT SOC OPTICAL ENGINEERING.2008

L abel-free electrical detection of antigens based on micro-channel gating 3rd |EEE Sensors Applications Symposium
Javanmard, M., Nemat-Gorgani, M., Talasaz, A. H., Pease, F., Ronaghi, M., Davis, R. W.
|EEE.2008: 8-12

Direct electrical detection of target cells on a microfluidic biochip Conference on Microfluidics, BIoOMEMS, and Medical Microsystems VI
Javanmard, M., Talasaz, A. H., Nemat-Gorgani, M., Pease, F., Ronaghi, M., Davis, R. W.
SPIE-INT SOC OPTICAL ENGINEERING.2008

Involvement of Skeletal M uscle Gene Regulatory Network in Susceptibility to Wound I nfection Following Trauma PLOS ONE
Apidianakis, Y., Mindrinos, M. N., Xiao, W., Tegos, G. P., Papisov, M. I., Hamblin, M. R., Davis, R. W., Tompkins, R. G., Rahme, L. G.
2007; 2 (12)

A novel catechol-based universal support for oligonucleotide synthesis JOURNAL OF ORGANIC CHEMISTRY
Anderson, K. M., Jagquinod, L., Jensen, M. A, Ngo, N., Davis, R. W.
2007; 72 (26): 9875-9880

MagSweeper : an automated system for high efficiency and specificity capture of live circulating tumor cells 30th Annual San Antonio Breast Cancer
Symposium

Powell, A. A., Tdasaz, A. A., Mindrinos, M., Carlson, R., Pease, F. W., Davis, R. W., Jeffrey, S. S.

SPRINGER.2007: S24-S24

Gene-specific delineation of copy number aberrationsin follicular lymphoma with molecular inversion probes 49th Annual Meeting of the American-Society-
of-Hematol ogy

Ji, H. P., Welch, K. M., Wang, Y ., Faham, M., Akasaka, T., Czerwinski, D., Davis, R. W, Levy, R.
AMER SOC HEMATOLOGY .2007: 766A—767A

Molecular Inversion Probes (MIPs) identify novel areas of allelicimbalancein childhood leukemia
Schiffman, J. D., Welch, K., Davis, R., Lacayo, N. J.,, Dahl, G. V., Wang, Y., Faham, M., Ford, J. M., Ji, H. P.
AMER SOC HEMATOLOGY .2007: 431A

Diverse cellular functions of the Hsp90 molecular chaperone uncovered using systems approaches CELL
McClellan, A. J,, Xia, Y., Deutschbauer, A. M., Davis, R. W., Gerstein, M., Frydman, J.
2007; 131 (1): 121-135

Targeted cell detection based on microchannel gating BIOMICROFLUIDICS
Javanmard, M., Talasaz, A. H., Nemat-Gorgani, M., Pease, F., Ronaghi, M., Davis, R. W.
2007; 1 (4)

A high- resolution atlas of nucleosome occupancy in yeast NATURE GENETICS
Lee, W., Tillo, D., Bray, N., Morse, R. H., Davis, R. W., Hughes, T. R., Nislow, C.
2007; 39 (10): 1235-1244

Connector Inversion Probe Technology: A Powerful One-Primer Multiplex DNA Amplification System for Numerous Scientific Applications PLOS ONE
Akhras, M. S, Unemo, M., Thiyagarajan, S., Nyren, P., Davis, R. W., Fire, A. Z., Pourmand, N.
2007; 2 (9)
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Unusual selection on the KIR3DL 1/S1 natural killer cell receptor in Africans NATURE GENETICS

Norman, P. J., Abi-Rached, L., Gendzekhadze, K., Korbel, D., Gleimer, M., Rowley, D., Bruno, D., Carrington, C. V., Chandanayingyong, D., Chang, Y ., Crespi,
C., Saruhan-Direskendli, G., Fraser, et a

2007; 39 (9): 1092-1099

Genome sequencing and compar ative analysis of Saccharomyces cerevisiae strain YJM 789 PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES
OF THE UNITED STATES OF AMERICA

Wei, W., McCusker, J. H., Hyman, R. W., Jones, T., Ning, Y., Cao, Z., Gu, Z., Bruno, D., Miranda, M., Nguyen, M., Wilhelmy, J., Komp, C., Tamsg, et a
2007; 104 (31): 12825-12830

Multigene amplification and massively parallel sequencing for cancer mutation discovery PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES
OF THE UNITED STATES OF AMERICA

Dahl, F., Stenberg, J., Fredriksson, S., Welch, K., Zhang, M., Nilsson, M., Bicknell, D., Bodmer, W. F., Davis, R. W., Ji, H.
2007; 104 (22): 9387-9392

Branch migration displacement assay with automated heuristic analysisfor discrete DNA length measurement using DNA microarrays PROCEEDINGS
OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Pourmand, N., Caramuta, S., Villablanca, A., Mori, S., Karhanek, M., Wang, S. X., Davis, R. W.
2007; 104 (15): 6146-6151

Multiplex amplification of all coding sequences within 10 cancer genes by Gene-Collector NUCLEIC ACIDS RESEARCH
Fredriksson, S., Baner, J,, Dahl, F., Chu, A., Ji, H., Welch, K., Davis, R. W.
2007; 35 (7)

Multiplexed protein detection by proximity ligation for cancer biomarker validation NATURE METHODS
Fredriksson, S., Dixon, W., Ji, H., Koong, A. C., Mindrinos, M., Davis, R. W.
2007; 4 (4): 327-329

Accelerating the discovery of biologically active small molecules using a high-throughput yeast halo assay JOURNAL OF NATURAL PRODUCTS

Gassner, N. C., Tamble, C. M., Bock, J. E., Cotton, N., White, K. N., Tenney, K., St Onge, R. P., Proctor, M. J., Giaever, G., Nislow, C., Davis, R. W., Crews, P.,
Holman, et a

2007; 70 (3): 383-390

PathogenMip Assay: A Multiplex Pathogen Detection Assay PLOS ONE
Akhras, M. S, Thiyagarajan, S., Villablanca, A. C., Davis, R. W., Nyren, P., Pourmand, N.
2007; 2 (2)

Systematic pathway analysis using high-resolution fitness profiling of combinatorial gene deletions NATURE GENETICS
St Onge, R. P., Mani, R., Oh, J,, Proctor, M., Fung, E., Davis, R. W., Nislow, C., Roth, F. P., Giaever, G.
2007; 39 (2): 199-206

High-density yeast-tiling array reveals previously undiscover ed introns and extensive regulation of rneiotic splicing PROCEEDINGS OF THE NATIONAL
ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Juneau, K., Palm, C., Miranda, M., Davis, R. W.
2007; 104 (5): 1522-1527

Genome-wide analysis of bar coded Saccharomyces cer evisiae gene-deletion mutantsin pooled cultures NATURE PROTOCOLS
Pierce, S. E., Davis, R. W., Nislow, C., Giaever, G.
2007; 2 (11): 2958-2974

Modeling and test of traveling-wave electrode Mach-Zehnder 1nP/InGaAsP quantum well modulators 20th Annual Meeting of the | EEE-Lasers-and-Electro-
Optics-Society

Kunkee, E. T., Shah, A. R, Shih, S, Smith, A. D., Davis, R.

IEEE.2007: 266267

Gate-controlled microfluidic chamber with magnetic bead for DNA sequencing-by-synthesis technology 5th International Conference on Nanochannels,
Microchannels and Minichannels

Esfandyarpour, H., Davis, R. W.
AMER SOC MECHANICAL ENGINEERS.2007: 163-167

Array-based pyrosequencing 5th International Forum on Post-Genome Technologies
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Gharizadeh, B., Goel, S., Eltoukhy, H., Agah, M. N., Babrzadeh, F., Jalili, R., Talasaz, A. H., Davis, R. W., Ronaghi, M.
PHOENIX PUBL & MEDIA NETWORK.2007: 8-9

Electronic detection of bio-moleculeswith synthetic and or ganic Nanopores. 51st Annual Meeting of the Biophysical-Society
Tropini, C., Talasaz, A., Marzidli, A., Ronaghi, M., Davis, R. W.
CELL PRESS.2007: 649A—649A

Chemical genomic profiling for identifying intracellular tar gets of toxicants producing Parkinson's disease TOXICOLOGICAL SCIENCES
Doostzadeh, J., Davis, R. W., Giaever, G. N., Nislow, C., Langston, J. W.
2007; 95 (1): 182-187

Rapid and Highly Informative Diagnostic Assay for H5N1 I nfluenza Viruses PLOS ONE
Pourmand, N., Diamond, L., Garten, R., Erickson, J. P., Kumm, J,, Donis, R. O., Davis, R. W.
2006; 1 (1)

Reproducibility Probability Score - incor porating measur ement variability acrosslaboratories for gene selection NATURE BIOTECHNOLOGY
Lin, G., He, X., Ji, H., Shi, L., Davis, R. W., Zhong, S.
2006; 24 (12): 1476-1477

PathogenM I Per: atool for the design of molecular inversion probesto detect multiple pathogens BMC BIOINFORMATICS
Thiyagargjan, S., Karhanek, M., Akhras, M., Davis, R. W., Pourmand, N.
2006; 7

Current rectification with poly-L-lysine-coated quartz nanopipettes NANO LETTERS
Umehara, S., Pourmand, N., Webb, C. D., Davis, R. W., Yasuda, K., Karhanek, M.
2006; 6 (11): 2486-2492

Cell-specific expression and pathway analysesreveal alterationsin trauma-related human T cell and monocyte pathways PROCEEDINGS OF THE
NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA

Laudanski, K., Miller-Graziano, C., Xiao, W., Mindrinos, M. N., Richards, D. R., De, A., Moldawer, L. L., Maier, R. V., Bankey, P., Baker, H. V., Brownstein, B.
H., Cobb, J. P., Calvano, et al

2006; 103 (42): 15564-15569

Prediction of protein orientation upon immobilization on biological and nonbiological surfaces PROCEEDINGS OF THE NATIONAL ACADEMY OF
SCIENCES OF THE UNITED STATESOF AMERICA

Taasaz, A. H., Nemat-Gorgani, M., Liu, Y., Stahl, P., Dutton, R. W., Ronaghi, M., Davis, R. W.
2006; 103 (40): 14773-14778

High dynamic range characterization of the trauma patient plasma proteome MOLECULAR & CELLULAR PROTEOMICS

Liu, T., Qian, W., Gritsenko, M. A., Xiao, W., Moldawer, L. L., Kaushal, A., Monroe, M. E., Varnum, S. M., Moore, R. J,, Purving, S. O., Maier, R. V., Davis, R.
W., Tompkins, et al

2006; 5 (10): 1899-1913

Analysis of hybridization on the molecular barcode GeneChip microarray BIOCHEMICAL AND BIOPHYS CAL RESEARCH COMMUNICATIONS
Walton, S. P., Mindrinos, M. N., Davis, R. W.
2006; 348 (2): 689-696

Data quality in genomics and microarrays NATURE BIOTECHNOLOGY
Ji, H., Davis, R. W.
2006; 24 (9): 1112-1113

Intronsregulate RNA and protein abundancein yeast GENETICS
Juneau, K., Miranda, M., Hillenmeyer, M. E., Nislow, C., Davis, R. W.
2006; 174 (1): 511-518

Molecular inversion probe analysis of gene copy alterations reveals distinct categories of colorectal carcinoma CANCER RESEARCH
Ji, H., Kumm, J., Zhang, M., Farnam, K., Sdlari, K., Faham, M., Ford, J. M., Davis, R. W.
2006; 66 (16): 7910-7919

A unique and universal molecular barcode array NATURE METHODS
Pierce, S. E., Fung, E. L., Jaramillo, D. F., Chu, A. M., Davis, R. W., Nislow, C., Giaever, G.
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2006; 3 (8): 601-603

Transcriptional profiling of aging in human muscle reveals a common aging signature PLOSGENETICS
Zahn, J. M., Sonu, R., Vogel, H., Crane, E., Mazan-Mamczarz, K., Rabkin, R., Davis, R. W., Becker, K. G., Owen, A. B, Kim, S. K.
2006; 2 (7): 1058-1069

Direct electrical detection of DNA synthesis PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Pourmand, N., Karhanek, M., Persson, H. H., Webb, C. D., Leg, T. H., Zahradnikova, A., Davis, R. W.
2006; 103 (17): 6466-6470

A high-resolution map of transcription in the yeast genome PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF
AMERICA

David, L., Huber, W., Granovskaia, M., Toedling, J., Palm, C. J., Bofkin, L., Jones, T., Davis, R. W., Steinmetz, L. M.
2006; 103 (14): 5320-5325

A haplotype framework for cystic fibrosis mutationsin Iran JOURNAL OF MOLECULAR DIAGNOSTICS

Elahi, E., Khodadad, A., Kupershmidt, |., Ghasemi, F., Alinasab, B., Naghizadeh, R., Eason, R. G., Amini, M., Esmaili, M., Dooki, M. R., Sanati, M. H., Davis, R.
W., Ronaghi, et a

2006; 8 (1): 119-127

M odeling of the bioactivated nanopor e devices. Conference proceedings: ... Annual International Conference of the |EEE Engineering in Medicine and Biology
Society. |EEE Engineering in Medicine and Biology Society. Conference

Taasaz, A. H., Liu, Y., Ronaghi, M., Davis, R. W.
2006; 1: 1830-1833

Analyzing stress enzymesin implanting embryos, evolutionary lessons in accomplishing the next essential developmental event. 39th Annual Meeting of the
Society-for-the-Sudy-of-Reproduction

Rappolee, D. A., Liu, J,, Xie, Y., Zhong, W., Xu, W., Wang, Q. T., Davis, R. W., Puscheck, E. E.
SOC STUDY REPRODUCTION.2006: 164-164

Development of a new device for high throughput isolation of live circulating tumor cells. 29th Annual San Antonio Breast Cancer Symposium
Taasaz, A. A., Powell, A. A., Mindrinos, M., Carlson, R. W., Pease, F. W., Davis, R. W., Jeffrey, S. S.
SPRINGER.2006: S213-S213

Modeling of the bioactivated nanopor e devices 28th Annual International Conference of the | EEE-Engineering-in-Medi cine-and-Biol ogy-Society
Taasaz, A. H., Liu, Y., Rodaghi, M., Davis, R. W.
|EEE.2006: 3403-3406

Céll trapping in activated microporesfor functional analysis 28th Annual International Conference of the | EEE-Engineering-in-Medicine-and-Biol ogy-Society
Taasaz, A. H., Powell, A. A., Stahl, P., Ronaghi, M., Jeffrey, S. S., Mindrinos, M., Davis, R. W.
|EEE.2006: 1397-1400

Cell trapping in activated microporesfor functional analysis. Conference proceedings: ... Annual International Conference of the |IEEE Engineering in
Medicine and Biology Society. |EEE Engineering in Medicine and Biology Society. Conference

Taasaz, A. H., Powell, A. A., Stahl, P., Ronaghi, M., Jeffrey, S. S., Mindrinos, M., Davis, R. W.
2006; 1: 1838-1841

Quantitative trait loci mapped to single-nucleotide resolution in yeast NATURE GENETICS
Deutschbauer, A. M., Davis, R. W.
2005; 37 (12): 1333-1340

A network-based analysis of systemic inflammation in humans NATURE

Cavano, S. E., Xiao, W. Z., Richards, D. R., Felciano, R. M., Baker, H. V., Cho, R. J., Chen, R. O., Brownstein, B. H., Cobb, J. P., Tschoeke, S. K., Miller-
Graziano, C., Moldawer, L. L., Mindrinos, et a

2005; 437 (7061): 1032-1037

Multiplexed variation scanning for 1,000 ampliconsin hundreds of patients using mismatch repair detection (MRD) on tag arrays PROCEEDINGS OF
THE NATIONAL ACADEMY OF SCIENCESOF THE UNITED STATES OF AMERICA

Faham, M., Zheng, J. B., Moorhead, M., Fakhrai-Rad, H., Namsaraev, E., Wong, K., Wang, Z. Y., Chow, S. G., Lee, L., Suyenaga, K., Reichert, J., Boudreau, A.,
EBERLE, et a

2005; 102 (41): 14717-14722
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Significance analysis of time cour se microarray experiments PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCESOF THE UNITED STATES OF
AMERICA

Storey, J. D., Xiao, W. Z., Leek, J. T., Tompkins, R. G., Davis, R. W.
2005; 102 (36): 12837-12842

A novel method for STR-based DNA profiling using microarrays JOURNAL OF FORENS C SCIENCES
Kemp, J. T., Davis, R. W., White, R. L., Wang, S. X., Webb, C. D.
2005; 50 (5): 1109-1113

Genome-widerequirementsfor resistance to functionally distinct DNA-damaging agents PLOSGENETICS
Lee, W., Onge, R. P., Proctor, M., Flaherty, P., Jordan, M. I, Arkin, A. P., Davis, R. W., Nislow, C., Giaever, G.
2005; 1 (2): 235-246

Bioluminescence regener ative cycle (BRC) system: Theoretical considerationsfor nucleic acid quantification assays BIOPHYS CAL CHEMISTRY
Hassibi, A., Contag, C., Vlad, M. O., Hafezi, M., Lee, T. H., Davis, R. W., Pourmand, N.
2005; 116 (3): 175-185

Microbes on the human vaginal epithelium PROCEEDINGS OF THE NATIONAL ACADEMY OF SCIENCES OF THE UNITED STATES OF AMERICA
Hyman, R. W., Fukushima, M., Diamond, L., Kumm, J., Giudice, L. C., Davis, R. W.
2005; 102 (22): 7952-7957

Quantitative proteome analysis of human plasma following in vivo lipopolysaccharide administration using O-16/0-18 labeling and the accur ate mass and
timetag approach MOLECULAR & CELLULAR PROTEOMICS

Qian, W. J,, Monroe, M. E,, Liu, T., Jacobs, J. M., Anderson, G. A., Shen, Y. F., Moore, R. J., ANDERSON, D. J,, Zhang, R., Calvano, S. E., Lowry, S. F., Xiao,
W. Z., Moldawer, et al

2005; 4 (5): 700-709
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