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MIXPRS enables multi-population and multi-method polygenic risk scores using summary statistics. Nature genetics
Xu, L., Dong, Y., Zeng, X., Bian, Z., Zhou, G., Guan, L., Zhao, H.
2026

Leveraging cell-type specificity and similarity improves single-cell eQTL fine-mapping. Nature communications
Lin, C., Lin, Y., Li, W., Xu, L., Zhang, X., Zhao, H.
2026

Improving polygenic risk prediction performance by integrating electronic health records through phenotype embedding AMERICAN
JOURNAL OF HUMAN GENETICS

Xu, L., Zheng, W., Hu, J., Lin, Y., Zhao, J., Wang, G., Liu, T., Zhao, H.
2025; 112 (12): 3030-3045

Differential results of genetic risk scoring for multiple sclerosis in European and African American populations. Multiple sclerosis
(Houndmills, Basingstoke, England)

Rivier, C. A., Xu, L., Clocchiatti-Tuozzo, S., Zhao, H., Ohno-Machado, L., Hafler, D. A., Falcone, G. J., Longbrake, E. E.
2025; 31 (11): 1304-1313

JointPRS: A data-adaptive framework for multi-population genetic risk prediction incorporating genetic correlation. Nature communications
Xu, L., Zhou, G, Jiang, W., Zhang, H., Dong, Y., Guan, L., Zhao, H.
2025; 16 (1): 3841

Integrated longitudinal multiomics study identifies immune programs associated with acute COVID-19 severity and mortality. The Journal
of clinical investigation

Gygi, J. P, Maguire, C., Patel, R. K., Shinde, P., Konstorum, A., Shannon, C. P., Xu, L., Hoch, A., Jayavelu, N. D., Haddad, E. K., Reed, E. F., Kraft,
M., McComsey, et al

2024; 134 (9)
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