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o Patterns of psychopathology and cognition in sex chromosome aneuploidy. Journal of neurodevelopmental disorders
Rau, S., Whitman, E. T., Schauder, K., Gogate, N., Lee, N. R., Kenworthy, L., Raznahan, A.
2021; 13 (1): 61

o COVID-19 biomarkers and their overlap with comorbidities in a disease biomarker data model. Briefings in bioinformatics
Gogate, N., Lyman, D., Bell, A., Cauley, E., Crandall, K. A., Joseph, A., Kahsay, R., Natale, D. A., Schriml, L. M., Sen, S., Mazumder, R.
2021; 22 (6)

Page 1 of 2



Nikhita Amod Gogate
http://cap.stanford.edu/profiles/Nikhita_Gogate/

o Influence of hydrological factors on bacterial community structure in a tropical monsoonal estuary in India. Environmental science and
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o A Targeted Next Generation Sequencing Panel for Non-syndromic Early Onset Severe Obesity and Identification of Novel Likely -
Pathogenic Variants in the MC4R and LEP Genes. Indian journal of pediatrics
Khadilkar, V., Gogate, N., Gangodkar, P., Ranade, S., Lohiya, N., Ragte, T., Patil, K., Pilankar, A., Anand, S., Bapat, A., Agarwal, M., Kaushik, K.,
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