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BIO

I'm a Stanford Data Science Fellow and postdoc with Rhiju Das at the Department of Biochemistry. | build lab-in-the-loop Al for RNA biology, pairing

deep learning with wet-lab experiments at scale.

| did my PhD in Computer Science at the University of Cambridge with Pietro Lid, on geometric deep learning for molecular design. | built gRNAde, the

first 3D generative model for RNA, and validated it in the wet lab as a visiting researcher in Phil Holliger's group at the MRC LMB. I've also interned

at Prescient Design (Genentech) and FAIR Chemistry (Meta Al), and my work has been recognized by the Qualcomm Innovation Fellowship and the

A*STAR National Science Scholarship.

HONORS AND AWARDS
e Stanford Data Science Fellowship, Stanford Data Science (2026)

® Qualcomm Innovation Fellowship, Qualcomm Inc. (2024)

e National Science Scholarship, A*STAR, Singapore (2021)

PROFESSIONAL EDUCATION
e Ph.D., University of Cambridge, UK , Computer Science (2026)

e B.Eng., Nanyang Technological University, Singapore , Computer Science, Valedictorian (2019)

STANFORD ADVISORS

e Rhiju Das, Postdoctoral Faculty Sponsor

LINKS

® Personal Site: https://www.chaitjo.com/

e Stanford Data Science: https://datascience.stanford.edu/people/chaitanya-krishna-joshi
® Google Scholar: https://scholar.google.com/citations?hl=en&user=cwxVFVgAAAAJ

e Substack Blog: https://chaitjo.substack.com/

e X: https://x.com/chaitjo/
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Publications

PUBLICATIONS

o De novo design of RNA pseudoknots with deep learning. Science (New York, N.Y.)

Townley, J., Kladwang, W., Baker, D., Blair, H. M., Choe, C. A, El Nesr, G., Favor, A., Fisker, E., Haack, D. B., He, S., Hingey, J., Huang, P. S.,
Huang, et al

2026; 393 (6814): 931-937

o Understanding biology with machine learning: compression, intelligibility, and dependency ARTIFICIAL INTELLIGENCE IN THE LIFE
SCIENCES

Lawrence, E., EI-Shazly, A., Seal, S., Joshi, C. K,, Lio, P., Bender, A., Singh, S., Sormanni, P., Spjuth, O., Greenig, M.
2026; 9

o De novo design of RNA pseudoknots with deep learning. bioRxiv : the preprint server for biology

Townley, J., Kladwang, W., Baker, D., Blair, H. M., Choe, C. A, Nesr, G. E., Favor, A, Fisker, E., Haack, D. B., He, S., Hingey, J., Huang, P. S.,
Huang, et al

2026

o Template-based RNA structure prediction advanced through a blind code competition. bioRxiv : the preprint server for biology
Lee, Y, He, S., Oda, T,, Rao, G. J., Kim, Y., Kim, R., Kim, H., Heng, C. K., Kowerko, D., Li, H., Nguyen, H., Sampathkumar, A., Gémez, et al
2025

o RNA-FrameFlow: Flow Matching for de novo 3D RNA Backbone Design. ArXiv
Anand, R., Joshi, C. K., Morehead, A., Jamasb, A. R., Harris, C., Mathis, S. V., Didi, K., Ying, R., Hooi, B., Lio, P.
2025

e Machine Learning for Toxicity Prediction Using Chemical Structures: Pillars for Success in the Real World CHEMICAL RESEARCH IN
TOXICOLOGY

Seal, S., Mahale, M., Garcia-Ortegon, M., Joshi, C. K., Hosseini-Gerami, L., Beatson, A., Greenig, M., Shekhar, M., Patra, A., Weis, C., Mehrjou, A.,
Badre, A., Paisley, et al

2025; 38 (5): 759-807

o gRNAde: Geometric Deep Learning for 3D RNA inverse design. bioRxiv : the preprint server for biology
Joshi, C. K., Jamasb, A. R,, Vinas, R., Harris, C., Mathis, S. V., Morehead, A., Anand, R., Lio, P.
2025

o gRNAde: A Geometric Deep Learning Pipeline for 3D RNA Inverse Design. Methods in molecular biology (Clifton, N.J.)
Joshi, C. K., Lio, P.
2025; 2847: 121-135

o All-atom Diffusion Transformers: Unified generative modelling of molecules and materials
Joshi, C. K., Fu, X,, Liao, Y., Gharakhanyan, V., Miller, B., Sriram, A., Ulissi, Z. W.
edited by Singh, A., Fazel, M., Hsu, D., Lacoste-Julien, S., Berkenkamp, F., Maharaj, T., Wagstaff, K., Zhu, J.
JMLR-JOURNAL MACHINE LEARNING RESEARCH.2025: 28393-28417

o Evaluating Representation Learning on the Protein Structure Universe. ArXiv
Jamasb, A. R., Morehead, A., Joshi, C. K., Zhang, Z., Didi, K., Mathis, S., Harris, C., Tang, J., Cheng, J., Lio, P., Blundell, T. L.
2024

o Hypergraph factorization for multi-tissue gene expression imputation NATURE MACHINE INTELLIGENCE
Vinas, R., Joshi, C. K., Georgiev, D., Lin, P., Dumitrascu, B., Gamazon, E. R., Lio, P.
2023: 739-753

o On the Expressive Power of Geometric Graph Neural Networks
Joshi, C. K., Bodnar, C., Mathis, S., Cohen, T., Lio, P.
edited by Krause, A., Brunskill, E., Cho, K., Engelhardt, B., Sabato, S., Scarlett, J.
JMLR-JOURNAL MACHINE LEARNING RESEARCH.2023
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On Representation Knowledge Distillation for Graph Neural Networks /EEE TRANSACTIONS ON NEURAL NETWORKS AND LEARNING
SYSTEMS

Joshi, C. K., Liu, F., Xun, X., Lin, J., Foo, C.
2024; 35 (4): 4656-4667

Learning the travelling salesperson problem requires rethinking generalization CONSTRAINTS
Joshi, C. K., Cappart, Q., Rousseau, L., Laurent, T.
2022; 27 (1-2): 70-98

Point Discriminative Learning for Data-efficient 3D Point Cloud Analysis
Liu, F, Lin, G., Foo, C., Joshi, C. K., Lin, J., IEEE
IEEE.2022: 42-51

Benchmarking Graph Neural Networks JOURNAL OF MACHINE LEARNING RESEARCH
Dwivedi, V., Joshi, C. K., Luu, A,, Laurent, T., Bengio, Y., Bresson, X.
2022; 23
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