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Lu is a postdoctoral research scholar in Dr. Anna Gloyn's Translational Genomics of Diabetes Lab. During her master's and doctoral studies, she

focused on epigenomics and single-cell multi-omics analysis, with an emphasis on 3D genomics. Her research included developing Hi-Tag, a chromatin

conformation capture technique designed for use with small cell samples. This method provides valuable insights into the organization of chromatin

in the cell. She has built strong expertise in combining different types of biological data, including RNA-seq, ATAC-seq, chromatin interaction data,

and single-cell data. She has contributed to several research projects as a co-author, including studies that used genome-wide association studies

(GWAS) and GTEX data to connect multi-omics data with functional genomics. These experiences have helped her gain a deep understanding of how to

integrate different types of genomic data to solve complex biological problems. Currently, Lu is focused on applying her research skills to diabetes.
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• Hi-Tag: a simple and efficient method for identifying protein-mediated long-range chromatin interactions with low cell numbers. Science
China. Life sciences
Qi, X., Zhang, L., Zhao, Q., Zhou, P., Zhang, S., Li, J., Zheng, Z., Xiang, Y., Dai, X., Jin, Z., Jian, Y., Li, X., Fu, et al
2024; 67 (5): 1027-1034

• Genome-Scale CRISPR Knockout Screening Identifies BACH1 as a Key Regulator of Aflatoxin B1-Induced Oxidative Damage. Antioxidants
(Basel, Switzerland)
Zhang, J., Hu, S., Zhao, C., Zhou, Y., Zhang, L., Liu, H., Zhou, P., Li, S., Fu, L., Zheng, Z., Xiang, Y., Xu, X., Ruan, et al
2022; 11 (9)

• Enhancer-promoter interaction maps provide insights into skeletal muscle-related traits in pig genome. BMC biology
Li, J., Xiang, Y., Zhang, L., Qi, X., Zheng, Z., Zhou, P., Tang, Z., Jin, Y., Zhao, Q., Fu, Y., Zhao, Y., Li, X., Fu, et al
2022; 20 (1): 136

• The assembly of caprine Y chromosome sequence reveals a unique paternal phylogenetic pattern and improves our understanding of the
origin of domestic goat. Ecology and evolution
Xiao, C., Li, J., Xie, T., Chen, J., Zhang, S., Elaksher, S. H., Jiang, F., Jiang, Y., Zhang, L., Zhang, W., Xiang, Y., Wu, Z., Zhao, et al
2021; 11 (12): 7779-7795

• Three functional mutation sites affect the immune response of pigs through altering the expression pattern and IgV domain of the CD4
protein. BMC molecular and cell biology
Zhang, W., Ni, J., Zhang, J., Zhang, L., Zhou, H., Zhao, C., Zhu, M., Wang, H., Han, J., Li, X., Zhao, S.
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2020; 21 (1): 91

• Identification and Conservation Analysis of Cis-Regulatory Elements in Pig Liver. Genes
Luan, Y., Zhang, L., Hu, M., Xu, Y., Hou, Y., Li, X., Zhao, S., Zhao, Y., Li, C.
2019; 10 (5)

• Synergistic effects of TGFβ2, WNT9a, and FGFR4 signals attenuate satellite cell differentiation during skeletal muscle development. Aging
cell
Zhang, W., Xu, Y., Zhang, L., Wang, S., Yin, B., Zhao, S., Li, X.
2018; 17 (4): e12788
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