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o FOCAS: Transcriptome-wide screening of individual m6A sites functionally dissects epitranscriptomic control of gene expression in
cancer. Cell

Zhang, X., Zhang, Y., Liu, X., Liu, C., Liu, Y., He, Y., Qiu, Y., Sun, L., Hu, J., Gao, Y., Wei, W, Liu, J.
2025

o TDP-43 nuclear loss in FTD/ALS causes widespread alternative polyadenylation changes. Nature neuroscience

Zeng, Y., Lovchykova, A., Akiyama, T., Rayner, S. L., Maheswari Jawahar, V., Liu, C., Sianto, O., Guo, C., Calliari, A., Prudencio, M., Dickson, D. W.,
Petrucelli, L., Gitler, et al

2025

o Cryptic splicing in synaptic and membrane excitability genes links TDP-43 loss to neuronal dysfunction. bioRxiv : the preprint server for
biology

Guo, C., Chen, K., Vatsavayai, S. C., Akiyama, T., Zeng, Y., Liu, C., Sianto, O., Yang, E., Bombosch, J., Powell, R., Zhen, S., Mekhoubad, S., Morrie,
etal

2025

o Nonsense-mediated decay masks cryptic splicing events caused by TDP-43 loss. bioRxiv : the preprint server for biology
Zeng, Y., Sianto, O., Lovchykova, A., Liu, C., Akiyama, T., Petrucelli, L., Gitler, A. D.
2025

o M6A-modified cenRNA stabilizes CENPA to ensure centromere integrity in cancer cells. Cell
Kang, Z., Li, R, Liu, C., Dong, X., Hu, Y., Xu, L., Liu, X., Xiang, Y., Gao, L., Si, W., Wang, L., Li, Q., Zhang, et al
2024

o IGF2BP3 promotes mRNA degradation through internal m7G modification. Nature communications
Liu, C., Dou, X., Zhao, Y., Zhang, L., Zhang, L., Dai, Q., Liu, J., Wu, T., Xiao, Y., He, C.
2024; 15 (1): 7421

o TDP-43 nuclear loss in FTD/ALS causes widespread alternative polyadenylation changes. bioRxiv : the preprint server for biology

Zeng, Y., Lovchykova, A., Akiyama, T., Liu, C., Guo, C., Jawahar, V. M., Sianto, O., Calliari, A., Prudencio, M., Dickson, D. W., Petrucelli, L., Gitler, A.
D.

2024

o Profiling of RNA-binding protein binding sites by in situ reverse transcription-based sequencing NATURE METHODS
Xiao, Y., Chen, Y., Zou, Z., Ye, C., Dou, X., Wu, J., Liu, C., Liu, S., Yan, H., Wang, P., Zeng, T., Liu, Q., Fei, et al
2024

o METTL14 is a chromatin regulator independent of its RNA N-6-methyladenosine methyltransferase activity PROTEIN & CELL
Dou, X., Huang, L., Xiao, Y., Liu, C., Li, Y., Zhang, X., Yu, L., Zhao, R,, Yang, L., Chen, C., Yu, X., Gao, B., Qij, et al
2023
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Exon architecture controls mRNA m6A suppression and gene expression. Science (New York, N.Y.)
He, P. C., Wei, J.,, Dou, X., Harada, B. T., Zhang, Z., Ge, R,, Liu, C., Zhang, L. S,, Yu, X, Wang, S., Lyu, R., Zou, Z., Chen, et al
2023; 379 (6633): 677-682

Sequential Polyadenylation to Enable Alternative mRNA3' End Formation MOLECULES AND CELLS
Hao, Y., Cai, T., Liu, C., Zhang, X., Fu, X.
2023; 46 (1): 57-64

m7G-quant-seq: Quantitative Detection of RNA Internal N7-Methylguanosine ACS CHEMICAL BIOLOGY
Zhang, L., Ju, C., Liu, C., Wei, J., Dai, Q., Chen, L., Ye, C., He, C.
2022; 17 (12): 3306-3312

ALKBH7-mediated demethylation regulates mitochondrial polycistronic RNA processing NATURE CELL BIOLOGY
Zhang, L., Xiong, Q., Perez, S., Liu, C., Wei, J., Le, C., Zhang, L., Harada, B. T, Dai, Q., Feng, X., Hao, Z., Wang, Y., Dong, et al
2021; 23 (7): 684-+

QSER1 protects DNA methylation valleys from de novo methylation SCIENCE
Dixon, G., Pan, H., Yang, D., Rosen, B. P., Jashari, T., Verma, N., Pulecio, J., Caspi, |., Lee, K., Stransky, S., Glezer, A,, Liu, C., Rivas, et al
2021; 372 (6538): 146-+

DNA 5-Methylcytosine-Specific Amplification and Sequencing. Journal of the American Chemical Society
Liu, C., Cui, X., Zhao, B. S., Narkhede, P., Gao, Y., Liu, J., Dou, X., Dai, Q., Zhang, L., He, C.
2020

N-6-methyladenosine of chromosome-associated regulatory RNA regulates chromatin state and transcription SC/IENCE
Liu, J., Do, X., Chen, C., Chen, C., Liu, C., Xu, M., Zhao, S., Shen, B., Gao, Y., Han, D., Hei, C.
2020; 367 (6477): 580-+

Transcriptome-wide Mapping of Internal N-7-Methylguanosine Methylome in Mammalian mRNA MOLECULAR CELL
Zhang, L., Liu, C., Ma, H., Dai, Q., Sun, H,, Luo, G., Zhang, Z., Zhang, L., Hu, L., Dong, X., He, C.
2019; 74 (6): 1304-+

N-6-Methyladenosine- binding proteins suppress HIV-1 infectivity and viral production JOURNAL OF BIOLOGICAL CHEMISTRY
Lu, W.,, Tirumuru, N., St Gelais, C., Koneru, P. C., Liu, C., Kvaratskhelia, M., He, C., Wu, L.
2018; 293 (34): 12992-13005

Recognition of RNA N-6- methyladenosine by IGF2BP proteins enhances mRNA stability and translation NATURE CELL BIOLOGY
Huang, H., Weng, H., Sun, W., Qin, X., Shi, H., Wu, H., Zhao, B., Mesquita, A,, Liu, C., Yuan, C. L., Hu, Y., Huettelmaier, S., Skibbe, et al
2018; 20 (3): 285-+

YTHDF3 facilitates translation and decay of N-6-methyladenosine-modified RNA CELL RESEARCH

Shi, H., Wang, X., Lu, Z., Zhao, B. S., Ma, H., Hsu, P. J., Liu, C., He, C.

2017; 27 (3): 315-328

Enantioselective Total Syntheses of Various Amphilectane and Serrulatane Diterpenoids via Cope Rearrangements JOURNAL OF THE
AMERICAN CHEMICAL SOCIETY

Yu, X., Su, F,, Liu, C., Yuan, H., Zhao, S., Zhou, Z., Quan, T., Luo, T.

2016; 138 (19): 6261-6270

Photo-induced coupling reactions of tetrazoles with carboxylic acids in aqueous solution: application in protein labelling CHEMICAL
COMMUNICATIONS

Zhao, S., Dai, J., Hu, M, Liu, C., Meng, R., Liu, X., Wang, C., Luo, T.
2016; 52 (25): 4702-4705
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