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e David Solow-Cordero

Bio

CURRENT ROLE AT STANFORD
| am a High Content Imaging Scientist with Stanford's High-Throughput Screening Shared Facility (HTS @ the Nucleus), part of Sarafan ChEM-H and a
shared resource of the Stanford Cancer Institute. Our mission is to give researchers access to fully automated high-throughput chemical, siRNA, cDNA,

and high-content screening capabilities for both cell-based and enzyme/protein-based assays, accelerating the path from molecules to medicines.

My work centers on high-content imaging and phenotypic screening. | serve as a project manager for all cell-based screens and lead assay design,
development, validation, and deployment, along with robotic programming and automation, data management, and co-decision-making on major
instrumentation acquisitions. | partner with investigators across Stanford to translate their biological questions into robust, scalable, imaging-based

screens.

The high-throughput screening (HTS) laboratory allows Stanford researchers and others to discover novel modulators of targets that otherwise would
not be practical in industry. The center incorporates instrumentation (purchased with NCRR NIH Instrumentation grant numbers S10RR019513,

S10RR026338, S100D025004, and S100D026899), databases, compound libraries, and personnel whose previous sole domains were in industry.

Among our instrumentation are a fully automated Molecular Devices ImageXpress Micro Confocal High-Content fluorescence microplate imager, with
live cell, fluidics and phase contrast options. Specializing in image analysis, data acquisition, and assay development with a focus on multiplexed
imaging. Here to assist all screening needs as well as targeted analyses, mechanism of action deconvolution and utilizing spatial biology to uncover

novel mechanisms.

The HTS @ the Nucleus main screening lab is located in ChEM-H WO008, the cell-based assay development lab is located in CCSR Room 0133-North

Wing, between the Transgenic Mouse Facility, and the Stanford Genomics Facility.

HONORS AND AWARDS

e Chancellor’s Distinguished Fellowship, University of California Riverside (2011)
e Graduate Division Fellowship, University of California Riverside (2015)

e Earle C. Anthony Graduate Student Travel Award, University of California Riverside (2016)
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Dean'’s Distinguished Fellowship, University of California Riverside (2016)

PROGRAM AFFILIATIONS

SPARK at Stanford

EDUCATION AND CERTIFICATIONS

PhD, University of California Riverside , Cell, molecular and Developmental Biology (2016)

BS, University of California Riverside , Biology (2010)

LINKS

High-Throughput Screening @ the Nucleus: https://med.stanford.edu/htbc/about.html

The Nucleus at Sarafan ChEM-H: https://chemh.stanford.edu/research/nucleus

Professional

PROFESSIONAL INTERESTS

High-Content Screening of small molecule drug libraries

PROFESSIONAL AFFILIATIONS AND ACTIVITIES

Member, Laboratory Robotics Interest Group (LRIG) (2024 - present)

Member, Association of Biomolecular Resource Facilities (ABRF) (2023 - present)

Publications

PUBLICATIONS

3-Dimensional Human iPSC-Derived Cardiac Organoids for Antifibrotic Drug Screening. Circulation research
Zhang, H., Huang, R., Thai, P. N., Ren, L., Shivnaraine, R. V., Zhu, W., Dai, Y., Liu, W., Xie, M., Liu, X., Tan, R., Yang, X., Cao, et al
2026

Off-pore Nup98 condensates mobilize heterochromatic breaks and exclude Rad51. Molecular cell

Merigliano, C., Ryu, T., Cibulka, J., Rawal, C. C., See, C. D., Mitra, A., Reynolds, T. W., Butova, N. L., Caridi, C. P,, Li, X., Wang, J., Deng, C.,
Chenoweth, et al

2025; 85 (12): 2355-2373.e11

Yeast Stn1 promotes MCM to circumvent Rad53 control of the S phase checkpoint CURRENT GENETICS
Gasparayan, H., Caridi, C., Julius, J., Feng, W., Bachant, J., Nugent, C.
2022; 68 (2): 165-179

The yeast Dbf4 Zn<SUP>2+</SUP> finger domain suppresses single-stranded DNA at replication forks initiated from a subset of
origins CURRENT GENETICS

Bachant, J., Hoffman, E. A., Caridi, C., Nugent, C., Feng, W.
2022; 68 (2): 253-265

Inhibition of spindle extension through the yeast S phase checkpoint is coupled to replication fork stability and the integrity of
centromeric DNA MOLECULAR BIOLOGY OF THE CELL

Julius, J., Peng, J., McCulley, A., Caridi, C., Arak, R., See, C., Nugent, C. I., Feng, W., Bachant, J.
2019; 30 (22): 2771-2789

Actin' between phase separated domains for heterochromatin repair. DNA repair
Rawal, C. C., Caridi, C. P., Chiolo, I.
2019; 81: 102646

Nuclear actin filaments in DNA repair dynamics. Nature cell biology
Caridi, C. P., Plessner, M., Grosse, R., Chiolo, I.
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2019; 21 (9): 1068-1077

Nuclear F-actin and myosins drive relocalization of heterochromatic breaks. Nature
Caridi, C. P., D'Agostino, C., Ryu, T., Zapotoczny, G., Delabaere, L., Li, X., Khodaverdian, V. Y., Amaral, N., Lin, E., Rau, A. R., Chiolo, I.
2018; 559 (7712): 54-60

Quantitative Methods to Investigate the 4D Dynamics of Heterochromatic Repair Sites in Drosophila Cells. Methods in enzymology
Caridi, C. P., Delabaere, L., Tjong, H., Hopp, H., Das, D., Alber, F., Chiolo, I.
2018; 601: 359-389

And yet, it moves: nuclear and chromatin dynamics of a heterochromatic double-strand break. Philosophical transactions of the Royal Society
of London. Series B, Biological sciences

Caridi, P. C., Delabaere, L., Zapotoczny, G., Chiolo, I.
2017; 372 (1731)
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