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• AI learning for pediatric right ventricular assessment: development and validation across multiple centers. NPJ digital medicine
Reddy, C., Yan, Y., Qiu, M., Tang, Y., Jin, B., Han, Z., Li, Y., Zhou, S., Tang, Q., Xiao, H., Yang, S., Wen, Q., Wu, et al
2025; 8 (1): 752

• Real-world risk stratification for coronary heart disease: a one-year prediction model using health information exchange data. BMC public
health
Zhang, Y., Mo, Y., Ozawa, N., Ichikawa, T., Huang, C. J., Han, Z., Tian, L., Alfreds, S. T., Sylvester, K. G., McElhinney, D. B., Ling, X. B.
2025; 25 (1): 3218

• Metabolic pathway alterations in cerebrospinal fluid as diagnostic biomarkers for primary central nervous system lymphoma. Clinica
chimica acta; international journal of clinical chemistry
Ma, J., Wang, D., Li, X., Zhang, Y., Tang, Q., Ding, Y., Li, X., Jin, B., Luo, R. Y., Thyparambil, S., Han, Z., Chou, C. J., Zhou, et al
2025: 120377

• Intravenous Immunoglobulin Alone for Coronary Artery Lesion Treatment of Kawasaki Disease: A Randomized Clinical Trial. JAMA network
open
Kuo, H. C., Lin, M. C., Kao, C. C., Weng, K. P., Ding, Y., Han, Z., Chen, C. J., Jan, S. L., Chien, K. J., Ko, C. H., Lin, C. Y., Lei, W. T., Guo, et al
2025; 8 (4): e253063

• Prediction of risk for early or very early preterm births using high-resolution urinary metabolomic profiling. BMC pregnancy and childbirth
Zhang, Y., Sylvester, K. G., Wong, R. J., Blumenfeld, Y. J., Hwa, K. Y., Chou, C. J., Thyparambil, S., Liao, W., Han, Z., Schilling, J., Jin, B., Marić, I.,
Aghaeepour, et al
2024; 24 (1): 783

• Targeted Multiplex Proteomics for the Development and Validation of Biomarkers in Primary Aldosteronism Subtyping. European journal of
endocrinology
Zhou, F., Ding, Y., Chen, T., Tang, Q., Zhang, J., Thyparambil, S., Jin, B., Han, Z., Chou, C. J., Schilling, J., Luo, R. Y., Tian, H., Sylvester, et al
2024

• Mitochondrial Uncoupler and Retinoic Acid Synergistically Induce Differentiation in Neuroblastoma
Liang, N., Jiang, H., Tiche, S. J., Han, Z., Ling, X. B., Shimada, H., Ye, J., Chiu, B.
LIPPINCOTT WILLIAMS & WILKINS.2024: S354

• Targeted multiplex validation of CSF proteomic biomarkers: implications for differentiation of PCNSL from tumor-free controls and other
brain tumors. Frontiers in immunology
Ma, J., Lin, Z., Zhang, Y., Ding, Y., Tang, Q., Qian, Y., Jin, B., Luo, R. Y., Liao, W. L., Thyparambil, S., Han, Z., Chou, C. J., Schilling, et al
2024; 15: 1343109

• Global metabolomics revealed deviations from the metabolic aging clock in colorectal cancer patients. Theranostics
Zhang, L., Mo, S., Zhu, X., Chou, C. J., Jin, B., Han, Z., Schilling, J., Liao, W., Thyparambil, S., Luo, R. Y., Whitin, J. C., Tian, L., Nagpal, et al
2024; 14 (4): 1602-1614

• Exploring the feasibility of using long-term stored newborn dried blood spots to identify metabolic features for congenital heart disease
screening. Biomarker research
Ceresnak, S. R., Zhang, Y., Ling, X. B., Su, K. J., Tang, Q., Jin, B., Schilling, J., Chou, C. J., Han, Z., Floyd, B. J., Whitin, J. C., Hwa, K. Y., Sylvester,
et al
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2023; 11 (1): 97

• High-throughput quantitation of amino acids and acylcarnitine in cerebrospinal fluid: identification of PCNSL biomarkers and potential
metabolic messengers FRONTIERS IN MOLECULAR BIOSCIENCES
Ma, J., Chen, K., Ding, Y., Li, X., Tang, Q., Jin, B., Luo, R. Y., Thyparambil, S., Han, Z., Chou, C., Zhou, A., Schilling, J., Lin, et al
2023; 10

• High-throughput quantitation of amino acids and acylcarnitine in cerebrospinal fluid: identification of PCNSL biomarkers and potential
metabolic messengers. Frontiers in molecular biosciences
Ma, J., Chen, K., Ding, Y., Li, X., Tang, Q., Jin, B., Luo, R. Y., Thyparambil, S., Han, Z., Chou, C. J., Zhou, A., Schilling, J., Lin, et al
2023; 10: 1257079

• Altered expression of the L-arginine/nitric oxide pathway in ovarian cancer: metabolic biomarkers and biological implications. BMC cancer
Chen, L., Tang, Q., Zhang, K., Huang, Q., Ding, Y., Jin, B., Liu, S., Hwa, K., Chou, C. J., Zhang, Y., Thyparambil, S., Liao, W., Han, et al
2023; 23 (1): 844

• Development of a Urine Metabolomics Biomarker-Based Prediction Model for Preeclampsia during Early Pregnancy. Metabolites
Zhang, Y., Sylvester, K. G., Jin, B., Wong, R. J., Schilling, J., Chou, C. J., Han, Z., Luo, R. Y., Tian, L., Ladella, S., Mo, L., Maric, I., Blumenfeld, et al
2023; 13 (6)

• Artificial intelligence reveals features associated with breast cancer neoadjuvant chemotherapy responses from multi-stain
histopathologic images. NPJ precision oncology
Huang, Z., Shao, W., Han, Z., Alkashash, A. M., De la Sancha, C., Parwani, A. V., Nitta, H., Hou, Y., Wang, T., Salama, P., Rizkalla, M., Zhang, J.,
Huang, et al
2023; 7 (1): 14

• Single center blind testing of a US multi-center validated diagnostic algorithm for Kawasaki disease in Taiwan. Frontiers in immunology
Kuo, H. C., Hao, S., Jin, B., Chou, C. J., Han, Z., Chang, L. S., Huang, Y. H., Hwa, K., Whitin, J. C., Sylvester, K. G., Reddy, C. D., Chubb, H.,
Ceresnak, et al
2022; 13: 1031387

• Gestational Dating by Urine Metabolic Profile at High Resolution Weekly Sampling Timepoints: Discovery and Validation. Frontiers in
molecular medicine
Sylvester, K. G., Hao, S., Li, Z., Han, Z., Tian, L., Ladella, S., Wong, R. J., Shaw, G. M., Stevenson, D. K., Cohen, H. J., Whitin, J. C., McElhinney, D.
B., Ling, et al
2022; 2: 844280

• Deviation from the precisely timed age-associated patterns revealed by blood metabolomics to find CRC patients at risk of relapse at the
CRC diagnosis
Thyparambil, S. P., Zhu, X., Zhang, Y., Sun, H., Peng, J., Cai, S., Li, Y., Fu, C., Bao, P., Hao, S., Li, Z., Ding, Y., Yao, et al
LIPPINCOTT WILLIAMS & WILKINS.2022

• Serological Phenotyping Analysis Uncovers a Unique Metabolomic Pattern Associated With Early Onset of Type 2 Diabetes
Mellitus. Frontiers in molecular biosciences
Zhu, L., Huang, Q., Li, X., Jin, B., Ding, Y., Chou, C. J., Su, K., Zhang, Y., Chen, X., Hwa, K. Y., Thyparambil, S., Liao, W., Han, et al
2022; 9: 841209

• Weakly Supervised Deep Ordinal Cox Model for Survival Prediction From Whole-Slide Pathological Images. IEEE transactions on medical
imaging
Shao, W., Wang, T., Huang, Z., Han, Z., Zhang, J., Huang, K.
2021; 40 (12): 3739-3747

• Applying interpretable deep learning models to identify chronic cough patients using EHR data. Computer methods and programs in
biomedicine
Luo, X., Gandhi, P., Zhang, Z., Shao, W., Han, Z., Chandrasekaran, V., Turzhitsky, V., Bali, V., Roberts, A. R., Metzger, M., Baker, J., La Rosa, C.,
Weaver, et al
2021; 210: 106395

• Crowdsourcing digital health measures to predict Parkinson's disease severity: the Parkinson's Disease Digital Biomarker DREAM
Challenge. NPJ digital medicine
Sieberts, S. K., Schaff, J., Duda, M., Pataki, B. Á., Sun, M., Snyder, P., Daneault, J. F., Parisi, F., Costante, G., Rubin, U., Banda, P., Chae, Y.,
Chaibub Neto, et al
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2021; 4 (1): 53

• Multi-task multi-modal learning for joint diagnosis and prognosis of human cancers. Medical image analysis
Shao, W., Wang, T., Sun, L., Dong, T., Han, Z., Huang, Z., Zhang, J., Zhang, D., Huang, K.
2020; 65: 101795

• Deep-Learning-Based Characterization of Tumor-Infiltrating Lymphocytes in Breast Cancers From Histopathology Images and Multiomics
Data. JCO clinical cancer informatics
Lu, Z., Xu, S., Shao, W., Wu, Y., Zhang, J., Han, Z., Feng, Q., Huang, K.
2020; 4: 480-490

• Computational analysis of pathological images enables a better diagnosis of TFE3 Xp11.2 translocation renal cell carcinoma. Nature
communications
Cheng, J., Han, Z., Mehra, R., Shao, W., Cheng, M., Feng, Q., Ni, D., Huang, K., Cheng, L., Zhang, J.
2020; 11 (1): 1778

• Deep learning-based cancer survival prognosis from RNA-seq data: approaches and evaluations. BMC medical genomics
Huang, Z., Johnson, T. S., Han, Z., Helm, B., Cao, S., Zhang, C., Salama, P., Rizkalla, M., Yu, C. Y., Cheng, J., Xiang, S., Zhan, X., Zhang, et al
2020; 13 (Suppl 5): 41

• Integrative Analysis of Pathological Images and Multi-Dimensional Genomic Data for Early-Stage Cancer Prognosis. IEEE transactions on
medical imaging
Shao, W., Han, Z., Cheng, J., Cheng, L., Wang, T., Sun, L., Lu, Z., Zhang, J., Zhang, D., Huang, K.
2020; 39 (1): 99-110

• Correlation Analysis of Histopathology and Proteogenomics Data for Breast Cancer MOLECULAR & CELLULAR PROTEOMICS
Zhan, X., Cheng, J., Huang, Z., Han, Z., Helm, B., Liu, X., Zhang, J., Wang, T., Ni, D., Huang, K.
2019; 18 (8): S37-S51

• SALMON: Survival Analysis Learning With Multi-Omics Neural Networks on Breast Cancer. Frontiers in genetics
Huang, Z., Zhan, X., Xiang, S., Johnson, T. S., Helm, B., Yu, C. Y., Zhang, J., Salama, P., Rizkalla, M., Han, Z., Huang, K.
2019; 10: 166

• Integrative analysis based on survival associated co-expression gene modules for predicting Neuroblastoma patients' survival
time BIOLOGY DIRECT
Han, Y., Ye, X., Cheng, J., Zhang, S., Feng, W., Han, Z., Zhang, J., Huang, K.
2019; 14: 4

• Balanced Activity between Kv3 and Nav Channels Determines Fast-Spiking in Mammalian Central Neurons. iScience
Gu, Y., Servello, D., Han, Z., Lalchandani, R. R., Ding, J. B., Huang, K., Gu, C.
2018; 9: 120–37

• Ordinal Multi-modal Feature Selection for Survival Analysis of Early-Stage Renal Cancer
Shao, W., Cheng, J., Sun, L., Han, Z., Feng, Q., Zhang, D., Huang, K.
edited by Frangi, A. F., Schnabel, J. A., Davatzikos, C., AlberolaLopez, C., Fichtinger, G.
SPRINGER INTERNATIONAL PUBLISHING AG.2018: 648-656

• Integrative Analysis of Histopathological Images and Genomic Data Predicts Clear Cell Renal Cell Carcinoma Prognosis. Cancer research
Cheng, J., Zhang, J., Han, Y., Wang, X., Ye, X., Meng, Y., Parwani, A., Han, Z., Feng, Q., Huang, K.
2017; 77 (21): e91-e100

• Ontogenetic establishment of order-specific nuclear organization in the mammalian thalamus. Nature neuroscience
Shi, W., Xianyu, A., Han, Z., Tang, X., Li, Z., Zhong, H., Mao, T., Huang, K., Shi, S. H.
2017; 20 (4): 516-528

• Clonally Related GABAergic Interneurons Do Not Randomly Disperse but Frequently Form Local Clusters in the Forebrain. Neuron
Sultan, K. T., Han, Z., Zhang, X. J., Xianyu, A., Li, Z., Huang, K., Shi, S. H.
2016; 92 (1): 31-44

• Deterministic Progenitor Behavior and Unitary Production of Neurons in the Neocortex CELL
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Gao, P., Postiglione, M. P., Krieger, T. G., Hernandez, L., Wang, C., Han, Z., Streicher, C., Papusheva, E., Insolera, R., Chugh, K., Kodish, O.,
Huang, K., Simons, et al
2014; 159 (4): 775-788

• Distinct lineage-dependent structural and functional organization of the hippocampus. Cell
Xu, H. T., Han, Z., Gao, P., He, S., Li, Z., Shi, W., Kodish, O., Shao, W., Brown, K. N., Huang, K., Shi, S. H.
2014; 157 (7): 1552-64

• A signal processing approach for enriched region detection in RNA polymerase II ChIP-seq data 1st Annual Meeting of the Great Lakes
Bioinformatics (GLBIO)
Han, Z., Tian, L., Pecot, T., Huang, T., Machiraju, R., Huang, K.
BIOMED CENTRAL LTD.2012

• Clonal production and organization of inhibitory interneurons in the neocortex. Science (New York, N.Y.)
Brown, K. N., Chen, S., Han, Z., Lu, C. H., Tan, X., Zhang, X. J., Ding, L., Lopez-Cruz, A., Saur, D., Anderson, S. A., Huang, K., Shi, S. H.
2011; 334 (6055): 480-6
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