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LINKS

NIH Biosketch: https://www.ncbi.nlm.nih.gov/myncbi/1JIGcdoL-WvQf/cv/581201/
ClinPGx: https://www.clinpgx.org
PharmCAT: https://pharmcat.org
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CLINPGX: A COMPREHENSIVE PHARMACOGENOMICS RE-SOURCE WITH TOOLS FOR ACCESSING CLINICAL GUIDANCE BY GENOTYPE
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Highly Scalable Pharmacogenomic Panel Testing with Hybrid Capture and Long-Read Sequencing
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Frequencies of pharmacogenomic alleles across biogeographic groups in a large-scale biobank. American journal of human genetics
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How to Run the Pharmacogenomics Clinical Annotation Tool (PharmCAT). Clinical pharmacology and therapeutics
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2022

PGxMine: Text mining for curation of PharmGKB. Pacific Symposium on Biocomputing. Pacific Symposium on Biocomputing
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PGxMine: Text mining for curation of PharmGKB
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Pharmacogenomics Clinical Annotation Tool (PharmCAT). Clinical pharmacology and therapeutics
Sangkuhl, K., Whirl-Carrillo, M., Whaley, R. M., Woon, M., Lavertu, A., Altman, R. B., Carter, L., Verma, A., Ritchie, M. D., Klein, T. E.
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Phased Whole-Genome Genetic Risk in a Family Quartet Using a Major Allele Reference Sequence PLOS GENETICS
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Clinical assessment incorporating a personal genome LANCET
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The Phenotype and Genotype Experiment Object Model (PaGE-OM): A Robust Data Structure for Information Related to DNA
Variation HUMAN MUTATION
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An XML-based interchange format for genotype-phenotype data HUMAN MUTATION
Whirl-Carrillo, M., Woon, M., Thorn, C. E., Klein, T. E., Altman, R. B.
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The pharmacogenetics and pharmacogenomics knowledge base: accentuating the knowledge NUCLEIC ACIDS RESEARCH
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Altman, et al
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Integrating large-scale genotype and phenotype data OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY
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A resource to acquire and summarize pharmacogenetics knowledge in the literature 77th World Congress on Medical Informatics
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A personalized and automated dbSNP surveillance system 2nd International Computational Systems Bioinformatics Conference
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